a 



■S3? 



9 ft 



1 GTCTCGTGTA TGGCGTGGTT AAGGTTGCAG CCTCTCACCT CTGCCTTCCT 

51 CCATTTTGGG CTGGTTACCT TTGTGCTCTT CCTGAATGGT CTTCGAGCAG 

101 AGGCTGGTGG CTCAGGGGAC GTGCCAAGCA CAGGGCAGAA CAATGAGTCC 

151 TGTTCAGGGT CATCGGACTG CAAGGAGGGT GTCATCCTGC CAATCTGGTA 

201 CCCGGAGAAC CCTTCCCTTG GGGACAAGAT TGCCAGGGTC ATTGTCTATT 

251 TTGTGGCCCT GATATACATG TTCCTTGGGG TGTCCATCAT TGCTGACCGC 

301 TTCATGGCAT CTATTGAAGT CATCACCTCT CAAGAGAGGG AGGTGACAAT 

351 TAAGAAACCC AATGGAGAAA CCAGCACAAC CACTATTCGG GTCTGGAATG 

401 AAACTGTCTC CAACCTGACC CTTATGGCCC TGGGTTCCTC TGCTCCTGAG 

451 ATACTCCTCT CTTTAATTGA GGTGTGTGGT CATGGGTTCA TTGCTGGTGA 

501 TCTGGGACCT TCTACCATTG TAGGGAGTGC AGCCTTCAAC ATGTTCATCA 

551 TCATTGGCAT CTGTGTCTAC GTGATCCCAG ACGGAGAGAC TCGCAAGATC 

601 AAGCATCTAC GAGTCTTCTT CATCACCGCT GCTTGGAGTA TCTTTGCCTA 

651 CATCTGGCTC TATATGATTC TGGCAGTCTT CTCCCCTGGT GTGGTCCAGG 

701 TTTGGGAAGG CCTCCTCACT CTCTTCTTCT TTCCAGTGTG TGTCCTTCTG 

751 GCCTGGGTGG CAGATAAACG ACTGCTCTTC TACAAATACA TGCACAAAAA 

801 GTACCGCACA GACAAACACC GAGGAATTAT CATAGAGACA GAGGGTGACC 

851 ACCCTAAGGG CATTGAGATG GATGGGAAAA TGATGAATTC CCATTTTCTA 

901 GATGGGAACC TGGTGCCCCT GGAAGGGAAG GAAGTGGATG AGTCCCGCAG 

951 AGAGATGATC CGGATCCTCA AGGATCTGAA GCAAAAACAC CCAGAGAAGG 

1001 ACTTAGATCA GCTGGTGGAG ATGGCCAATT ACTATGCTCT TTCCCACCAA 

1051 CAGAAGAGCC GCGCCTTCTA CCGTATCCAA GCCACTCGTA TGATGACTGG 

1101 TGCAGGCAAT ATCCTGAAGA AACATGCAGC AGAACAAGCC AAGAAGGCCT 

SJ 1151 CCAGCATGAG CGAGGTGCAC ACCGATGAGC CTGAGGACTT TATTTCCAAG 

rQ 1201 GTCTTCTTTG ACCCATGTTC TTACCAGTGC CTGGAGAACT GTGGGGCTGT 

1251 ACTCCTGACA GTGGTGAGGA AAGGGGGAGA CATGTCAAAG ACCATGTATG 

1301 TGGACTACAA AACAGAGGAT GGTTCTGCCA ATGCAGGGGC TGACTATGAG 

= ~ 1351 TTCACAGAGG GCACGGTGGT TCTGAAGCCA GGAGAGACCC AGAAGGAGTT 

« 1401 CTCCGTGGGC ATAATTGATG ACGACATTTT TGAGGAGGAT GAACACTTCT 

1451 TTGTAAGGTT GAGCAATGTC CGCATAGAGG AGGAGCAGCC AGAGGAGGGG 

1501 ATGCCTCCAG CAATATTCAA CAGTCTTCCC TTGCCTCGGG CTGTCCTAGC 

„J 1551 CTCCCCTTGT GTGGCCACAG TTACCATCTT GGATGATGAC CATGCAGGCA 

1601 TCTTCACTTT TGAATGTGAT ACTATTCATG TCAGTGAGAG TATTGGTGTT 

s 1651 ATGGAGGTCA AGGTTCTGCG GACATCAGGT GCCCGGGGTA CAGTCATCGT 

p 1701 CCCCTTTAGG ACAGTAGAAG GGACAGCCAA GGGTGGCGGT GAGGACTTTG 

1751 AAGACACATA TGGGGAGTTG GAATTCAAGA ATGATGAAAC TGTGAAAACC 

1801 ATAAGGGTTA AAATAGTAGA TGAGGAGGAA TACGAAAGGC AAGAGAATTT 

H 1851 CTTCATTGCC CTTGGTGAAC CGAAATGGAT GGAACGTGGA ATATCAGATG 

| J 1901 TG AC AG AC AG GAAGCTGACT ATGGAAGAAG AGGAGGCCAA GAGGATAGCA 

1951 GAGATGGGAA AGCCAGTATT GGGTGAACAC CCCAAACTGG AAGTCATCAT 

2001 TGAAGAGTCC TATGAGTTCA AGACTACGGT GGACAAACTG ATCAAGAAGA 

2051 CAAACCTGGC CTTGGTTGTG GGGACCCATT CCTGGAGGGA CCAGTTCATG 

2101 GAGGCCATCA CCGTCAGTGC AGCAGGGGAT GAGGATGAGG ATGAATCCGG 

2151 GGAGGAGAGG CTGCCCTCCT GCTTTGACTA CGTCATGCAC TTCCTGACTG 

2201 TCTTCTGGAA GGTGCTGTTT GCCTGTGTGC CCCCCACAGA GTACTGCCAC 

2251 GGCTGGGCCT GCTTCGCCGT CTCCATCCTC ATCATTGGCA TGCTCACCGC 

2301 CATCATTGGG GACCTGGCCT CGCACTTCGG CTGCACCATT GGTCTCAAAG 

2351 ATTCGGTCAC AGCTGTTGTT TTCGTGGCAT TTGGCACCTC TGTCCCAGAT 

2401 ACGTTTGCCA GCAAAGCTGC TGCCCTCCAG GATGTATATG CAGACGCCTC 

2451 CATTGGCAAC GTGACGGGCA GCAACGCCGT CAATGTCTTC CTGGGCATCG 

2501 GCCTGGCCTG GTCCGTGGCC GCCATCTACT GGGCTCTGCA GGGACAGGAG 

2551 TTCCACGTGT CGGCCGGCAC ACTGGCCTTC TCCGTCACCC TCTTCACCAT 

2 601 CTTTGCATTT GTCTGCATCA GCGTGCTCTT GTACCGAAGG CGGCCGCACC 

2651 TGGGAGGGGA GCTTGGTGGC CCCCGTGGCT GCAAGCTCGC CACAACATGG 

2701 CTCTTTGTGA GCCTGTGGCT CCTCTACATA CTCTTTGCCA CACTAGAGGC 

2751 CTATTGCTAC ATCAAGGGGT TCTAAGCCAC AC 
(SEQ ID NO: 1) 



5'UTR: 1-9 

Start Codon: 10 

Stop Codon: 2773 

3'UTR: 2776 
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HOMOLOGOUS PROTEINS: 

Top 10 BLAST Hits: 

Sequences producing significant alignments: 



Score 
(bits) 



E 

Value 



CRA| 18000005047237 /altid=gi | 24 98054 /def=sp | P70549 I NAC3_RAT SO. 

CRA| 18000005200270 /altid=gi I 4 140706 /def=gb I AAD04173 . 1 1 (AF107. 
CRA| 1000682343796 /altid=gi | 6453729 /def=gb | AAF08988 . 1 1 AF108389 . 

CRA| 18000004939788 /altid=gi | 1083801 /def=pir | | S43730 Na+/Ca2+-. 

CRA| 18000005028314 /altid=gi 1 1279782 /def=gb I AAA97928 . 1 1 (U5266. 

CRA| 18000004968774 /altid=gi I 382752 /def =prf | | 1901175A Na/Ca ex. 

CRA| 18000004882912 /altid=gi I 627801 /def =pir | | B53335 Na+/Ca2+-e. 

CRA| 18000005218648 /altid=gi I 4566522 /def=gb | AAD23386 . 1 1 AF10916 . 

CRA| 18000005218651 /altid=gi I 4566528 /def=gb ) AAD23389 . 1 1 AF10916 . 

CRA| 18000004907324 /altid=gi | 479177 /def =pir | I S32435 Na+/Ca2+-e. 



1828 


0 


0 


1342 


0 


0 


1338 


0 


0 


1335 


0 


0 


1334 


0 


0 


1333 


0 


0 


1331 


0 


0 


1330 


0 


0 


1329 


0 


0 


1328 


0 


0 



C3 



dbEST: 

Sequences producing significant alignments: 
gi 1 11600765 /dataset=dbest /taxon=96... 
gi I 318815 /dataset=dbest /taxon=9606 /... 



Score E 

(bits) Value 

500 e-138 

216 2e-53 



EXPRESSION INFORMATION FOR MODULATORY USE: 

gi 1 11600765 Pooled (Brain, Heart, Kidney, Lung, Spleen, Testis, Leukocyte) 
gi I 318815 Fetal brain 

Tissue expression : 

Pooled tissues (Brain, Heart, Kidney, Lung, Spleen, Testis, Leukocyte) 
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1 MAWLRLQPLT SAFLHFGLVT FVLFLNGLRA EAGGSGDVPS TGQNNESCSG 
51 SSDCKEGVIL PIWYPENPSL GDKIARVIVY FVALIYMFLG VSIIADRFMA 
101 SIEVITSQER EVTIKKPNGE TSTTTIRVWN ETVSNLTLMA LGSSAPEILL 
151 SLIEVCGHGF IAGDLGPSTI VGSAAFNMFI IIGICVYVIP DGETRKIKHL 
201 RVFFITAAWS IFAYIWLYMI LAVFSPGVVQ VWEGLLTLFF FPVCVLLAWV 
251 ADKRLLFYKY MHKKYRTDKH RGII IETEGD HPKGIEMDGK MMNSHFLDGN 
301 LVPLEGKEVD ESRREMIRIL KDLKQKHPEK DLDQLVEMAN YYALSHQQKS 
351 RAFYRIQATR MMTGAGNILK KHAAEQAKKA SSMSEVHTDE PEDFISKVFF 
401 DPCSYQCLEN CGAVLLTVVR KGGDMSKTMY VDYKTEDGSA NAGADYEFTE 
451 GTVVLKPGET QKEFSVGIID DDIFEEDEHF FVRLSNVRIE EEQPEEGMPP 
501 AIFNSLPLPR AVLASPCVAT VTILDDDHAG IFTFECDTIH VSESIGVMEV 
551 KVLRTSGARG TVIVPFRTVE GTAKGGGEDF EDTYGELEFK NDETVKTIRV 
601 KIVDEEEYER QENFFIALGE PKWMERGISD VTDRKLTMEE EEAKRIAEMG 
651 KPVLGEHPKL EVIIEESYEF KTTVDKLIKK TNLALVVGTH SWRDQFMEAI 
701 TVSAAGDEDE DESGEERLPS CFDYVMHFLT VFWKVLFACV PPTEYCHGWA 
751 CFAVSILIIG MLTAIIGDLA SHFGCTIGLK DSVTAVVFVA FGTSVPDTFA 
801 SKAAALQDVY ADASIGNVTG SNAVNVFLGI GLAWSVAAIY WALQGQEFHV 
851 SAGTLAFSVT LFTIFAFVCI SVLLYRRRPH LGGELGGPRG CKLATTWLFV 
901 SLWLLYILFA TLEAYCYIKG F 
(SEQ ID NO: 2) 



FEATURES : 

Functional domains and key regions : 

[1] PDOC00001 PS00001 ASN_GLYCOSYLATION 
N-glycosylation site 



Number of matches: 4 

1 45-48 NESC 

2 130-133 NETV 

3 135-138 NLTL 

4 817-820 NVTG 



[2] PDOC00004 PS00004 CAMP_PHOSPHO_SITE 

cAMP- and cGMP-dependent protein kinase phosphorylation site 

Number of matches: 2 

1 378-381 KKAS 

2 634-637 RKLT 



[3 J PDOC00005 PS00005 PKC_PHOSPHO_SITE 
Protein kinase C phosphorylation site 

Number of matches: 11 



1 


113- 


-115 


TIK 


2 


125- 


-127 


TIR 


3 


597- 


-599 


TIR 


4 


194- 


-196 


TRK 


5 


267- 


-269 


TDK 


6 


312- 


-314 


SRR 


7 


460- 


-462 


TQK 


8 


572- 


-574 


TAK 


9 


594- 


-596 


TVK 


10 


125- 


-127 


TIR 


11 


597- 


-599 


TIR 
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[4] PDOC00006 PS00006 CK2_PH0SPH0_SITE 
Casein kinase II phosphorylation site 



Number of 


matches : 


16 


1 


69-72 


SLGD 


2 


106-109 


TSQE 


3 


144-147 


SAPE 


4 


151-154 


SLIE 


5 


277-280 


TEGD 


6 


312-315 


SRRE 


7 


382-385 


SMSE 


8 


460-463 


TQKE 


9 


522-525 


TILD 


10 


583-586 


TYGE 


11 


637-640 


TMEE 


12 


672-675 


TTVD 


13 


691-694 


SWRD 


14 


713-716 


SGEE 


15 


720-723 


SCFD 


16 


794-797 


SVPD 



[5] PDOC00007 PS00007 TYR_PHOSPHO_SITE 
Tyrosine kinase phosphorylation site 

Number of matches: 2 

1 397-405 KVFFDPCSY 

2 601-608 KIVDEEEY 



[6] PDOC00008 PS00008 MYRISTYL 
N-myristoylation site 



Number of 


matches : 


15 


1 


50-55 


GSSDCK 


2 


422-427 


GGDMSK 


3 


438-443 


GSANAG 


4 


497-502 


GMPPAI 


5 


557-562 


GARGTV 


6 


571-576 


GTAKGG 


7 


760-765 


GMLTAI 


8 


774-779 


GCTIGL 


9 


778-783 


GLKDSV 


10 


816-821 


GNVTGS 


11 


829-834 


GIGLAW 


12 


831-836 


GLAWSV 


13 


882-887 


GGELGG 


14 


886-891 


GGPRGC 


15 


890-895 


GCKLAT 



Membrane spanning structure and domains : 
Helix Begin End Score Certainity 



1 


8 


28 


1. 


.905 


Certain 


2 


76 


96 


2. 


.032 


Certain 


3 


133 


153 


1. 


.009 


Certain 


4 


169 


189 


1. 


.943 


Certain 


5 


206 


226 


2. 


.118 


Certain 


6 


231 


251 


2. 


.072 


Certain 


7 


505 


525 


0. 


.666 


Putative 


8 


723 


743 


1. 


.298 


Certain 


9 


747 


767 


2. 


.258 


Certain 


10 


781 


801 


1. 


.232 


Certain 


11 


823 


843 


1. 


.793 


Certain 


12 


854 


874 


2. 


.424 


Certain 


13 


893 


913 


2. 


.138 


Certain 
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BLAST Alignment to Top Hit: 

>CRA| 18000005047237 /altid=gi I 2498054 /def =sp I P70549 | NAC3_RAT 

SODIUM /CALCIUM EXCHANGER 3 PRECURSOR ( NA+ /CA2 + -EXCHANGE 
PROTEIN 3) /org=NA+/CA2+-EXCHANGE PROTEIN 3 /dataset=nraa 
/length=927 
Length = 927 

Score = 1828 bits (4682), Expect = 0.0 

Identities = 897/927 (96%), Positives = 911/927 (97%), Gaps = 6/927 (0%) 



MAWLRLQPLTSAFLHFGLVTFVLFLNGLRAEAG DVPS GQNNESCSGSSDCKEGVIL 



PIWYPENPSLGDKIARVIVYFVALIYMFLGVSIIADRFMASIEVITSQEREVTIKKPNGE 



TSTTTIRVWNETVSNLTLMALGSSAPEILLSLIEVCGHGFIAGDLGPSTIVGSAAFNMFI 



IIGICVYVIPDGETRKIKHLRVFF+TAAWS+FAYIWLYMILAVFSPGVVQVWEGLLTLFF 



FPVCVLLAWVADKRLLFYKYMHK+YRTDKHRGIIIETEG+HPKGIEMDGKMMNSHFLDGN 



L+PLEGKEVDESRREMIRILKDLKQKHPEKDLDQLVEMANYYALSHQQKSRAFYRIQATR 



MMT G AGN I L KKH AAEQ AKK +SMSEVHTDEPEDF S KVFFDPCS YQCLENCGAVLLTVVR 



KGGD+SKTMYVDYKTEDGS ANAGADYEFTEGTVVLKPGETQKEFS VGI I DDDI FEEDEHF 



FVRLSNVR+EEEQ EEGM PAI NSLPLPRAVLASPCVATVTILDDDHAGIFTFECDTIH 



VSESIGVMEVKVLRTSGARGTVIVPFRTVEGTAKGGGEDFEDTYGELEFKNDETVKTIRV 



KIVDEEEYERQENFFIALGEPKWMERGIS DVTDRKLTMEEEEAKRIAEMGKPVL 1971 

KI VDEEEYERQENFFIALGEPKWMERGI S +VTDRKLTMEEEEAKRI AEMGKPVL 



GEHPKLEVIIEESYEFK+TVDKLIKKTNLALVVGTHSWRDQFMEAITVSAAGDE+EDESG 



EERLPSCFDYVMHFLTVFWKVLFACVPPTEYCHGWACF VSILIIGMLTAIIGDLASHFG 



CTIGLKDSVTAVVFVAFGTSVPDTFASKAAALQDVYADASIGNVTGSNAVNVFLGIGLAW 



SVAAIYWA+QGQEFHVSAGTLAFSVTLFTIFAFVC+SVLLYRRRPHLGGELGGPRGCKLA 





Frame 


= +1 




Query: 


10 




Sbjct: 


1 




Query: 
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Sb j ct : 


a 1 
bl 
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if 1 
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Sbjct: 
Query: 
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it r r i 


Sbjct: 
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C3 


Query: 
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Sbjct: 
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% I 

S SS 


Query : 
Sbjct : 
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301 


X JS, 
|J 


Query: 


1090 


iii 

■~ fa 


Sbjct : 
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W 
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Query : 
Sbjct : 


1270 
421 




Query : 


1450 




Sbjct : 


481 




Query : 


1630 




Sbjct: 


541 




Query: 


1810 




Sbjct : 


601 




Query: 


1972 




Sbjct: 


661 




Query: 


2152 




Sbjct: 


721 




Query: 


2332 




Sbjct: 


781 




Query: 


2512 




Sbjct: 


841 
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Query: 2 692 TTWLFVSLWLLYILFATLEAYCYIKGF 2772 

TTWLFVSLWLLY+LFATLEAYCYIKGF 
Sbjct: 901 TTWLFVSLWLLYVLFATLEAYCYIKGF 927 {SEQ ID NO: 4) 



Hmmer search results (Pfam) : 

Scores for sequence family classification (score includes all domains) : 



Model 



Description 



PF01699 Sodium/calcium exchanger protein 
PF00324 Amino acid permease 
PF01971 Protein of unknown function 



Score 

294.6 
2.8 
2.7 



E-value N 



.2e-84 
5.9 
8.7 



Parsed for domains : 



Model 


Domain 


seq-f 


seq-t 


hmm-f 


hmm-t 




score 


E- 


-value 


PF01699 


1/2 


118 


257 . 


12 


152 


.] 


121.3 


1. 


8e-32 


PF01971 


1/1 


644 


670 . 


193 


222 




2.7 




8.7 


PF00324 


1/1 


851 


877 . 


472 


498 


.] 


2.8 




5.9 


PF01699 


2/2 


757 


905 . 


1 


152 


[] 


181.4 


1. 


5e-50 



I J 



n 
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13 



t 5 



* 9 



1 

51 
101 
151 
201 
251 
301 
351 
401 
451 
501 
551 
601 
651 
701 
751 
801 
851 
901 
951 
1001 
1051 
1101 
1151 
1201 
1251 
1301 
1351 
1401 
1451 
1501 
1551 
1601 
1651 
1701 
1751 
1801 
1851 
1901 
1951 
2001 
2051 
2101 
2151 
2201 
2251 
2301 
2351 
2401 
2451 
2501 
2551 
2601 
2651 
2701 
2751 
2801 
2851 
2901 
2951 
3001 
3051 
3101 
3151 
3201 
3251 
3301 
3351 
3401 
3451 
3501 



TTGGATGAGA 
CCTCATTTCA 
TGGACAGTCA 
TGAAATGTAA 
GCAGTGAATT 
TATATCAAGA 
TATGCTTAAG 
TATGAGGAAA 
ATTAGGAGGC 
GGGCTGGGAT 
GATTGGATAA 
TTTCTAACAT 
AAACAGGAGA 
AGGTGCTGTA 
ACACAGTTGT 
TTTTTTAGCT 
AGTGAGTGGT 
TCTTCTGAGC 
CTGCATATCA 
GAGACATTTG 
CATGTTTGGG 
ACTGCCTGCT 
TGCTGTGAAC 
GGGGTGGGTG 
CTCAGAATTA 
CTTTCCAAGG 
AGATCTAAAG 
TCAAAATCGA 
TCACTTGGTA 
CATTAAACAG 
TCAATTCAAT 
ATAATGACAA 
GGGCATGAAG 
AACTCTCACA 
TGCATTTCCA 
AGTCTCCACC 
TGACATCTAT 
GTCACTGGAG 
GTCCCCTTTT 
TCTGGCCTAT 
GTCTCGTGTA 
CCATTTTGGG 
AGGCTGGTGG 
TGTTCAGGGT 
CCCGGAGAAC 
TTGTGGCCCT 
TTCATGGCAT 
TAAGAAACCC 
AAACTGTCTC 
ATACTCCTCT 
TCTGGGACCT 
TCATTGGCAT 
AAGCATCTAC 
CATCTGGCTC 
TTTGGGAAGG 
GCCTGGGTGG 
GTACCGCACA 
ACCCTAAGGG 
GATGGGAACC 
AG AG AT GAT C 
ACTTAGATCA 
CAGAAGAGCC 
TGCAGGCAAT 
CCAGCATGAG 
GTCTTCTTTG 
ACTCCTGACA 
TGGACTACAA 
TTCACAGAGG 
CTCCGTGGGC 
TTGTAAGGTT 
ATGCCTCCAG 



TCTAAAGCAT 
AAGATGAATG 
CTTGGTATAA 
TAAGGGAGAG 
CCTGCAAGGC 
GCAAGAGAAG 
TCTGTTTGTT 
GTGGAATTGA 
TACTGAAGTA 
GATGGTGGTA 
GGGACAGAAG 
GAGTAACTGG 
AAAAGGAGCA 
CAAACACAAA 
AGCAGAGGGA 
ATTCCATGGT 
AAGATGAGTA 
TCAAGCTCAC 
CCCCCAAAAT 
CATGTTTTAT 
TTTGAAATTT 
TAAACTGCTC 
TTGGTCTTGG 
GCATTCACCA 
TAGCTTGCCT 
GAGCTCAGTT 
CATTATTAAG 
TTGAGAATAA 
TAATCCTGGA 
AGCAAGGTTT 
ATACTCTCTT 
CAGGGTAAGG 
ATTCAGGTTA 
GGTAATACCA 
TCCCCAGTAT 
AGATGGTTTG 
TTTTCCAAGT 
GTGAAGCATC 
TCCTCATGCC 
CAGGAGGACA 
TGGCGTGGTT 
CTGGTTACCT 
CTCAGGGGAC 
CATCGGACTG 
CCTTCCCTTG 
G AT AT AC AT G 
CTATTGAAGT 
AATGGAGAAA 
CAACCTGACC 
CTTTAATTGA 
TCTACCATTG 
CTGTGTCTAC 
GAGTCTTCTT 
TATATGATTC 
CCTCCTCACT 
CAGATAAACG 
GACAAACACC 
CATTGAGATG 
TGGTGCCCCT 
CGGATTCTCA 
GCTGGTGGAG 
GCGCCTTCTA 
ATCCTGAAGA 
CGAGGTGCAC 
ACCCATGTTC 
GTGGTGAGGA 
AACAGAGGAT 
GCACGGTGGT 
ATAATTGATG 
GAGCAATGTC 
CAATATTCAA 



TATTAAGAGT 
AGAATAATGG 
TCCAAGAGTG 
AGTGACGGGA 
TTTGAAGGTC 
ACTACTAAAG 
TGTTTTTTTA 
GAACTAGCGA 
GATTCATGAG 
GAAATGGAGA 
AGAGATGAAG 
GTGGCTGAAG 
AATATGGGGG 
TCAGCATTCC 
GAAAGATCGC 
ATTTTCATTC 
TATAATAGTT 
CTTTTAGTGG 
CTTGTCTCTA 
TAATAATGAT 
GAGTGGCTGG 
ATAAGCAGGT 
GCACAACTTA 
TTTATCAACT 
CCAGAAGTCT 
TTCAAGGTTT 
AGTGGGGAGT 
TGGCATGTAC 
GTGAACATGA 
TCAATTTTCT 
GCAAACCTAT 
AAGTCCGAAC 
TACATGGCCT 
GTTTGGGAGA 
TCCCAGCTAT 
GAGGACAGAG 
GAGAGACTGC 
AGTTGTATTG 
TTTTCCTGCC 
ACTGGTGCTG 
AAGGTTGCAG 
TTGTGCTCTT 
GTGCCAAGCA 
CAAGGAGGGT 
GGGACAAGAT 
TTCCTTGGGG 
CATCACCTCT 
CCAGCACAAC 
CTTATGGCCC 
GGTGTGTGGT 
TAGGGAGTGC 
GTGATCCCAG 
CATCACCGCT 
TGGCAGTCTT 
CTCTTCTTCT 
ACTGCTCTTC 
GAGGAATTAT 
GATGGGAAAA 
GGAAGGGAAG 
AGGATCTGAA 
ATGGCCAATT 
CCGTATCCAA 
AACATGCAGC 
ACCGATGAGC 
TTACCAGTGC 
AAGGGGGAGA 
GGTTCTGCCA 
TCTGAAGCCA 
ACGACATTTT 
CGCATAGAGG 
CAGTCTTCCC 



GGGGAGTGCA 
CATGTACAAA 
AACCTGAAGG 
TGAAGGGGGA 
ATGGGAAAGA 
GGCTTCAAAC 
AAAAAAGATT 
GAGTTGGAGT 
GTAAGGAGTG 
AAGAGTTGAT 
GCTTTCAGAC 
ATGCTATTTT 
ATGAAGACTT 
TTTATTACTA 
CCCCCCCCCA 
TCATCCCACC 
TCAATTGCAT 
TTTGAGGCCA 
GTTTAACAAA 
TTTTACCACT 
CGGATGATCA 
TTTACTGGAG 
CATGGCCTCT 
CTTTTGATTT 
TGCATTCGGG 
ATTGCTCTGT 
GCAAAGAAGA 
AAAGGTCCTG 
AGGCCAAGGA 
GGGGACTAGT 
GTTATCCAAG 
ACCCCAGAAA 
ATTTTAAGTT 
CAGGACTTGA 
TTCAAGCCAT 
CAGCTATTTG 
CCCATATGTT 
GTGGGAACCT 
TCTCTGATCT 
CAATAGAAGC 
CCTCTCACCT 
CCTGAATGGT 
CAGGGCAGAA 
GTCATCCTGC 
TGCCAGGGTC 
TGTCCATCAT 
CAAGAGAGGG 
AACTATTCGG 
TGGGTTCCTC 
CATGGGTTCA 
AGCCTTCAAC 
ACGGAGAGAC 
GCTTGGAGTA 
CTCCCCTGGT 
TTCCAGTGTG 
TACAAATACA 
CATAGAGACA 
TGATGAATTC 
GAAGTGGATG 
GCAAAAACAC 
ACTATGCTCT 
GCCACTCGTA 
AGAACAAGCC 
CTGAGGACTT 
CTGGAGAACT 
CATGTCAAAG 
ATGCAGGGGC 
GGAGAGACCC 
TGAGGAGGAT 
AGGAGCAGCC 
TTGCCTCGGG 



AAGAAGAAAC 
GGTCCTGGGG 
CTATTGTTGT 
TGAGTGGGAA 
ATTTGGTCTT 
AGGGGAGCGA 
ACGGTGGCTA 
GGTGAGCTCC 
ATGGTGGCCT 
AGGATTTAGT 
TAACATCTGC 
CTGAGCTGGG 
TGAGTCTTTA 
AGGGTATCCC 
CTTTTTTTTT 
CAAATGAGGC 
TTCATCCCAT 
GTAGATGAAG 
ACTTATTTGA 
TGTTCCTTTC 
TCTTCCTGTT 
GGCTCAGAGC 
GTTTGGCTAT 
CCCAAGCTAT 
GAGGAAGTTT 
TTAATGGATG 
AACACTCATT 
GGGTGGACAG 
AATATGTATA 
CCATGAAAAT 
ATACTCAAGT 
CAGTATAAAT 
GCTTCTTGAG 
AGGCTATTGC 
TTTTCAACGG 
TGCCTCCCAT 
AGTGCAATAT 
GCCGTTTGCT 
TTTCTAGGTC 
CAGTGGCTAA 
CTGCCTTCCT 
CTTCGAGCAG 
CAATGAGTCC 
CAATCTGGTA 
ATTGTCTATT 
TGCTGACCGC 
AGGTGACAAT 
GTCTGGAATG 
TGCTCCTGAG 
TTGCTGGTGA 
ATGTTCATCA 
TCGCAAGATC 
TCTTTGCCTA 
GTGGTCCAGG 
TGTCCTTCTG 
TGCACAAAAA 
GAGGGTGACC 
CCATTTTCTA 
AGTCCCGCAG 
CCAGAGAAGG 
TTCCCACCAA 
TGATGACTGG 
AAGAAGGCCT 
TATTTCCAAG 
GTGGGGCTGT 
ACCATGTATG 
TGACTATGAG 
AGAAGGAGTT 
GAACACTTCT 
AGAGGAGGGG 
CTGTCCTAGC 
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3551 CTCCCCTTGT GTGGCCACAG TTACCATCTT GGATGATGAC CATGCAGGCA 
3601 TCTTCACTTT TGAATGTGAT ACTATTCATG TCAGTGAGAG TATTGGTGTT 
3651 ATGGAGGTCA AGGTTCTGCG GACATCAGGT GCCCGGGGTA CAGTCATCGT 
3701 CCCCTTTAGG ACAGTAGAAG GGACAGCCAA GGGTGGCGGT GAGGACTTTG 
3751 AAGACACATA TGGGGAGTTG GAATTCAAGA ATGATGAAAC TGTGTAAGTA 
3801 ACCTTCCTGT ATTCTGCCCC TCCCTGACCC CATCTTTTGC CATCTCTTTC 
3851 TGTCTTTCTG TACTGCACTT TACAACATTT CCTTGTGTTT GTGTTAATGT 
3901 CAAACTTTGG TTCCATCACA GGTATGCAGG ATCAGCAGAC ACCACTGGAC 
3951 AGGTTCTGCT TCCAAACTCT TCTTCAGTTT TCTCACTTTA AATTGTTTCT 
4001 GGGCAAGGAA TCCTGTGACA AGAGCTAAGG ACACAAAACA TTTTCTTCTC 
4051 TGAAACACAA AATGATAGCT GGTGGAGCTG TGGGATGACA GAAGTTTTGT 
4101 GATATCAGAT TTTGGAGAAT TCTTGTGACT AAGAAGGACT AGAGAACTGC 
4151 TTGGGCCTCT TCTTCCTCCC TTCCTCATAT GAAGGGTATC TATGAGCTTT 
4201 GAAACCAATC CTTTCCATTC TGGGCAGCAA TAGCCCATCA GAACATTCTA 
4251 AAGAAAACAA GTGGCATTGG CTTTGTTCCC TGGTACTATA TTGCCAGTCT 
4301 CACTGTGTAA CCAGATTCCA GGCACGTCTT CTTTAATTTG GAAATTGCAA 
4351 AATTGATAGA AATTTAGCAA TCTTTTTAAA TGACCATAGA CTATTTAATG 
4401 GTGTGAGGCT TGCCCAGCCT AGTTGAATTG AGTCAGTATG GTTTGGATAC 
4451 TGGAAAGTAT CTTGGAGAAG CAGAGCTCCC AGGGCAGTGG CTACTTGTCT 
4501 TTAGTCACAG GTCTAAGCTC CAAAATCTGG TGAAGCAGTG AAGGAGAAAC 
4551 ATCCTAGGAA TTGTGGGAGG AAATATATCT TCTGTGTGGT CCTCTCTTTT 
4 601 CACAGTCTAG GACTCTCCTG AAGTACCTCT TCTTGGGCTA CTGCCCCATT 
O 4651 CAGCCCTTCA GAAACTGTGG GTATTACACT TCTGTCACCT CTATTACCCT 

4701 AAGGCCTCTG CCCATTGAAC CCTCTTGCAA ATTGGTTATT CTGTCCTTTT 
W 475! TCCAGTTGGA TAGCTTTAAA AGGGAAAGCA GAATGACTTT CCTCAGGATT 

CO 4801 TGTAGCTTAT GAGAAAGTAG ACTTTCTTGG GTGGCCTAGA AGGTTGGAGA 

f«| 4851 AGACAAACGG GAACTTCCTC TGAATGACTG AACATATCCA CAAATAATAA 

4901 GCGTGGCAGG AGATGGTGTG AAGAGTAAAA GGAGCATATA GGAAGTTGTG 
s = 4951 TGTGTGGGGT GTCTGTTTCA AGAACCTGCT AATTATACCT TCAGTAAGAA 

c 2 5001 ATGAAGCCAT ACAACCTCTA GAAGAGGAGG AGGAAGGAAC TCATGGAAAA 

^ § 5051 GTGGGGAGCC ATAGAAGCTA GGGAGAGGTG TCCTAGGAGT GCTTCTGCCC 

5101 AGGTCCAGCC ATGAGACAGA GCTCAAAAAG AGCTGGGCAC TGCTGGTGAC 
mZ 5151 AGAACTGAGT GACCCGGGGG ATCCTGCATC TGTTCTTACT CAATCCCTTC 

s 5201 TTAATAATGT GACTTGGGGC AGGTCATTTA TTGGTTCTGG AACTTAACTT 

5251 TCTGATATGC AAACTGGGAA TAACAATACT TTCCTTGCCT GGAGGCAAGG 
5301 TCAGTCCTTT TTGCAGTTCC TTCCAGCTCT AAGATTTTCT GAACCATAGA 
[J 5351 CATAAGCACT CAGTGTAGGT CATATTCGCA CTTGCCAAAA ATGGATCAGG 

12 5401 GAATATTGTC TCCTGAAGGG AAATGGCCAT TGACAAATTG ATTTATTAGA 

f~ 5451 GCTCTGTTTA GTCATTTTGC TGGGAAGGAT AATCATTTGT TAACGTAAGT 

tj 5501 AGAAACCTGT GCCTTCTGGA GAATACTATC CATTTATATG TACTCTGGGG 

jf 5 * 5551 AGAGTGTTTA TACATACAAA TGAAGGACAG GGCTTCACTG GGAAAACAAA 

;f 5601 CTCCATGGAA TTTCACATGA TTATCGCGAT GTCAGTGTGG AAGAAGATAT 

^ 5651 GGTAAGGCAT TAAATGACAT TAAGACCACA AAATTTGCCA TAATTTGACG 

5701 GACTTGTGGT TCTTCTGATT CAGAACCCTT TCTACCCATG TCACGGATAG 
5751 GTAGTTTTTC AGAGATCAGA GGCTTAGTTC ATTCTATTAA TTTCCTCATT 
5801 CTATTAATAA TCAATTATGC ACCTAGGGTC TCTGAATACG ACTAAACCTT 
5851 CCTCAAACTT ATTTGCATTT TCAGTTTGTA TAATATCTTG GTGCAAATGA 
5901 GCCTCGCAAA TGATCACTTC TGGGTAATAC TCATTCTAAA GGTATGTCAA 
5951 CCTTGAGAAT TCTGGTCTAG ATATTCTAGG GTTTGGTGAA CAAATCTATG 
6001 TTCCCATCCA TCCCTTTTCA TTTATTTTTT AGACTTCATT CATTGCAGAA 
6051 TAATGAGTCC AAAACCTGCT CATCTGTTCT CACGTGGCAC CCCTATTCTT 
6101 GATATTTTAA ATTGCAATTT TACAACTAGA GGCAGTATTA CGGAGCAGAA 
6151 AAATCGTGGG TTCTAAGTAC TCTGGGTTAG GATTCTGGCT CCACTACTGA 
6201 TTTAATAATG TAGTTTGGGG AAATTTTATT AACCTATGAA ATTATTTCCT 
6251 CATTGGCAAA ATGGGGATAA TAATATCTCT CTTGCAGGGC CAT TAT G AC G 
6301 ATTCAAGGTA TTGTATGCGG TGTACCTGGT ACACGGTATA TGCTCAGGAA 
6351 ACAAGACTCT TCATAGTAAT ATTGACGAAT TAACAATATT CTTCAGAAGA 
6401 CACTGTGGAG TTGTTTAGGT TACTTGGCTC TTTGTGTGAC CCTAAGTAAT 
6451 GAGCATGCCA GTTTGGGGTT ACTATGAAGA GTACTTACCT AAACTCATAA 
6501 AATATTAGAG CTAGAAAGGA CCTTAGAATA TCTTCTGCAG TCATGGTTCT 
6551 TAAATTTTAA TGTGTTGCTC AATCATCCAG GGATCTCACT GAAGGGCAGA 
6601 TTAGGATCCA GGAGGTCTAG GGGAGGGATT GAGATTCCGC ATTTCTAACA 
6651 AGTTCTGGAT GCTGCGGGCC CCAACTTAGA GGTGAAAGGT TCTGAAGCTC 
6701 TTGACCAAAC CAGGAGACCC AGCAAAGAAG TGGTTTTTCA GACAACTTGC 
6751 TTAATTGAAT AATGATTGTT TGCTCTTTAA TTCCAACTTT CAATGCCAAT 
6801 TTAGCAAGAA CCAGAGGCTG TGCTAATTGC CACACCAGTC TGGAAACCGA 
6851 AATGGATAGC TTCAGGGTAC TTGGACAAAG TTGGAACATC TGCTTTCTAA 
6901 TCTCTCCCTC TTTGTATAGC TTTATTTGCC TACCAAGCCT GGTAGTATTG 
6951 AAAATCTGCC CTCACTATAC TCCCCTAAAT ATAATCAAGT TGAGGCCAGG 
7001 CCTGTGCTCT ATCAATAATA TAGGATCCAC GAATTCACAT GTTTGGTTTT 
7051 ATGCTTTACT TCTTCAAAGG TGCTTTTAGC AGCATGGAAG AATGGAAAAG 
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GAATGGGGAT 


'sir 


9051 


GGATTGTTCA 


ACCACAATTG 




9101 


AGGCTATGTA 


GACTTTTTTT 


M 
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9151 


AGTCTCGCTC 


TGTCGCCCAG 


9201 


TGCAAGCTCT 


GCCTCCCGGG 




9251 


AGTAGCTAGG 


CCTAATATAT 




9301 


TATATATATA 


CCACCACGTC 




9351 


TAGTAGGAAA 


GGGGTTTCAC 




9401 


ACCTCGTGAT 


CCACCAGCCT 




9451 


TGAGCCACCG 


TGCCCGACCA 




9501 


GCTATTGTGT 


CCCGAAGGGC 




9551 


TTTTGTCTCT 


TTTCTTCTTA 




9601 


GCATGACATA 


TTCCAACTCC 




9651 


AGACCCTATC 


ACATCTGCAA 




9701 


TTAATTTGTT 


TTAGGGACTA 




9751 


CAGCAATTCT 


CCTACCTAAG 




9801 


CAGTGCCCCT 


GCCCTGGTCT 




9851 


ATTCCTCAAT 


ATCCACAAGA 




9901 


AAAAATCCTC 


AGATGCTCAA 




9951 


CATATGACCT 


AGGCATATTC 




10001 


TCGGGACAGA 


ATCTCATTCT 




10051 


CCTCTGCCTC 


CCAGGTTCAA 




10101 


CTGGGACTAC 


AGACGCATGT 




10151 


GTAGAGACAG 


AGTTTCACCA 




10201 


CTCAAGTGAT 


CCGCCCACCT 




10251 


TGAGCTACCA 


CGTCCAGCCC 




10301 


TTATAATACC 


TAATACAATG 




10351 


CTTTTTTTAT 


TTGTATTGTT 




10401 


TTATTTTTTC 


AAATATTTTC 




10451 


ACCTGCGGTT 


GGTGGAGCCC 




10501 


ACTCAGAGGT 


GCAGAGTTGG 




10551 


TTAAAAAAGA 


CACACTGTGG 




10601 


AAAATGAATG 


GGTCTCATCC 




AGCAGATGTG AATCCATCAC TTACCAGTAA 
TTTTCTGAGT ACCAGGTTTT TGTTGGACAA 
CTTCAAGGGA ATACTAAATA TAAGTATGAG 
CGTAGATGGT GTTCAGTCAT TCAACAAACA 
TACTAGCTAC ATTACTAGGC ACTGGGGTTA 
TGACATTTCA GCGCTCAAGG ATCTTACTGT 
GTACAGACAA ATCAAGGAAC GTGAGAGAAG 
GAATAAAGGA GCAATGAGAG CTCCCTGCAA 
ATTCTAAATT AACCTTCATT AAGGACTTAG 
GGATAGGTAC ATGATTAATT TACATCCATA 
TTAAGAGGGA TATTATTGAT GTCTTCATGA 
TGCAACCATC ACTATAGTCA CTTCTTGAGA 
AGCATGCAAT GACAAAACCT CACAGAGGTA 
ATTTCACTCA TTAAACAAGT GACTGGCTCC 
CGCCTTTGCA AAATAACAGA TTATTGCAGC 
TGGGAATAGT CAAAGCCACA GATGTCAAAT 
TATAATTAAA TAGTGCAGGC CTCCTTCAAA 
TGCTGCACGT TCTCCAACCA AATCAGAATG 
ACCTCCCATT TTTTAAATTA TGAAGATGAA 
TTATCCAAGA TTACATGGCT AGCTATGATA 
ACGTTAGAAA GTGAGGGTTT GAAAGGACTT 
TTCTCTCTGC CCTTTCCCAT CTTAGGCTTC 
CAATAAAATG TTAACTTCAA AAAGAATATG 
GCTCTGGAAG TGTGAGTCCG GGAGTATTAT 
GAATAATAAT ATATTATGGA CTAGTTTTAA 
TGTTCAGGAA GGAAAATAGC CCACGGAAAT 
ATCTGAATTG AGAAAAGGTG ACAGGCATAG 
TGCTGGTGAA CTTCAGGCTA GGCCTTGTTC 
CAAAATAATG CAGACCATTC CCTTCCAGGG 
TAACCCCAAG AAATCTTTCT GTAAAAATCT 
AGGATACAAT TTGCACATTC TCCAATTTAA 
TGTTTTCTTT TTCTTTGGCT TAGCAAGGTT 
CCACAGAGGG AGATGATTTG CCTCTAGAAT 
AGTCACAAGA CTGCAAGCTC ATGGAGGATG 
ACATCTCTCC CTTGGCCAAC ATCCCTCTCT 
AGTGGCAGTA GCAAAAGTCC TCCTTCTCTT 
ACAACTGTGG CTTCCTGAAA TCCTCAGTGG 
TTTGTCTTGA AGAAGGGACT CCATTTCTGA 
ACTTAGCAGT ACAGTGAGGC ATTTCCAGTA 
CCCACTTTCC AGGCCCAAAG GAATAATTGA 
TTTTTTTTTT TTTTTTTTTT TTTGAGATGG 
GCTGGAGTGC AGTGGCACAT CTCGGCTCAC 
TTCACGCCAT TCTCCTGCCT CAGCCTCCCG 
ATATATTATA CATATATATT TATATTTATA 
CGGCTAATAT ATATTTATAC TTTTTTTTTT 
CATGTTAGCC AGTATGGTCT CGATCTCCTG 
CAGCCTCCCA AAGTGCTGGG ATTACAGGCG 
TGCTATGTAA ACTTTTTAGC AGAAGCTTTA 
CCCAGGTCAT GATGAAATGT CTTTTTTTTT 
ATTACTGAGA CTGTCAAAGA ATATGTCAAA 
AGGATCCATA AAACACCCCA AGTTCTGTGG 
AACTCTCCAG GAAGTCCAGA GCCCTCCTGG 
GGCATGCGGT ATCCCCTGAC AACACTGGAT 
TCAGTCCCAC ACCATGTGCA GCAGAGTATC 
GCTCACATTG GTTTGCTCTC CAGAATAATA 
GATTGATTCC AGAACTACTC CGAGGATACC 
GTACCTGGTA TAAAATGGCA CAGTATTTGG 
TCTCCCATAT ACTTTATTTA TTTATTTATT 
GTCGCCCAGG CTGTCACTCG CTTATTGCAA 
GCAATTCTCC TGCCTCAGCC TCCTAAGTAG 
CACCACGCCT GGCTACTTTT TGTATTTTTA 
TGTTGGCCAG GCTGGTCTCA AACACCTGAC 
TGGCCTCCCA AAAAGCTGGG ATTACAGGCG 
CC CAT AT ACT TTAAATCATC TCTAGATTAC 
TAAATGTTAT ATAGTTGTTT TAATGTATTG 
TTTTATTGCT GTATTATCCT TTTTTATGTT 
TACCCGTGGC ACCCACAGTT GGTTGGTGGA 
ATGGATGTGA AGGGCTGATA GTATGAGAAA 
AGAGCACATC GGGGAGAATG TCAGCATGGG 
TTGGAGATGA TCACATGAAT GGCCACTTCA 
TCAAAGCAGG CTCTCCTGGG CACTGCTTGG 
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10651 GAAGGTGCTA ATTGGAGCTT CAGGCAACAA TAATAAGGGG ATACAGGTGG 
10701 GGATCCTGCC ATGGGCGTAG CTTACTTTCT CTGGACTCTT CTGGGTCTTA 
10751 AGGCCAGTTT CCTCATCCAC TCAAAAGAAT GACAGCAAGG TGAGCAAAGC 
10801 AAGGCAGGTA AATGAGGAGG ACTCTTTCTG GCTGTCCAAC TTTTCATCAA 
10851 CTTCCCAAAG GTTTTTGGAT GGGACATGAG CACTCATTCC TTCTCCACCC 
10901 TTTAGCTAGG CCCTGTCAAC TCCAGGAGGA AGGTAGAAGA GGTCAGAGCT 
10951 GTGGTCTTTC ACTTATTCAA GATGTTTCCT TAGTGTTTTG TGTTTGGGTT 
11001 TTTTTTGTTT TTTTTTTTTT GACAGAGTCT TGCTCTGTTG CCCAGGCTGG 
11051 AGTGAAGTGA AGTGGCATAA TCTGAGCTCA CTGCAACCTC TGCTTTCGAG 
11101 TTCAAGCGAT TCTCATGCCT CAGCCTCCTG CATAGCTGGG ACTACAGGCA 
11151 TATGCTACCA TGCCTGGCTA ATTTTTGTAT TTTTAGTAGA GACGGGGTTT 
11201 TGCCATGTTG GCCAGGCTGA TCTCAAACTC CTGACTTCAG GTGATCCAGC 
11251 CACCTTGGCC TCCCAAAGTG CTGGGATTAC AGGTATGAAC CACTGCACCT 
11301 GGCCCCTTAT TGTTGGTTTT TAAAAGAGAA ACTAAGCTGT GCTTCCAGAA 
11351 CCCAGTTTGA GAAAGTTTGA AGACCTGGCA TAGAGCCAGT GACATATAAT 
11401 TGTTAGTTGA AGAAAGAGAG CTCCTTGATC TGCAAATAGA GCACGGCCCC 
11451 ATATTTAAAT TCTGCACATT CTAGAAGCAT TTTGCAAGAA TCAAATGCTT 
11501 TGAGGATTTT GCTAAATAAC CATGGAGGAA AGCACTAGAC AAATATTTTC 
11551 AGATGGCATG AGAGTTATCA TTCATAGGAA TTATATTTCC ACTCCTACCA 
11601 CTTACTGGGG ACCCAAGTAA GAAATTACTT GGATAAGCAG AGGAGAATTT 
11651 AAAGTTGAAT GTGGTGGAAC TTATTATGGA AAAAATATGT TTTTCTGAAA 
£3 11701 ACTGGATATG TGTATATATA TAAGTTCAGT TGTCATTTTG GAACCATCCT 

11751 TACTCTTCCT AGCTAAGGAT TAGCATACAT AGGTGCAACT TGACTAACTC 
11801 TGCCTGGACC CAATTCAGTT ACCTTTTGGT GGGTAGGGTT CATGAAGAAG 
11851 CAGTTATTTG TGGAGTGTAT AGAAACCACT CTATTGTAGG TTCTTTAGTT 
fg 11901 GGTACTTTCA AAATAAGTGA CATCCAAATA GTAACTTAAT ATTCCAAATA 

*m 11951 TGGCTGCAAA ACAAATTGTC GATTATGGAT GACTACTACT GCCATCTCTC 

12001 CATACCAGTC CATCTTCTGC CAGGCTGTTT GGTCTTGATT TGTCGACCTT 
12051 TTAGGTTTCT CCCCATGTAT TCCACATGAC CTTCACCAAC CCCACTTCTA 
12101 TCTCCAAACG TCTTTCTGAG TTGTGGGGAT GCAGATGTAT TCTGCCACCA 
^ 12151 TCACAAGGGC TAACCGAGCC CTGGCTGCGG ATCTTCATTG TTGTTCACAT 

«« 12201 TATTTCCATT CTTACACCCT ACTTCATGTT TGTACACTAT TTTCTTACAT 

12251 TTGCTGTCTC TTCTAAACAT TCTTTGCTGC ATCCACTTTT TCTCTATTTG 
12301 TGCTCTAGGT GCTGCAGAGG CTAATGCTGG GTTTCCTTTC ATTCCTCCTT 
12351 GCACTCAGCA CCTCCCTTCT CAATTCCTTT TGCCATGTCT CCACTTTAAA 
[j 12401 TCTTAACCTA CTCCAGATAG TCTTTTCCTT CACACTATTG GCATCTGTGC 

| 7 12451 TTGGGTTGCT TTCAGTCTAT TCTCTGATCT ATGATTTCTT TGCATGATCA 

f™ 12501 AGAAGGTGCC ATGAAAGGAT CCCTTAAGAA AGCCTGTCAT TTAGCCAGAA 

|y 12551 CGAACTAGCT TCATGATAGC ACCAGGAAGA CTGATATCTC CCAGGAAACA 

jf^ 12601 AACCACTCAT GGTGGTGCTC TTTTTGCCTT CACTATGAAG TGTTTGTCTG 

12 651 CCTGTATGTG AAAACGAGAG GGTTTAATTG TAAGGATGCA GCACAGATTG 
£° 12701 GGACTGGCAT CAGAAAGCCA TTGGGGACTG AGGTAGCTCT AGAGACCGCT 

12751 TTCTGTCTCC AGTGCTCTCC CTCCTGGGTG ACATGTTTTC TGTCTCCTGG 
12801 CATCTCTGCT TCTCTCTATG GGCTTCTTTA TTATTTGCAG CTTGCAATGG 
12851 TACCCCAAAG TCCTAGCTCA TGGCTCCTCT CTGCATATAT GCTTTCTGTT 
12901 CCTACCCACA AAGCTCTTTC TATTCTTCTA GTTTAAATTT TCAAGAGAAG 
12951 AAATCTGATT TTTTTTTAAC CTGGTCATGT CAAAGACCAC TGACCACATA 
13001 TGAGCTGGTT GCCCTGTGTC AAGTGCCCCC TTCTCCCACC CTCTTCCCCT 
13051 CCCCATCTGG TCTGTCATAA CTGAATGATG GAGTGGGAAA TTGAAATTGC 
13101 CATGGGAATT CCATGATAAG CTATCTAAAC AGTTTTATCT ATAAGTGGTA 
13151 GACAGAGTCA CTTAGAAGGG AGTCCCAGGT GAGACAGGCA CCTGTCAACT 
13201 CCAAACTGGC ACACATTCTA AGGTCTGCAA CACCCCAGAG AGAGCACTGA 
13251 TTTTGTAGTG GCCTGTACTG GGGCGGTAGG CTGGAGAATG GGAGAAATAG 
13301 CCACTTCAGA ATCCCCCAGC CCAAATGCAT CAAGCTCACT ATAGACTCTG 
13351 CAGCCACGAT TCAGCTGGCT TCTGCTCAGA TCAACAGAAA ACATTCTTAG 
13401 TGAATGATGC TTGTGGCACA TATCTCAAGG CTACCAGGGT CATTTCTTCC 
13451 CATTTACTTT TTCTCTGATC TATCCTCTCC AGGACACTAG CGTCAGAAGA 
13501 TAATCTTCCG TCGTTTTCAG GTACACTATT TGGGTACTGA GTCACTTTCA 
13551 AAGCCTCTTT CTGGGTTTGG ATTTCCAGAG CAGCCTGTGC TGTAAAGCAA 
13601 GACAGAAAGC TTCCCTGCCA TTCATGCCTG CCAGGGATAG AATGACAGTA 
13651 CTCCTGAGGC TCTCCCTCCC CACCCCTCCC CTGCTGGACA GCTGATCTGC 
13701 TGGACTCAGC CAGAGCCAGC AGGCACCCCC TCTTTATCCT AGGAGCTGCA 
13751 AACTTGATGC CTTTCCAGGA AATCCCCAGA AGCTGGAGTA TCCTCATCTA 
13801 CATGTGGCAC AGTGTATGGT TGTGTCAGGT GCTCATGTCC CATTGCATAG 
13851 GACTGGGGTG GAAAATAGGG ACCGTCCTTT TGTGTCAGCT CCAGTCAATG 
13901 AGTAGTGGCC ATCCAGGGGG CCATCTTGGA AAGGACTTGT GAGGCTGTAT 
13951 CTGCGCTCAG TTGTAGATGT GAGAAGAAAA GGCCAAATAT CTGCCAATCC 
14001 TAGTCCTGGG ATTCAAGATA GAAAGAACTG CATGGAGTGA AGAAACTAGG 
14051 AGTCTCCATT TCACTGAGAT GCATAAGAAT GAAATTATTG TCACTATTTC 
14101 TTCAATACTG GGCCAATCCT AATAAGAAAA CCCTTTTTGA GTCTCTCTTT 
14151 TCTTTATCCT ACATATAACA CAGAAGCTTT TTCTATTCCC TGGATGAACC 
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14201 CACAGGGACA GAAATTCTTG TTGGACAGGT GAAGCAGATA ATTTCTTTAT 
14251 CAGACTAGAA TCTTCCAGAA GCACTGCTAA CCTAGTGAGT TTTGTACTCT 
14301 AGACAGGTGG TTCTCAAGCC AGCTCCCCAC CGCAGGCCTT TTTCATGGTC 
14351 TGCCCCTCCC TGTGGAACCC ATGTTTTAGG TTATTAGCTG ATAATTGGAT 
14401 TTCTATTTTT TCTCATAAAA TACAGCAAAA GATAGCTAGT GATATTATGA 
14451 TGAGTTAATG TAATTATAGC CAAAGCAGAG AGAAACAACA TTTTAATTAA 
14501 CCTGTGTGGA CTGCTGGAAG AATATAAACT TTCTATTTTG GGGGTTGAGT 
14551 AG AG AC AG AA ATGAACACAG CCAAGGGCTG ACTGTCAGAG GACATTTAAC 
14 601 TGATGTAAAA TGCTTTGAAA TTATTGGGCA CTCATTGTTT AAAGTTGTTT 
14 651 TTGATGATGG TAACTCCGTA AGGGGATCAG AACATGCTGG AAAGAATGGG 
14701 CACAGCTTTG GTTACCTGGG CCTTACCACT GTTATTCAGG CCTCTGAGAA 
14751 AGCTTACTAT TGTTGTTATG TTTCTTACAT AATAAAACTT CTAATATTTG 
14801 TATGAAAACA TAGAATTCCA CTTTTAAAGA TGTAAGGATT TTGTCATACC 
14851 ATTAGGGTTA C TAT GAT C AC TTGATTCTAG GTCTAAGAAA TATTAAGTAA 
14901 TTTACCCGCG AACACAGAGT TTTAAGGGTA AGTATCAAAA CCTTGATCTT 
14951 CTAATACCAC ATATTCTCAC TCATATGTGG GAGCTAAAAA TATTGAGCTC 
15001 AAAAAGGTAG AGAGTAGAAT TGTAGTTATT AGAGGATGCG AAGGAGGATA 
15051 GGGAGAGGTT GGTTAATGGA TACAATGTGA AGTTATGTAA GAGGAGTAAG 
15101 TTCTAGTGTT TTGTAGCACT GTAGGGTGAA TATGGTTAAC AGTAATTTAG 
15151 TGTATATTTA AAAAAAAATA GACAGGATTC TGAATATTCA CAAAGAAATG 
15201 ATAAATATTC AGCTGGGCGT GGTTGCTCAC GCCTATATTC CCAGCATTTT 
15251 GGGAGGCCGA GGTGGATGGA TCACCTAAGG TCAGGAGTTT GAGATCAGCC 
^ 15301 TGGACAACAT GGTGAAACCC CGTCTCTACT ATAAATACAA AAAATTAGCT 

'-3 15351 GGGCATGGTG GCGCACACCT GTAGTCCTAG CTACTTAAGA GGCTGAGGCA 

lf\ 15401 GGAGAATCGC TTGAACCTGG GAGGCAGAGG TTGCAGTGAG CCGAGATCAC 

ZZ 15451 GCCACTGCAC TCCAGCCTGG GTGACAGAGT GACACTCTGT CTCAAAAAAA 

15501 AAAAAAAAAA GAATGATAAA TATTTAAGGT GATAGATATG CTAATTACCC 
-2 15551 TGATTTGATC ATTACACTTT GTATACATGT GTCAAAATAT CACTCTGTAT 

~ 15601 CCATACATAT GTATAATTAT TATGTGTCAA CTAAAAATAA AAGGAAAAAA 

* CT 15651 ATCATTTCAG TGTATTTACA AAACATATGT AACCATTAAG AATAATGTTT 

% 4 15701 TAAATTATAT CTAAGGGTGT GATAAAATTA CAGTATAAGA TTGTGCTTGA 

n Z 15751 AAAAGTGCAA TAAGAAGTAA ATATGTACAG ATGAGAAAAA GTGCAAAGAA 

15801 CTAAGTCCTA AGCAGACTAT ACCTTTCCTA CTGCATGGTA CTTCTCTGGC 
5 15851 CTTTTGCTTT GAAAGATTTT GCACCCAGCA TGGCAAGTGG TTAGCAGAGG 

15901 CAGCCATTCT CACTTGTGCG TTGGCTTTGG GAGCCATATA TGTTGTTCAG 
15951 CTGGGTGTGG AGTGGAAAGG CTGCATGTTG TATTAATGCA TTGTTAAGAA 
16001 CCTCTAAGAG TGATTTCTTT TGGGAAGTGA GACTGACGGT CCGAATGGTG 
16051 GAAAGACAAC TTTTAATCTT TTACTTTACA CTTTGTGCAC TTTTAAATGT 
16101 TTAACATGAG CATGCATTTC TTTAATAATA AAAATACAAA AAAATTTTAG 
16151 CCCTAGATCT TCTGATTTTA AACTGCATAT TCTTTCTATT GTGTTACATA 
^ 16201 TTTTAGCATG AGAATAAGGT TATGAAGCTG GAAGTAGCAG GCTCCCTTTT 

* 16251 CCTCATATGT AGGAAGTTAA GAATGCATTC TACGTTTCTT CTTTAAGGAG 

16301 TTGGCTTCTT TCCTTTTAAC ATAGGGGTAA CTGGGCCCAG GGAGTTTGGC 
16351 AAGGGCCAAA TAAAGTCCTT AATGCCCAGC TCAGAAATCT GGATTCACCA 
16401 TCCTTGACTG CTGGCTCCAA CCCACCCTCA CCTGAGCTGG TCTGCAGAGG 
16451 ATTCTTGTTT GTGTCACTTC ATCACCAGCA ACTACCGACA GATGATGCTT 
16501 TGGCCTGCTG CCTGGGTAAC AGGGCGAGGC TGGCTCAGGA CCATGTTTTC 
16551 AGATCAGGGG ACCTCCTTTG ATGCCATGTC CATGGTGTCC GAGGGCAGCC 
16601 AGGATCAAGG GCTAGACGGG GCAGTGATGA GATGAGAGCA GGAGGGGCTC 
16651 AGCTGCAGCC CCAGGAGAGC CTATGCCAGC CCTGTTGACC AAGGAGGACA 
16701 GAAGCAACAG GAGAGCGGAG GCAGAGGGGT GAGTGTCTAT CGCTCAATGT 
16751 ATAATCGGCA GACATTTGGG GAGCTCATAC TGTGGGCTAA GCACAGGGAA 
16801 GAAAGGCACA GTCCCTGTCC TCAGGGAGGT CACAGTTGAT AGGGAAGACA 
16851 AGCATATGTG CTAGCTGCTA TAGAAGGGGG AACCACTGAG GGCTGTGGCC 
16901 ACACAGAGGC AACACCCCCT TCTTGTTTTT TTGTCAGGGA TTCAGTTTGG 
16951 CGTCATTAGA AGTGACTTGC ACAACCCCCT CCTCCAGTCA ATTCAGAAGG 
17001 ACTTGTTAAG CAGGAATGAT GAATTAGCTT CAGCTTGTGG GGCACACACA 
17051 GATGGAAGTA TAAGGTGGCC TCAGGAGTAA GTAAATCCCC ATGCAAGCTG 
17101 TGTCCTTAGA CCAGAGCAGC ACCCGGTTCT TCCCCATTTC TAGTAAAGGT 
17151 GCCTCACACA CCACCAGGAC ACAATTTATG CCTGCAGAAT GAATGAATGA 
17201 ATGAATGAGT GAATTCCTGG AACCTCTTCT GCTTATGTGC CACACCAGGT 
17251 TGCAGCAAGC CCAGGGACAC CTGGGACTGG AATTGGGCTC TCAGGTGTAA 
17301 GGACCAGGGA GCACCCACCA TTTTGCATTC TTCAGCCCTT CCTCCTCTCC 
17351 TGTCCCAGCT TCAGCAATAT CCACAGAGCC CTCTGAGCAA CTCTGAGCCT 
17401 CTCCACAGCC TGACGCCTGC CTGGGCACCA GCTCTTCAGA GGGTGTTTCT 
17451 GTGCTGCTCA GCTACCTCTG AGCCTGGGCT GCCTTTGATG CTCAGGAGAC 
17501 ACCCTGTAAT TCAATTAAGC CTTCTCTCCA GGGAGCATGT AATTATGTCC 
17551 TATCTGGGCC TTGTAATGAC AGCCCCCTGC CACTCTACAG GGAGTTGCCC 
17601 TGCTCAGCTG CCCAGAACCT TTCCCTGGGA GGAAACTAAT CTGCTTAGCC 
17651 CAGATTGGAC GCAGTTCTGC ACAGCACTTT TCCGAATGCC TCTGAAATGA 
17701 GTCCTCACTG ACAGAACGGG CCCACTCTGG GGGAACTGAG GGCTCTCTTG 
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TCATTTACAT 
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GAGGATTGAA 
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CTAAATTCCT 




20301 


GTATCCTGGA 
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TCAGGTTCCC 




20401 


TTTTAGGAAG 
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GAGGAAGGTA 




20501 


GGGAACATGA 




20551 


GAAGGTGACC 




20601 


ACTTGTTTTG 




20651 


AGAATAAAAG 




20701 


CTTTCTGGTC 




20751 


CTGGGGCTGG 




20801 


TGGGCATGTC 




20851 


GACCCATCTC 




20901 


TTAATGATCA 




20951 


ATATCTCTGG 




21001 


GCTTCACATG 




21051 


CCCGTGACTC 




21101 


CCCCAGAAGA 




21151 


ATTCTGCTTT 




21201 


TTTGGAGATG 




21251 


CTGTAACCTA 




GCTCTTTGCC ATACAGATCT 
GAGGCTGAGA GAGCTCCCCT 
CCAGCCCTCC TGGGGGTTAG 
TTGTTGTTGT TGTTTTTGTT 
TCTTGTGGGG AGAGGGTATA 
TGCAAATTCA TCATTTGAAT 
TAAGATGCTC CAATTTCTCT 
AATTGGTGGA GGTGTTGGCG 
GTTTTGGGGG AAGTTGCCTT 
GGGCTTCATT TCTGTGCAAT 
TGTTGCTTCC CACTGCCCAC 
CGAGTCCTCC TTTTGAGGAA 
TCTGCCCAAA ATGCCATTGG 
CTCCTCCCAA ATGTATGTCT 
GGAATAGGGC TTTTGCAGGT 
C TAG AT TAG A ATGGGCCCTA 
CCATGTGATG ACAAAGACAA 
AGGATTGCTA GGAAACACCA 
TCCTCTCGGA CCTCTAGAAG 
ACTTCTAGCC TCCAGACCTG 
CTACCACGTT TGTGGCGATT 
ACAACCTGCA CAATGCCTAC 
ACAATTATGT CCAAAGGACT 
CCTCAGGACG CTGACCCACA 
TTCAACAACT TTGTTATATA 
TGTTTGCAAG TAGATGAGGG 
CACATACCCC AATCTGTTTT 
CCTCTTCTAT CTTCCAATCT 

GAGTGCAGTG GCACGATCTC 
AAGCAAGTCT CCTGCCTCAG 
GCCACCATGC CTGGCCAATT 
CCATGTTGGC CAGGCTGGTC 
TCAGCCTCTC AAAGTGCGGG 
AGATAGTTCT TAAACAACTG 
CATGAACTGC ATTGCTCATT 
TCTAGGCCAT GGAAAACAAG 
GACTAGGGAG ACAAAAAAGG 
AGTTCCTCGG TGCCTTAAAG 
TTATCCCAAA ATGCAGGCAT 
GGCCTGGCTG GGGCACAGCT 
AAGCTATGGC TGTCTGTGAC 
GAGGCATTGA GTTCATGTCC 
TGATGATCCT ATCACTGTCT 
CATTGCCACA ATAAAATCAC 
AGTGGAAGCC CATATATACA 
TGTGGCCTTG TTATCAGACA 
TGACCTGAAC TAGAGGAAGT 
AACATGGCTA ATAATAGCAC 
TACAATTATG CAATATAAAA 
CACCAGGGGT AT GAT GT ACT 
CATGTCACAG CCATTTGACC 
CCAGCAGTAA TTGTATTCCC 
AAACAGTTGA TCTAAAGATA 
GAGGGAAATG TCATTATCTG 
CAGGCTGCTC CCAAAGACAG 
TTGAGGTTGA CTCCTCTGCA 
GAGATGAAGG GAAAGAAAGA 
AAGTGGGAGG AAGAAGGGCT 
TCAAGGATAA TTACATGTGA 
AGCAGCTACA ATAATTACAG 
TTGGAGCAGC CTGTAGGCAG 
CCAGATCACA TAGTACACAC 
AAAAGCTTAA ACAGAACAAT 
GCTCCTGTGA TGAAAACCAC 
GAGGGCCCTG CTCTTAATGG 
TCCCATAGTG CTGTGGATGG 
GGAAGTTCAG TAACTAAGGA 
TCCCAATCAG GGCTTTATAC 
AGTCACCCTT GCCTTCATTT 
ATGAAGTGCC AAACAATACT 




GTCTGCCCAG GATTTTTCTT 
TTCTTCTCAT GGCTAAATCC 
AAGGGAGAGG GAAAAAAAAA 
GTTGTTGTTG TTTGCCTGTT 
AGATTGATTG ACAGAGTGGC 
TTCTCAGGTA AGATGTTCAC 
GGTTAAGATT TCTCTGGTAA 
GGATGTGGGA AGTGTGCCTG 
AATTCTCTGC ATGACTTTCT 
GTAGTCTGAC ATGAATACTG 
GCCACTGGAA ACCAGTAGCC 
CCCAAATTCT TTCATTTCTT 
CAAGCTGTAC TGGGTTGAAT 
ACTCCAAACC ACAGGATACT 
GTAACCATTA ATAGTTATGA 
GATCCTATGA CTGGTATCCT 
AGAATGGAGT GAGGCACCCA 
GAAGCTTGGA GGAAGGCATG 
GAATCAGTCC TGCTGATACC 
TTGGGGAGAA TACATTTCTA 
TGTCACAGCA GCCATAGGAA 
TCCAGCATTC CATAGCAAGT 
GATAGAAGAG CGACCTCTGT 
GCTCTCAAGG CAGGAGTAGG 
GGGGTTCCAA TTGTAAACCT 
TTGAAAAATA AATGGCCACT 
GTTACTTCAT TACAGCTGTT 
CCATAGCCCT GGTTCCTTGA 
AGGCGGAGTC TCGCACTGTC 
GGCTCACTGC CACCTCTGCC 
CCACCTGAGT AGCTGGGATT 
TTTTGTACTT TTAGCAGAGG 
TTGAACTCCT GACCTCGTGA 
GATTACAGGC ATGAGCTACC 
CCCAGAAGTT CCAGCCTAGG 
TCTGCTTTTT GACCTTTTCG 
GACCCACTGT ATAGTTAAGA 
GCCTATTCTC CAAATCCCCT 
CTTGTCCTGA GCTACAGGTG 
GTTACCTGCT TTCCTCTGCA 
GAAGATGTCA AGGCCAACCT 
AAGAGGAGAG CAGCGGTGAT 
GGGTTTGCCT CCTACCCTCC 
TGATGAGTTC AAGACAGAAG 
CAATAACAGA AGTGTGAAAG 
CAGGGGGTAA TAGAGCAGCA 
GGCTGATTTG GAGTCCCAGC 
TATCTAACCT TTCATTTTAC 
CTACCTTATA GGGTTATTGT 
CGTTTAGCAT AGTGCCTAGT 
AGTTTTTAGT TAAGTAATTA 
TATCTGGGCC AGCGTTTTGC 
TCCCCAATCC CGGGATTAGC 
GAAAGTCAGA GTACTGTCTG 
GGTTTTCTTT GATGATGTCA 
AGCAGCCCCA GGACAGGGAA 
TCCCGATGTG GACGTTATGG 
TGGAATGTAG AAAGTGAAGG 
GGGAGGAGGA TGGGCAAAGT 
AATCACTTGC CAGTGGGACT 
TACAGGCTGC AGAGGGCTCT 
TACTGAGGCC TCTCTCACTA 
ACCTTCCACC CCCGGGCCTG 
TACAGCTTCA GAGTGGAACC 
AAGCCTGTCA GGCTGGGGCT 
CCAAGTGATC TGGAGCAAGA 
TGCTGCCTCT CCCCACGCAT 
ATTAACTATT CTCCAGCCTG 
CTTTCTTTTT CATCCCTATA 
TACCTAAGCA AGGCAGTTTC 
GTGATTTATT TAGTACTTAC 
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21301 TGTGTGCCAG GAATTCCAGC AGGTGTTGGA CATTTATGAT GTATGATCCT 
21351 TACACTAAGC CTGCAATGGT GCAACCCCAG CCCTGACCAC TCTGTGCTTC 
21401 CCTTTTCACA ACACAGCTTG TCACTAAATC CAAGTCAGGA ATTCCAGGTT 
21451 AGGCTTGAGT TGTGCAGAGC CCTTAACTGA AATTTGCCAT GGTTGAGGCA 
21501 TGATTGCAAT CACTGACAAC TCCTCCCGGC TCTACACACC TACTTGTCAT 
21551 ATTCACGCCC TGATCACGGC CCCACTCGCA TCTCTTCCCA CTTTAGAAGT 
21601 TCTTTCCTAT AGAACACGTT GCTGCTGCCC TGTTCTGGTC ACTGATCAGC 
21651 CCTGGCCTAA CCACTGGCTA AGCTTTGTGC TTGCACATAG CTGGTTGAAT 
21701 CGTATGTATT GCTGTTTGTG TACATCAAAA ATATAATAAT AATATCGGCA 
21751 ATTTTATGTG TTTCATTCAA CATGAGGGAC CCAGCATTCT TACCTTGTCG 
21801 CTTTGTAAAC CCTGCTGCTC TCAAATCTCC ACTAGCTGTT TCCTGAGCAG 
21851 AAGGAGATAA AAGGCTGGCT CACACCCCCA TGTTTTTACT GGTCACAGTT 
21901 ACTGCCACCA TCCAAGGCTG AAGAGACTTC CTTTGTGTTA GGGCTAAAAC 
21951 CTTAGTCATT GTATCTAAAT GTCTTCTGTA TTCCTTTCCT CAAAAGAAAA 
22001 AAGTACCCTC TTCTGCCAAC CCTCTCCCAT GCCAACTAAA CAAGCAAGCA 
22051 AGCAAACAAC AAAGAAAAGG TGATATTACA GATGCTGCTC AGCCTATGAT 
22101 GGGGTTACAT CCTGATAAAC CCATCACAAG GGATGTAATT CCATTGCAAG 
22151 TTACAAATAC CATAAGTCAA AAATGTATTT ATTTCATATA ACCCACAGAA 
22201 CGTGATAGCT TAGCTTAGCC TACTTGATCA TGTTCAGAAG ACTTATATTC 
22251 GTCTACAAGT GGACAAAAAC ATATAAAACA AAGCCTATTT TAAAATAAGG 
22301 TGTTGAATAT CTCATATAAT TTATTGAATA TTGTACTGAA AGTGAAAAAT 
22351 AGAATGGTTT TCTGGATACT CAAAGTATAG TTTCTACTGA ATGCATATCA 
22401 CTTTTGCACC ATCATAAACT TCAAAAATTG TCGGTCGAAC CTTCCTGAGT 
22451 CAGGAATCCT GTCTGTACAG GGTATAAAGG AGGAAAGCAT CAGCTTTGGA 
22501 GGCAGGTGGA CCTGTGTTTG AACCCTGATT CTGCTAGAGC TTGACAATGC 
22551 ATATTCGTTT TCTATTGCAT AACTAATTAC TACAAACAAC ACATTTATTT 
22 601 CTCAGTTTTC ATGAATCATG AGTCCAGGCA CAATTTAGCT GCAGTTAAGG 
22651 TGTTAGCTGG GGCTGCTGTC TTATCTGAAG CATGGGGGTG GGGGTGTGGA 
22701 TTCCAAGGTC AGGTGGTTGT TGGCAAAATT AATTTTCTTG CAGCTATAGA 
22751 ACTCATGGCT TGCTTCTTCA AGGACACGGG GAGAGAGAAT CTCTCACATC 
22801 TTTTAAAGGG TTCACCTGAT TAGGTCAGGT CCACTCAGGA CAGTTTCCCT 
22851 TAAAGTCAAG GCTTAATAGT CAACTGATTA GGGACCCTAA TTATATCTGC 
22901 AAAATACCTT CACCATTGCC ATGTAACATA ATCATGGCAA ATAATCACAG 
22951 GTCCCAAATG TTCACAGGTC CCACTCACAC TTGAGGGAGG GG ATT AT AT A 
23001 GGGCATGTTC TTGCGGAGAG AAGGAATCTT ACAGCCACAT TGGAATCTGT 
23051 CTTCCATGCT ATTTGACCTC AGGCAAATTG ACTAATCTCT TGAAGGTTCA 
23101 ATTTCCTTAC CTGGAATAAA AGGACAATAA GATCAGCCAT ATAAGGCTAT 
23151 GACAAAGACT AAATGAGATA GAATAGGCTG GAAAAGTCTT GCAGATAGCA 
23201 GACACAAGTA TATAACAATT TCCCTCCTAC TGTTCCTTTT GTTTTTCACC 
23251 TATCCTGCAG TCTCTGTCAC TTCAAATACC ATAGAAAACC TTTCCAAGCA 
23301 GCCCAAATCA TGCCCCCAAA TAGTCACGTC TCATTATTCA TAGCAGTTAT 
23351 GTTCCATAAA GTTAGCACAA ACTCCGAATG AGTGAATCCT AAAGCGTTGC 
23401 TCCTGGAGGA AATACAGGCT GCTGGTCACA ATATTTTTAT CAACTGATCA 
23451 ATATATACCT TGTCTTATGT GTGTTTCTGC TTCAAGACAC TTTATTTAAT 
23501 ATATACGTTG ATTCATTAAC TCTGAACTCT CTAGGCAACA GCATTATAAC 
23551 TCCTGCCTTC ACAAAGCTTA TCTAACACAC ACATTTCCTC CTCAGGCACA 
23601 TCCCAGCCTT CTTGCACTTA GGATTCAGCA GTATGCTTAA GGGCCATTTT 
23651 CAACAGCAAA CTCATCAGCG CAAACACAAA CATGTGAAAA ACGTAGCACT 
23701 AAAGAGACTG CAAAAAGGAC ACTGGCTTAC AGCATGGAAG CTGGAAGGAG 
23751 AAGGCAGAGA ATCACCTTGT TCCACTTCAG CTATGAATAT GCAGTCAGGC 
23801 CACCCAGTCA TTCAAATTTT ATAAATATAC TCTAATATAT ATATAAATAC 
23851 CAGGCAGGGT TATTTTTTTC CTCAAGTCAT TTTTCTAATT TTTTTTAAAT 
23901 GAATAGATAG AAGAGCTGAA GTAAGGGTCA GGAGCAAGAG CTCTGCTTCC 
23951 TTTTCCCTTG CTGGGCTTCG TTAGAGAGCC ATCATCTCCT CAATATGTCT 
24001 CCCAACTCTT CTAGGCATTG GATGAGTTTG CTGCAGATAC GAAACCCAAC 
24051 TTTGCCAGTC ACTTCATACT AACAGGTGAA ATGTAGTGGA GGAGCCTTTT 
24101 GAAGACAGGG ACTCAGCCCC CCATTAGCCT CATTGCAGAC CTAGATTCCT 
24151 GCCAAAATTA ATTTGGCTGG AACTTCCCAG CCATGGCATT GTCGACATTA 
24201 CACATCTTCC ACTGTAATGT CAATTACCAT TTTATTCAGC CGAATGCTGG 
24251 AGAGTTAATG TTCAAGTGGT TAGAGCTGGC TACGGGTGGG CTGAACAAGA 
24301 TGTCTTTTCC TTCATTTCCC CTGCCTGTGG TGAAGGATTG TAACCAGCCC 
24351 TGGCTGGCAG CACTTTGAAG CTCACCCAGA GTGCTCCTGG GGACATCTTC 
24401 TACAGAGCCT ATCATTTGGA CATGCTGTCT TCTGGGCCTG TCTTCCTTCC 
24451 TTCCTTCTTC CCTCCCTCCC TCCCTCTTTT CCTTCCTTCC TTCCTTCCTT 
24501 CTTTCCTTCC ATCTGCTTTA AAACCAGCTG CCTTGAGTGC TTGTCTTGGC 
24551 GCCCCTCATT AGTGCCATTG CAATCATCCC TCCTGCCTAC CCTGCTAACC 
24 601 ACAGCTTGTT AGTCCACAAC AGCAACAGCT GTGTGCTGGG GTGCAGCAGC 
24 651 TGGAGGGCCA AAGGTAGGGC TGGGGGACAG GGTGTTGGGA TGGTTTTCTG 
24701 GGGCAGATGA GTTTATACGT TTCTTTCATG TCCCCTTCCT CCCACATAGA 
24751 CTTTTATTTC CCCAAAGGAA AACAGAAAAC AATGATCTGT TTGACAGTGT 
24801 TGCTATCATT GGGCATCAAA CCTATCATCT AAGGGGAATC CCCCTGTATA 
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24851 ATCAGTCAGC CAAATGGAGC 

24901 GGGCAGCATC TCTAGTGAGG 

24951 AATGAAACAG CAGACCTGAT 

25001 CTGTGGGTGT GCAGGCACCA 

25051 TCTGCAATGA TGTATTGAAT 

25101 GATTGGAACT GAAGGTTTAG 

25151 TTTGGAAGTA GGTGAGGGAT 

25201 CAAATAACCA AGCATTTACA 

25251 TAATCCAATA AATTTTCATG 

25301 TTATGCTTTT TCATTTCATA 

25351 TGGTAAGTTC AGGGCACTAG 

25401 AACAAAGTCC AGCTGAGCTC 

25451 CATATGAAGA TGAATGTAAG 

25501 TGTCAGGAGA CATCAAACAA 

25551 GAAATAGCCT GAAATTCATG 

25601 ATAAACCTAT AAGCATTAAA 

25651 TGCAACTGGC AACTGAATGA 

25701 AAAAGAGACC ATGATGAGCT 

25751 TATGTTTGGA GCCAAATCTT 

25801 TTTTTAGGTG GAGTCTCGCT 

25851 GATCTCTGCT CATTGCAACC 

- a 25901 CTCGGCCTCC TGAGTAGCTG 

^ 25951 TGATTTTTGT ATTTCTAGTA 

t3 26001 GGTCTCAAAC TCCTGACCTC 

26051 TGCTGGGATT ACAGGCATGA 

!;? 26101 TTAAAAAAAA AAAAAAAAAA 

13 26151 GTTTTACTTC CCATAAAAAC 

_!! 26201 AGAGGCTGTG GCAACAGACG 

~Z 26251 C AT AG AC C AG AATGTATGCT 

= KS 26301 TGAGTGCCCT GCCCCCACAG 

%f 26351 CAGTCCTCAC GTAGCTCACA 

» 26401 AT AG AG AT G A AGCCATGAGA 

*~ 26451 TTGTGGGAAC CCACGAGAGG 

£ 26501 AGGACCAAAA TGCAGGGGAA 

f*? 26551 TGCCATGAAA T GAG TAT AC A 

'1 26601 GGTAGAGGGG AATAGAGCTG 

^ 2 6651 GGATTCTGGA ACAGAAGCAC 

l& 2 6701 GCTCAGATCA GCAATGGGTG 

jl.j} 2 6751 TCTTTCCTGT GGATGAGGGC 

Z lJ 26801 CGGGAAGCTT GAAAAGTACT 

|3 26851 ATTTCATTGT GTTGACGTGG 

jU 26901 TCCAGGTGAT TCTGATACGT 

26951 ATCCATCTGC ACTCCAGGGG 

27001 CAGGTGTCTT GAGGTAACAA 

27051 TGGCTCCTTA GTGCCTACTT 

27101 AAACTTTACA AATCCTTAAT 

27151 TCACAGGATT ATTACGAGGT 

27201 CACTTGCACA GGCCTCATGG 

27251 GGCAACAGCC ATATGAAAGG 

27301 GAGCACTGCT CAGAAGCAAA 

27351 GTGGGCGAGC TACAGAGAGA 

27401 AAGCTGGGGA CAGAATGAGA 

27451 TTGTGCTCAA TAATAAAATA 

27501 TTGTGGGTGA GGCAAAGGCA 

27551 ACTCTAAAAC GGTGACTTCT 

27 601 ATTTAGTCTA AGTCAATACA 

27 651 AAGAAAGAAG TAAAATAAGA 

27701 CTAACATTCA GATAATGACT 

27751 CCTCAGAAAT GAATAGATTT 

27801 CATGGACTTA AGTGTGATCC 

27851 TGCCTTTGAG AAAATCAGCC 

27901 TCCTTGGTCA AGATTAGTGG 

27951 GCAAAGAATT ACCTGATGCC 

28001 GACGTTGTAT CTTATTTTAA 

28051 CAATAGTGGT TCATTTACAC 

28101 CTGAATCTGA AC GAT CAT AG 

28151 CTTTTCTGAG CTCTGCAAGA 

28201 CTGTCTGGGA GAGATTGGAA 

28251 GAATGGTCAC CCTCCATATC 

28301 AGCCCAACTT GGGTCTCACC 

28351 GGCTGCACTG GCCATTAGGT 



AGGACCCTGT GTTTTGTAGC TGATACAACA 
GGGCCAGGGC TTCTATTTCC TTCATTAAAA 
TCCATATTTA GAGATTACAC TTAGTTGCCA 
ACCAAACCCA GTTGGCACCG TTGTCTTTTC 
TTAATAATGG AGGTATATGA AATTCAGAGT 
GGGCTTTGTG TAAAATTGAT ATGTAAGGGA 
TCTTCCCCAA TACTTATTCA ATTTTGGAGT 
AATAGCCAAA AAAGAAATTG AAAGAGGGTT 
CCTCATATGA ACCACATCTT ATAATAAGAA 
CTCAGTTAAC AAATATGATT TGTGAGCACC 
GCTGAAAGGG GTTACCAAAT GTCTTCATTT 
TTACAGGTAC CAGAACTGTG CCTGGGCTGT 
AGTGTGTCAG GCCTTCAAGA GCTTACAGTG 
GTGAGCCAAT AAAATGATAC TGCCATTTTA 
GAGTTCACAG TCTTGTTAGG AAAGTGAAAC 
AAATAACTGT TGAAGACAGT AACGGAAGAA 
TATAGGTTGT GATGACTGTT AAATATCATG 
GAGGCACTCC AAGAGACTTC TTTTTGGAGA 
GAAGATTTAA TTGCTTTTTT CTTTTTTTTT 
CTGTTGCCCA GGCTGGAAGT GCAGTGGCAT 
TCTGCCTCCA GGTTCAAGCG ATTCTCCTGC 
GGATTACAGG CGTGTGCCAC CATACCCAGC 
GAGATGGGGT TTTGCCCTGT TGGCCAAGCT 
AAGTGATCTA CTCGCCTTGG CCTTCCAAAG 
GCACTGTGCC TGGCCTTTTT TTTTTTTTTT 
AACAGGAAGT TTTCGTTAGT TTTTTTGTTT 
TCTTTGTGTC ACATGGAGGT GAATGGAAAG 
GGAGACTTTT CTGATATCAG AACCCAGTCC 
TTCAATCCAC GTTGTCTGGG TCCATCCTAT 
CGGGGTATGG AGAAGAGTCA GACACAGCCC 
ATCCAGTGGA GGAGACGGAC TCAGAAACAG 
TCAGTACTGT CCGAGGCCAT GGCCACGGTT 
GAATGACTAA CTGTGGGGAA GAAGAGGGAG 
GTGCTCACAG AGGATAAGTA AGCAGTGAGG 
CCTGACAGCC GTGTAACAGC TCAGAGCCTG 
CTGGTTCTCT GGGGGGAAGA GAGGGGTATG 
CAAAACCAGC AGGTTATTGG AGCTGTTAGT 
CACAACCAAA CCATTCTCCT AGGGATGAGT 
TTCTCAGCCT GGCTTCTCCC GAGAATTACC 
GATGCCTGGA ACCTACCTCC AGAGAGTTGG 
GGCTGGGATA TCAGTATATT GTTTAAGCAC 
AGCTGTGATT GAGAACCCTT GCCCTAAGCT 
TGCTCCCAGG CCCATCTGTT TGTAAATGGA 
ATGTGCCAAG GCTCTGGAGC CAAGCACGCC 
AGTGACCTCA GGCAAGTTAC TAAATGGCTT 
TTGTAAAATG TGGGCAATGA TAGTACCTCC 
TTACACGGAA TACTCTCAGC TCATAATAAG 
GCTAGGCCCT CAAAACTTAA CGCATCTACA 
AATTTTATAC CACCAAGTCA AAAAATCTGT 
AGCCTGTCTC CAACAGCGCT CATTTAAGGG 
AGAATGAGCC CCCACAGGGT AAGCTGGGGA 
CTCAGGAAAT CACTTGAATA TTGATTATAT 
ACGAAATGAG TACAGCCCTA GACCTAAACA 
ATGCGTTAAT TTTGCATCCA CTGAGGAAAA 
TTTTTAAGGG ACCAGAAGAA TCTAGATTAT 
TACGACAGAA CCTTGCCCTC TAGACTTGAT 
GAAAGAATAA AAAACCCTTC CACCAAAATA 
TTTTAGTTAG GTCTCCTGGA GAGGAGGTTC 
CTCTTCTAGT GCAATCATCA AAAGGTAATG 
CCAAGAGAAA ATCAATGACC TTTCTGTGTT 
AGTCTATGGT TAAATTAGAC ATATTTTTTC 
GACCAAGAAT GCAGTCTTAC ACTCCTTCTA 
TTATTTCACA CAAATTTGCA AAGTTGTATG 
GGAGAACTGG TGATCAAATG ATGACTATTT 
CACCACCCTC ACCCCACATC CTGCTTTCAC 
TCAGTCTGAG ATTCTGAAGG TTTGAAATTC 
ACAGCATCTC CCAAGAGAGC TCAGGGCAGA 
ACCTGTCTTT TGCAGTAACA TGAATTGGTT 
AGGCCTGCTT CTCCCATTGG GTTTCTGATC 
CTTCTGATTT CTCTCTCCTG GCTCACATGG 
GCCAGGCTTG GCTCCGTGGA ACCCATTGGC 
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CAGCTGGGCT 
GGAGGCCATT 
CTAGGTGGGT 
ACACTGTGAG 
TACTGATTCC 
CATTTAGCTT 
AACGCTATTT 
AGTCTGAGGG 
CCCATGAACT 
CTCCTACCAC 
TGCACAGGAA 
AATAAATGTA 
CCTGCAAATT 
AGACTTTGAG 
CAATGGGTAT 
GGGTGATACA 
TCTTTCCAAA 
CCTCTTAGCC 
CACTTGGCAC 
TTATTATCGC 
GGTTTTCCTG 
TAACTAAGTC 
AAGTGAGAAT 
AAGTAATCAG 
TTTGTGGTAA 
AGATGCTATA 
AGGGAAAAGG 
CAGACTCCAT 
TAGGTACTAT 
AAATAATTTT 
CCATGGCTCT 
ATGCAGAGAG 
ATAACCCTTC 
GTTTCCCCAT 
CTGTAAGTGT 
GTGAATTCTG 
TTTCTCCGAA 
TTTCAGCTCA 
TTGTGGTTAA 
GTATTAGGTG 
AGTCATGGCA 
TCCCTACTCT 
GTAGGGGAAT 
CTGTCTTTCA 
TTCCACTATA 
GTTTCCCTTA 
CCTTGTTTGT 
CTCTAGCCCT 
TCTTTCATAC 
CATTGCCTTT 
GCTCCACACT 
TCTCTGTGTT 
AAGAACTCAA 
GCAAGTTACC 
CCTAATCTTT 
GGGTAAGAGG 
GCCAAAAATC 
TCTATTTTAT 
CAGTTCAGCT 
GCTGGCTTCT 
TTTGGCACTC 
CATCCCATTA 
GGTATTTTCT 
TTTGCTTAAC 
AAGATAAACA 
CACCTGGGAA 
TTACTGAAGC 
TTTCTGAACT 
GACCAAGAGA 
CCAGGAACTT 
AATCTGCTTG 



CTGTGGAGCC 
GGAGTCACTG 
GTCCTCTTCA 
GTCAGCCAGG 
CTGGGGATGT 
CCAGTATACA 
CCTTGATGTC 
GAGCTTGTTT 
CTTTTGTCCT 
ATTTATGAAC 
CTGACTAAGC 
AGTCATTTAT 
TCAAGCATGT 
AAATGTATTT 
AATAATGTCT 
TGCTGAATAC 
TGTTAGTTAA 
AGGACTGATG 
CATGCCTGAC 
ATCGGTATTA 
TCTTTTTATC 
TCTACTGTGT 
TTGGTCCTGC 
ATAGAAAGGA 
ATGCCAGGTG 
GGAGGTCAAA 
GTGAAAGAAT 
TCAAAAATAT 
TACTATTTTA 
CCCAGAATCC 
AAGTCCCTCC 
GAAGGGGAGA 
TTGTGTGGCT 
CTGTTCAATG 
GCAGTGATAT 
AAGGTATCAC 
AGTCTTTTGT 
TACCTTAATG 
AATTATTCTG 
CAAAATGATG 
AAACCACAAT 
GATGTTAACC 
TTCAAGGGAA 
TCCTCTATTG 
GCCCCTCAGT 
GGTCAGGTCC 
TCCAGCAGCT 
TATGATCTGC 
CCACTGAGAT 
CTGCAGATAC 
CCAGCAGACC 
CTCATATGGC 
TGCTCTGCTC 
AGCTGGGAGT 
CTGAACAATT 
GGGCACTTCT 
TCCCTACTAG 
AGACTGGGAA 
GCCTTTTGTG 
GTCCTTAAGC 
CAATTGCCAA 
AATATGTAAT 
AAGTGATAGC 
CTACAAGGTG 
GCACTGAGAC 
TCTGGAAAGC 
TTGTTCTATT 
CCAAACCAGG 
AAAGGTGGTT 
ATAGTTGATG 
ATTCCGATGA 



CTAAGGCAGG 
GGGTGGACCT 
GAGAAACGGG 
GAGGAAGACA 
GAAAGGAGGG 
TTAATTGATT 
TCATCCAAAG 
TGTTGACAAG 
ACTGAAGAGA 
TGCTGCTTTG 
TCCAAAGCCA 
TAGCTACATA 
GAATCTTGGA 
AATGTCTCTT 
ACCATATATC 
ATTTCCAACA 
AGCTAACCAA 
GAAGGAGTCT 
AAGAGTAAGT 
TGACCATTAT 
ACAGCAGTAT 
GTGTGGCTAG 
TTTTAAGTAG 
AACTAACAAT 
CTGCTGATAG 
GGAGAAGCGT 
TAGTCATTAA 
TCTTACCAAA 
CAGAGGAGGA 
CAAGGTGTGA 
TAGTATATCC 
GGCAGTGTTC 
TTTGGTAAGT 
AAGGTTGTAT 
GATGCATGGG 
AATGGGACAG 
TTTGTTGCCC 
ACATCAGAAT 
CCCTTCCATT 
ATAAAAATAA 
TACTTTGGCA 
AAGTTCATGA 
AGGGGGAGAT 
ACATGTTGGT 
CACTGTAGAC 
ATTCATCTAA 
GTCTGGCCAA 
TTTGGGGAGC 
TCACAAGTAA 
CTTACGCTAC 
TTCTGCTGGG 
CCCAACTCTT 
TGCTCATTTT 
GAACACCAGT 
TTGCTGGCAC 
CTCCTTTCCC 
TCAACAACTC 
GGGAGTGATG 
AAGTCCTGAA 
CTGGGGAGAA 
CATTGGGACA 
GTGTATTAGC 
CAATGCGAAG 
TCTAAGACCA 
TGTGGTCCTT 
CAAGCCTAGA 
CAAAGCACTG 
CCACATGGTT 
GTTGTCAGCA 
CAATGGTGGG 
ATGGTGCAGT 



GCTCTGGTCA 
ACAGACCCTA 
TTACAAAGTG 
GAGAGCTGAT 
TAATATTCCT 
CCTGATATTC 
CCGCACCACT 
TGTAAGAGGT 
TCCACAGATG 
CAGTCCCGCT 
GAGGATGTAA 
CACTTCAGCA 
TCTTTCATGT 
TGCTTCCTTT 
TTTGCAGCAA 
GAGTCTGTGC 
CTAACCCACC 
GTGAGAGAAT 
ACTCGATAAA 
CCTCTTCTCT 
TCCAGCAGAA 
ATGCTATAAA 
CTTATAGTCT 
ATGCAAAAGG 
TGGCTTCAGA 
GCAGCTTGAG 
TGTACACCTA 
TCATCACAAT 
AAGTGAGGCA 
GGTGGAGCAA 
TGCAAACACA 
TGCAGGAGTT 
TATTTTACCT 
ATACACACAT 
GACTCAGTTC 
GTGTTTTTTT 
TCCCTCTTTG 
CTGCAATTTC 
TTAAAGCACT 
TTGCAATTTT 
CCAGCTGAAT 
TTCAAAGAAC 
GCCTGGGGTT 
TATTTGGAGA 
CCTCTCAAAG 
CCCCTCTCCC 
ACTCACACCT 
CATGGGAACC 
CTAAGGTCAA 
TGTTCCTCCT 
CGAGAAGCTG 
GGGATTACAC 
GAT GC CATC A 
GTCCTCTTTT 
CCCTTCACTT 
TCATGAAAGG 
AGGCACCCCT 
GTTGTTGGAG 
GGAGGTGTCT 
TTAAGTCCTC 
GCAGGAAAAG 
ACAGCGCCTG 
CCTACTTTAT 
TTTGTTTGTC 
TCTGCCCTGT 
CACACTCGTT 
TACAGCTACA 
GGAATAACTT 
AAGCTCTGAG 
AGAAGTCTGA 
AGGCAGAGCC 



CTGGTGAGAG 
GGGTTAACAG 
AAAGAAAGTT 
ATAAGATAGG 
AAAATGATAG 
ATTAAAACTA 
CTTCCCACTA 
TGAAGAGGGA 
GAAACAAATG 
TCTGCTATCA 
ATCTCCCTGT 
AGTCACCTAA 
GCTAGCTGTG 
TCTACCCACA 
GGTCTAAATG 
AATGATAAGC 
AACAAACCAA 
GCATTTAAAA 
TCAGTTATTG 
ATAGGCTTCA 
GCCTTTGATT 
GCATCCAGAG 
AATTAGGGGG 
AAACTCATAG 
GAGATCTCAT 
CTAAGTTTTC 
CATTACCTGC 
ACCTTGTTGG 
AAGACACATT 
GGACACAAAT 
TCTGGAATTA 
CAGAGCCATG 
CTTACCCTCT 
TATATGGCCG 
ATGAGGCAGT 
CTCCACTCAT 
GGGCATATGC 
CTGGCAACTT 
AATAGCAAAG 
T AC CAT T AAA 
ATTTTGAAAC 
TTGCAGAGGG 
GTCACACACT 
TGGTATTCAG 
GGGCAATCAT 
GGGGGCATCA 
CCTCCTCACC 
CCTAGTTTCC 
GGCGGGGCTT 
CGCCTGGCTG 
CAGGCCTGAA 
TAGCTCTTGT 
AAGAGGGCTT 
TAGAGGTACC 
GGCTTTGCCG 
AGGGAGAGAA 
CCTTCTCTCC 
GTGGCAGAGC 
ATCCTCAACT 
TTTGCCTCAG 
TTCCATCCAA 
GCACTGGGCA 
TATTTTCCTC 
CACACATAGT 
GTCCTTATCC 
CCACAAATGT 
AAGACCATCT 
CAAGTATGGA 
TCCACACCTT 
ACCTGGATTC 
ATGAGTTCAG 
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31951 AGCAGGAAGA AACCACTGGT TCAAAGAAGC ATCTGTCACA TCGAAGCTGC 
32001 TTTATAGTCT GTTGGGAAGC ATGCATAATA ATTTATTCTT TCTTTCTTTC 
32051 CTTTGGTCAA CAAAGATTTC TTGAGTCCCT ACTATGTGCC AGGTACTCTT 
32101 CTAGGTACTG AAGATGCAGC AGTGAACAAA GAAGATACAA TCCCTGCCCA 
32151 GCGGAGCTTA CATTCTAGTT ATCGAAAGTC CCTTTCTCAG TGGCTGCTCT 
32201 CTTTATTTGA GAAACCATGG GCTGTTCTCC TCCCATCCTA GGGCTGCTGG 
32251 CTCCACAGAG GCACACAGTC CATCAGGATG CTCTGCCAGC CACCCACCCA 
32301 CTCAAGACCA AGGGTTACGC TGTCAGTGTG AGCAGGGACA CTCCCGTCTC 
32351 TGCTACCTCC TTTCTCCTGA AAACAAGATC TCAGGGAACA TCTGCCATCC 
32401 ATTTTCCCTC CCTGGGGAGT GACAGGAAAG GTGTATGGAG GAGATTGAGC 
32451 GGAGTGATGG ATTGAGGCAC TGTGAAAGTG AATCATTGCC TGACATGGGA 
32501 AT GAG GAG AC TTGCTTAAAG GACAAGCCAT GCTAAGTCAT CCATCGTTCT 
32551 CCCCTAAGGA GGTGAATTGA AGTTCCCATT TTTCCCAGGG AGCCAAATTA 
32601 ACAAGGTGCT GGGAGATTTC CAAATTAGAA AAAAAAAAAA AAAAAGGCAC 
32651 CACCAGCTCT CAAATCAGAG AGGCTGTTGA GTTGTTTTTT GGAGCAGATC 
32701 ATTGTATTTG GCATCTAACC TTGAAATAGA GGAGAAAGCA TGGAATTTCT 
32751 GCTGAAAACT CATCCTTCTC TGAGCAGGTG GTACAAATAA GCATCGTTGT 
32801 GTTCTCAGAG GCAGGAACCA CATTTGCACC TTGATACCAA CTACCTCAAT 
32851 AACCACAGTG CTGAATTTTC ACAAATTGCG AATTAGGAAA TTGTTGCTCA 
32901 TTTTACAATT TGGTTTCCCT CAGGATTCCT TTTAAGTAGC CAGCTACCCC 
32951 AGTACTTTTG AAATATGACT TGCTTATAAA AATTTGATAG GCTTGGCACG 
_ 33001 GTGGCTCACA CCTGTAATCC CAGCACTTTG GGAGGCCGAT GTGGGGTGGA 

O 33051 TCACGAGGTC AGGAGTTCAA GACCAACATG GTGAAACCCT GTCCCTACTA 

fc 3 33101 AAAATACAAA AACTAGCCAG GCATGGTGGC ACATGCCTGT AATTCCAGCT 

33151 GCTCGGGAGG CCAGGCAGCT AGGCAGGAGA ATCACTTGAA CCCAGGAGAT 
&f 33201 GGAGGTTGCA GTGAGCCAAG ATCATGCCAC TGCACTCCAT CCTGGGTGAC 

C3 33251 AGAGCAAGAC TTCATCTCAA AAAAAAAAAA AAGATATATA AACAAGTTTT 

^ 33301 TATAATATTC TCAATATGAA CTAGTAGAAA AAAAGCATGT GTTTTTAGGT 

"II 33351 CTTAGAGGCC TGGTTCCCAG TTTTATCTCT GACTCTAATG AGGTATAGTA 

f« 33401 TTACCTACAT TGATTAGCCC TTCTATACTT CATAGGAGAT GCTCCAAGAC 

^ J 33451 TGCTAGCTTT CTTCATTCAA TAAAGAGAGA TATAACAGGA TGGGCCTTAA 

w 33501 AAGTAGCATG CATTTCTTCT TTCATTCACT CATTCAAAAT ATTTTCATGC 

~~ 33551 GTGAAAATGC CAAGGATGTT TGGTCAACCA ACTCTTCCCA GACCCTGGCT 

3 33601 GTGAGCCTGG CTTAGAACAA TTCCATTTTA ATGGTCCATG CCCTCAGGCA 

£^ 33651 CTTGTATTCT AGTAGAAGAG CAAGGTAAGA AAACAGCTTA AAAAGTTAAA 

* . 33701 CAGTTTTAGG TTGAGATGGG TGTTGTGAGA AAAATAAGCA GGATGCTTTG 

33751 AACCTATGCA GGTAGGAAGG TCTGGAAAGG CCTCTCTGAT ATGGTGATGG 
I A 33801 TTAAAGCAAA ACCAAAAAGA CCAAGAACAC ATGGAACACA TGAAGGGCTG 

£, g 33851 GAAGAACAGT GTTTTATGGG GAAGGACTAG TACACACAAA GGCTGCAAAG 

\^ 33901 GCGAGTGGGC TCATTATGTT CTAGAACATG CCAAAAAGCG GGTGCAGCTG 

O 33951 GAGAGGGAGT AAGATGGCAC AAAAGGTGAG TGAGGTGGAC AGGAGCCTTA 

34001 TCACGCAGGC TTACACAGGC TCTCAGAAGC CCTGCGTGTT GGTTTCTTGG 
34051 GACTACCGTA ACAAAGCTCC ACATACTGGG TGGCGTAAAA CAACAAAAAT 
34101 GTATTGCCTC ACAGTTCTGG AGGCCAGAAT TCCAAAATCG GGTGCTGGCA 
34151 GGGCTGCGCT CCCTCCAAAA CCTGTAGAGG AGAATCCTTC CTTGCCTGTC 
34201 CCTAGCTTCC AGTGGGTTGC TAGCAATCCT GGGCTGGGTG ACTCCAGCTC 
34251 TGCCTTGGTT GTCACAGGGC GTTGTCTTTG TGTGTCTCTG ACTTCACATA 
34301 GCCCTCTTCT TCTTCTTTTT GTGTGTGTCT GTGTGTGTCC ACTCTGAGGC 
34351 ACAGAAGTTT TTATTTATTT ATTTATTCAT TTATTTATTT CATTGATAAA 
34401 CATAATAGTT ATGCATAGTT TTGGGGTACA TGAGATATTG GATACATGTG 
34451 TACAGTGTGT GATAATCAAA TCAGGGTGAT TGGAATATCC ATTCACCTCC 
34501 AAACATTTTC TCATTTCTTT GATTGGGGAC ATTATAATTC TTCTAGCTAT 
34551 TTTGAAATAT ACAATAGATT ATTGTTTACT ATAATTTCCC TGCTGTACTA 
34 601 TCGAATACTA GAACTTATTC CTTCTGTTGA GGGTGTACTT TTGCACCCAT 
34651 TAACCAACTT TTCTTTATGT CCTCCTTCCC ACTTCCCTTA CCAGCCTCTG 
34701 GTAACCACCA ATCTACTCTC TACCACCATG AAATCAACTT TTTTTTTTTA 
34751 TAGCTCTCAT ATATGAGTGA GACTATGCAG TGTTTGTCTT CTGTGCCTGG 
34801 CTTATTTCAC TCAACATAAT GACCTCCAGT TCTGTCCATG CTGCTGCAAA 
34851 TGACAGGATC TTATTTATTT TTTTATGGCT AAATGGTATT CCATTTTGTA 
34901 TGTATATCAT ATCTTCTTTA TCCATTCATC CACTGATGCA TATTTAGGTT 
34951 GATTCCATAT CTTGGCTATT GTGAATAGTG CTCCAATAAC CATGGAAGTG 
35001 AAAATATCTC TTCAACATAC TGATTTCCTT TCTTTTGGAT ATATACCCAG 
35051 TGGTAGGATT GCTAGATCAT ATGGCAGTTC TAACTTTAGA TTTTAAAGGA 
35101 ACCTCCATAC TTTTTTTCCA TGGTGGCTGT ATTACTTACA TTCCCACCAA 
35151 CAGCATATGG TCATCTCCTT TCTCCACATC CTTGCCAGAA TTTGTTATAT 
35201 TTTGTCTTTT TGATAATAGC CATTCTGACT GGGGTAAGAT GATATATCAC 
35251 TGTAGTTTTG ATTTGCATTT CCCTTATAAT TAGTGATGTT GAGCATTTTT 
35301 TTATATACCT GTTGGCCATT TATATGTCTT CTTTTGAGAA ATGTCTATTC 
35351 AGGTCTTCTG CCCATTTTTA AGTGGATTAT TTGTTTTTTT GCTACTGAGT 
35401 TCTTCGAGTT TCTTATATAT TCTGATACAC AGCCATCTTC TTATGAGGAC 
35451 TCCAGTTATA TACGATTAGA GAGGTCCACC CTTTTTCAGA ATGAAATTAT 
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AGCTTAACTA 
TCTGAGGTAC 
AGCTCAACAC 
TGAGTGTCTT 
CGCTGTGTGA 
TAAAGGACTA 
AGAACTAAGG 
ATCTTTTGCA 
GAGGAAAAGG 
TGAAGGGAAG 
CAGGTTAGGG 
AGGGATTAAA 
TATCTGAAAA 
CCTTGTTAAA 
TCCCAAAAGC 
ATCAGAGAGA 
GTCTTGGCAT 
TTAATTCCAT 
CAAAAGTACC 
GCCCAGCTGG 
ATAGGGTGAG 
TAGGCTAAAA 
CCAGGGCTTT 
ATTCCTGGAA 
TGGGTTTTCA 
TTGTTTGAAT 
ACCATCAAGT 
CTGGTCTCTC 
GACCTCCTCA 
TAGGATATTA 
GGGTCCTTAG 
TGGCTGCAGA 
AGGACCATTT 
AGCACAAGAG 
TCTCTTTTCT 
GCCATTTTAT 
CCTGCTGGGG 
TGTTTGGTCT 
TTTATGGGGG 
AATTAGAATC 
TTACCATAGG 
AAACAGATTT 
AGGGTGGGCT 
TGCCTTGGGG 
AGGAGCAAAG 
CTTTTAACAC 
TGCAATTGAC 
CCTGAGCTAC 
CCCACCATGC 
ACACCTCAGC 
AACAGGTTTC 
AAAGCACTAA 
AATACTAAAA 
TGCAGCATTT 
TTAGTTTGGT 
AAAGGGGCAC 
ATTGCAACCA 
CTCCAGCCTT 
GGTTCTTGCT 
CTATTCCCCC 
CTCCTCCCAG 
GGCCCTGTCT 
CCGTGTTTGT 
TAATGTCCCT 
AAACACTTAT 
CAAATGCAAT 
TCAGGAGCAC 
TTTTGTCCTG 
TCCTATGACC 
ACCCTGTGGG 
CTTGGAAGTT 



ATTACATCTG 
AAGGGTTTAG 
ATGACACCAT 
ACGCAGGTAG 
AGATGGCCTT 
AGAAAATGCT 
TGATAGCAGT 
GAACGAATGA 
AAGGACTTGA 
CTGGTGCCAT 
ACTGCGAGTG 
AATTGGAAAT 
ATACTAAGTA 
ATGAAGACAT 
AGCCACTGAT 
ACATGCTCAG 
CACAGTCTTT 
CTCAGTGCTG 
AGCATGATGG 
AAAGGAAGAT 
AGGAGAACAT 
GCTAAGGTTT 
CTCTTGACTT 
CTAGCTCTCC 
TCAGAGTCTC 
TCCTGCCAGG 
GTGGCATCCT 
CCTCACATTT 
GTATCAGCTT 
CCCCCCAAGA 
GCCTCTTGCA 
GCTTACTGCC 
GTCCAGCCTG 
AGAGTTCAGC 
TTCAAGGCCT 
TACAGGTACC 
AAGGAAGTAC 
CAGGGGCTGC 
TGTTTTTGGG 
AGAAGACAAC 
CAGGCAGCAG 
GAAGATCTCC 
GTGATTACTT 
TGGACACACA 
AGCTGAATTT 
CAGATTGCCA 
AAATGGGATG 
TTACAGCAGC 
CCGCACACAG 
ACTATCTCAG 
CTCATCTGTA 
CATATTAGGA 
GAGTGCAAAG 
TCTGACCTTG 
TTCTTCTCTC 
TCACCAAACC 
AACAGATGCC 
GCCATTAACT 
TTGCATGATC 
AGATGGAAAT 
TTAAAGACAG 
TATCTGTCCT 
CACTTCTGAG 
GAACTTCAAC 
AGACTCTGAC 
CTAAGAAGCT 
TTGAATTATA 
TCTGCCCCTG 
TGTGTCCTCC 
CTAGCTTTTA 
AAATTATCTA 



TAGTAACTCT 
GACTTCAACA 
GGTAGGGAAC 
ATGGACTGGT 
AGGGTGATGA 
AAGAAAATCC 
AGAGAGAAGA 
CAAAATACCC 
GGGTGGTGTC 
TTACCTTGTT 
GTATGGACGG 
CCCCCTCCCC 
AAAAAGCATC 
CTCTGGGAGA 
TTGGAGATGA 
GACAGAAAGA 
CCTCCGACTG 
GGTCAGGACA 
AGTTAGAAGG 
AGAGGGGAAG 
GAAACTGAGA 
CTTTAGAAAC 
GATTATTTTT 
CAAGCCCCAG 
CCCTTTATCC 
TCAGCTGAAT 
GGCTTTGGCA 
GCTGTGGTCC 
TCCTGCAGCC 
GTATATTAGG 
GTTTTTTCTG 
TGTGGACTGA 
TTGAGTGAAG 
ATCATTTGCA 
CATTTTTTTT 
AAGCCAAACT 
TCCTTTACTT 
AGCTGGAAAG 
GGGGTTTATT 
AGTTAGTGAT 
AGAGAGGGGA 
TTCTGTCATG 
GAGCTCCTGT 
ACACACATTT 
ATCTGGTTAA 
GGATCATGAC 
AAAGATTTCC 
AGGTCACCGC 
ACAATGCTGC 
TTTGGCTGCA 
AAATGAATTG 
CTCTCACTAA 
GGATGGGCTC 
CTGCTTTTTC 
CCATTCTAAT 
AGAACAAGCT 
ACAGAAAGAG 
ACATATGTAA 
AAGGGACAAC 
GTATTCACTT 
ACCTTGACCC 
CTTGTTCTTG 
CTATCACTGT 
CTGATTTTCA 
ACATTCTGTA 
CACAGTTTCT 
CAACTTGACA 
TCATTTCTGT 
TCCAGCTCCA 
TTATGTTCGC 
CCCCAGGCCC 



ATTTCCAAGT 
TATGAATTCC 
TTTATTCTAC 
GTGATGTATG 
GGATGGAAGT 
AGGTGAGAGG 
GAAGTGGATG 
CTATGGATTG 
TAGGCTTTTT 
CGGACAAACC 
CAAAGGAATG 
AGTCAACAAT 
CTTTTGTTGG 
GGAAACATAG 
GACAGAGTAG 
GCAATGTAGG 
GCTGTGAGCA 
AGTGCCCAAA 
TAGCAAGTTC 
TTGACCCCTG 
AAAGGGCTTT 
CCACCATTGA 
GATACCCCAT 
AATTGTGCTT 
TGTATCTCTG 
TTGGGCATTT 
CCTGGCACAG 
GTGCACGGAA 
TCAATGCACC 
GCATTTTCCT 
GGTGACAGTG 
CCACCCCAGG 
GTCATTCTGC 
TCCTATTTTA 
GGCTTGAACA 
TTCCTTGGTT 
TAAATAACTT 
ATTTTCTAAC 
GAGTGTCAAA 
AAGCAGAGAA 
ATTGGTGGCT 
TAGTGAATCC 
CTCCACTGTC 
GCTCATAGCA 
TTTAGATACC 
CTCAAAAGGC 
CGTTTCATCC 
AGCCAGAGCC 
TTCTGTGGCT 
GATCCTCTGT 
GCTCTTCCAC 
ATACTCAAAT 
CCAAATATTA 
TGGTGAGTGG 
CAAGCAAGAA 
AGTTCTTTCA 
CCAAGGGCTC 
GTCAGCCATG 
TTGGAAGGTC 
ATTTCCTGGA 
ACCTCCACTT 
CCTCTTCAAT 
GATCCCCCTG 
CGCATATACA 
ACTGACACAT 
CTCAGTTTCA 
TTATTAGGGC 
ACTACCTTTT 
TTTGAGAACA 
CTCAATGATG 
ACAGCCTGGA 



AAGGTCACAT 
AGTGGGACAC 
TTGCAAGTTC 
CTTTAAAGAC 
TGGAGACTAA 
TGATGATGGC 
GAGATTAGAC 
GACATGGGAT 
ACTTTAATCG 
TGGAGAGGAT 
GGAAGAATGC 
ATCTTACTTT 
AAAGCTCAAT 
TGAGCACCTT 
CATACAGGAC 
ACAAGGCAGT 
AGTGCTCAAT 
AGCAAATTGA 
CCTCCACAGA 
GGGATGGGGA 
GAGTGAAATC 
CCCAACATGA 
CTTCTTCTGT 
CTATCAGAGC 
TTGCCCTATT 
GGGGTGAAAA 
TGTGACCCCA 
TTTGTCAAAA 
TTGTTCTGAA 
ATGCCAGAAG 
AAGGAGGAGG 
GCCTGGTGTC 
CTAAACTGTA 
TTGTCTTTCT 
AATGGTAAAG 
TTGTGGCCAT 
TAAAAACATC 
TAATACTTGT 
CCTGGCAGTA 
GCCAAGGATG 
GGCCCCCCAA 
CCAAGTGCCT 
TCAGCTCACT 
TCAGGTATTC 
CCTACCCCCT 
TACCCTGAAA 
ACATTTGCCT 
CACCTGCTTG 
GGAGGTCGGA 
GTGCTTGGTA 
AACTTTTTTA 
GCTAAACTCA 
CAGTGAAGGC 
CTTTTATTTC 
GTGACCACCA 
TCTTTAATTC 
CAGGCTTTAG 
CTGGTCTGCA 
TCCAATCACT 
GATGTCTGTC 
CCTTCTCTGT 
TGTTCTCTCA 
ATTGTTTTTC 
ATGTCTTCCT 
TTCCCTTTAT 
ACAAGAGAAA 
TGATGTCTGA 
ACAAAACCTC 
CCTGCTGTAT 
AAGAAACAGG 
ACCTAGGATT 
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39051 CCAACCAAAC CTTGTCTGAT TCTAAAGCAT AGCAGAGGCT CCATACTCTG 

39101 CCTCCCTCTT CTACATCATT TCAGTTTCTT CACTTTCCCA CCTCCAATTC 

39151 TCACCCAAAC TGAATGTCTC ACAGTCTCTG TGCCCCCACT TTGCTCCATC 

39201 CCTTGGCCTT CTGCAGTCCA AGCTCCATTC TGAGATCATC CAAGGCTTCT 

39251 CTTCTGTGTT GATCCTTGGC CTTCTTGGAG TCTCTTTCTC CCATGTTCTC 

39301 CACAACAGAG CATTCTCCTG ACTGTTTTCA TTCTGCATCT CACTCTTTCA 

39351 TCAGTATCTT TTTCTCTACC ATGCCCCATA AATTTGGGTG CTCCTGAGGG 

39401 TCCTGTCCTT GTCCCCTGCT TTCTTGTTGT ACAACCTCCT TGATCTACTT 

39451 CATCTACTCA AGTTTGGTCC ACAATTTCTA TATTGTGAAG ATTCAAATCT 

39501 GCATCTCTAG CCATATATCC ATTTGCCTGC TAGGCATTTC TACCTGAATA 

39551 TTTTATAGGC ATGCCAGTGG CTCTTACTCT ATGGCTCTTA CTCTAAGTCT 

39601 AGACTACAGC AGAAAGCAAT GCTCTTTTTA TTAAGGCATA GTGCCTCTTT 

39651 CAGAATAATT TACAGCATAC AACCAGGCCT GCTGTGCAGC ATTACAATTT 

39701 GTCATTAAAA CTCCATTCCT CTTGCCAGAG TAAATGAGCC ATTTACAGCC 

39751 AGGGCGCCAA GATGGACTGT TGTTATTTTT TCTGCCTTTG TATTATGAGT 

39801 ATTCATGGCT CTCCTCAGAC AAGCTCCTGG GGATTCCCAG TGGAGTTGCC 

39851 TTAACATGCA GGTCAATTAG CCAGGCTCAA GGGTAGTTTC CTGGATATTG 

39901 GTATCCCCCT TGCAGAGGAC TGCAGGAAAG CTGAACAGTG TTCCCCCAAT 

39951 GTGGGTGGTG ATCCTGAGAA ATATCATTTG TATCTGCATG TGCTGTCTCA 

40001 CACACACTAG CTCACATGTG CACACACACG TGCATGCACA GGACAAAACC 

40051 AAACACAGGG CAACCCAGCA TCTGCCCCCC AGCCATCAGC ATTGTTACAC 

40101 CTTTATAGGG GGCGGGAACA GGTTGGTCAG CAGGTGAACG TCAGGTGAGT 

40151 TGAGAAAAGT TATTAAATCT TAAATCCTTA AGGAAAGTTA TTAAATCTCT 

40201 TCTAAAATGC ATGCATAGGC GGGCTCAGTA ACTAACATGC AAATGTTTAG 

40251 GGTCTGAAGC TCCTACCGAT AATCTTTCAG ATCTCAGAAT TCCAGCCCCT 

40301 TGTGCTGTTC TGGGTTGTCT G AC AC AG AC G AAGCAGAGAA CAGTAGAATA 

40351 AACAGCTCAG TAAACAATTC ATTGAGGGAA AGAGAGTGAG AAGATTCACT 

40401 GGACAGCTAG AGGAGGAAAT ACTGCTGGTG ACTATGGAAG AAATTTGCCC 

40451 TAAGGCCTGC AGGCAATAGC TTGGTCTTAT TTATCCTGGT GTCCCACCCT 

40501 CTCCTCCAAC ACATACTGCC CTGGCAGGTA CGTAGAAGAT GCGTGAAAAT 

40551 ATCTTTTGAA TTGAGCTATG CAAAAAATAC TGGATTCTGC CCTCCAAGAG 

40601 TTTACTGTTT AGTTTCACAG AAAGCACATG CCCTCCTTTC TCTGCCTCTT 

40651 GAAGACTGAC CTATCTTTCA AGGCCACTGG CCCAATTCTG TTTTCTAAGT 

40701 AAGACCACTG AGTCAGTGGT GACCTCTCCT TCTCCCTAAC AAAGTCTGAT 

40751 TTACTTGAAT ATACAACTAT CTCCCTCTTG GCCTGTGAAT TTCTTGTGTT 

40801 AGGGAACATA TCTGATTTAT CCTTATCTCT TCCACAGTAC CTGGTGTAAA 

40851 ATGCCCAATA AATGCATTGA AATATTCATG AAGCTTACTA AATGCTCTGC 

40901 CTTATGAGCC ATGAAATATA AAGTGCCTTA AACTTTGTTT TTCTCTTATG 

40951 TAAAATAAGG ATAATAATAA TGACACCCCT ATAGGATTGC TGCAAGGATT 

41001 AAGTGTGATA AT AT AT AT AA AACTCTTAGC ACAAACACCT GGCTCACAGG 

41051 AATAGTAGCT ACTACCATAA TGGTAACTTC GAGGGCAAGT TTTCTCAGAG 

41101 TTATTTAGCC CTCCTTCACC CTGTGTCCAG GAGTGCAGAT CAGAATGGTC 

41151 AGATTCCAGG ACACCAAGTT TTCTGTGGGA GCTTCCCTAG GAATATAACT 

41201 AAGGAATTTA AATCAGGTTC AGCTCATGCT GTTACACTCT CTTCCTCCAC 

41251 TCAGGCATTG GGTGTGGCTT TTCCAAGCTT GAGAAGGGTG TGATCTGAGA 

41301 TGGGCTTGGG TATAGAGGGG AATTATATTT AGGTCTACCC TGTATAGGAA 

41351 AAAGTGCCTT CCCAAAGTCT CCCTGGCCTA AAGTATAAGA GATATGTGTT 

41401 GGGATTTAGA CCCAGAGCCC AAGCCAATAA TGGGACCCCC TTCTCACATG 

41451 TGGCTACCTC CTGCTATCAC CACAACAGCT ATCATACCCA TAACTACAAC 

41501 AGAGGCCAAT TAACGTGGTG ATAATTGACA AATGTCAAGA CATCCTACAT 

41551 TGAGGCACAC TGTGCGTTTT GCGTGAGCTT TTAAATTGGT AGGGAAGGAA 

41601 AACTTTTATA CCTACACCTA TCATGGAAGG CAGAAGGTAA GAGCTAAAAT 

41651 AAAGGTATGC CAAGAACAAA GGCAGGAAAG AAGGGTTTTA ACAACTTGAG 

41701 GCCTGATCCA TTGATTAGTG AAGAGGAAAC ATGTTCAAAA ACCACTCTAT 

41751 AACCACCTTC TCCAAGTTTT TTATAATTTT GCTTCTTCGG ATATCTTCTC 

41801 ATCATAGTCT TAAATGCCAT CAAATTAACT GAAAAATGCT AAAAATGCAA 

41851 CCACTCTAAG AGAATGGGTT AGATGGGAGA TGGCTTTGTT AAAGAAGTCG 

41901 GTCTTAAAGC AAAAGTAGGG CTTTGTCATG GTAGTATGGA AGGAAGGACA 

41951 TTTTTGGTCA AGAGAAGAAA GTGCAGGGCC TGTTGAGGAA GGAATGAGTA 

42001 GTAAAATATG GCTAGAACAG GGTGCAGAGG GGAAGAACTT CAGAGAATGA 

42051 CCAAATAAAC AGGCTGAAAG GTGTAGACAT TATAGGCAAT AAAGCAACCA 

42101 CAGAGGTTTC TAAGCCATAG GGTGACATGA TAGATCTGTA TTCTAGAAAA 

42151 GTTAGTTTTG CAGCAGTTGT GTCCATTGAA AGGGACAGGA TAAGGGAGAT 

42201 AGATAAGAAG ACATGCTATG ATGATAACTA GATTTGGATA CCAAGTGGTA 

42251 TGGTGGAAAG GAATGAGAGA ACAGGGTCAC AGATGAATGA CTGCCCAATT 

42301 TCAATCCATC ATAACAGGAT GTATAGGATT GCCCTTAAGT AAGATGGGGA 

42351 ATCCAAAAAC GAGGAACAAG TTTGTAAGGT TTTGGGGGCC AATGATGAAT 

42401 TCCATTTGGG ACATGTTGCT TTGGATATAC CAATGGGACA TTCATGTGAA 

42451 AATGATCTCG GCAATCCTAT CCTGGAATTC AGGATAGGAT CAGAATGAGG 

42501 GACACAGTTT ATAAGGTAAA CAGAATGGAG GTGATATAGA AGATAAGGGC 

42551 ATAGATGAGC TTACCAAAGG GGAGAGTTTA GAATGAAAAG AAAAGACCAA 
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42601 AGGCTAAGCC TGTGCTATTC TTTCTCCTCA CAATACGCTT CAGACCTGGG 

42651 CACAAACCAT CAGTGAGTGT CATGATAACA CTACTGTGGG CAAATCCCCC 

42701 CTCTATAAGG GCCTGATTTC CTCCTCTATA AAATAGAGGG TTGAACAGGG 

42751 TGGTCCATAT CCTGTTAATT GTGTTTGGAG AGCACACAAC AAACCAGCTA 

42801 CTATCCAAAG GGGACATCCC GAGGCAGGAC TAAGCAAAGG AAATCCAGCA 

42851 CAGGGAAAAC ACTTTCTGGT GCTGGTCCCA GTTAGGCAGC GTTCAGTTTA 

42901 ACCCATCACC ATCACCATCA GTAGCTTTCA GCTGCTACTG ACCACACTTA 

42951 TAGGAAGAAA AACAATTAGA ATGGAGAGCT AACTCTTTGG AAATGGTCAA 

43001 AGAACACGGG TCTACAAAAC CGTCAATAAA GCGCTAAGAT GCCTGGGCGG 

43051 GGTCAAAAAG TCTACCTGGG CGGGGTCAAA AAGTCTACCT GCTCAGCATA 

43101 TGGGGCCCAG ACATCTGACC TTTACCAACT CCACAATAAC CACTTCATCT 

43151 ATGGATCCAG TCTTGGTATC ACCTAGTCGC TGTTTTCAAG TAACAGAATA 

43201 TTTGGTTCTC AATGGTAGGT GACTGGAATA CAGCTTACTT TCTCCCACCC 

43251 CTACCGCCAA TCCTTTCTGC CCCCTTATAG TTTAATTTGC TTGTAAATTA 

43301 CTTGGGAATA CATTTGGGAG CCATTATAGG GAAATAGAAG GCAGACATGA 

43351 TGAACAGAAT GCAGGGTGTT TTTTATTACT TCACATTGTG CTCAACAATT 

43401 AGGAGGAATT CTAGAAGCCC CTCCCAGTGG CCAGGAATTG GTCATAGCAT 

43451 GAATAAACTC AATATAGGTT GAGTATTCCT TACCCAAAAT GCTTGATACC 

43501 AGAAGTGTTT TTGGATTTTG GATTTTTTTT TTGAATATTT GCATTATATA 

43551 CTTACCAGTT CAGCATCCCT AATCCAAAAC TGAAATCTAA ACTGCTCCAA 

43601 TGAACATTTC CTTTGAGTGT CATATTGGCA CTCAAAAGGT TCCAATTTTG 

43651 GAGCATTTTC AATTTTGGGT TTTGGGATTA GGGATACTCA ACCAGTGGTA 

U 43701 GGTTTGGGAT GATATCAGCA TGCTAAGGTC AAAGAGACCT AGCTGGGAAG 

;,3 43751 GGTGGGAGGA ACATGGAATT TTCATTCTCT GGGCACCCCT TGAACAGTCT 

fl 43801 TACTATTAGG GCCCCAAATT TGTTCTAAGT GTGTGTGTGT GTGTGTGTGT 

^ 43851 GTGTGTGAGA GAGAGAGAGA GAGAGAGAGA GAATTTTCTT TCTTCCTTTA 

C3 43901 TATTCTAAGT TCCTCAGGAC AAAATTTTGG GTTTCTTTGT ATTCTCCCTG 

43951 CAGCTCCTCA TGTAGTTCTA AGCAAATAAA GGAATTCATT AGGTCCTTGA 

= Z 44001 TTTCAGAAGC CTCCCAGTTC TCTATGTAGG AGGAATCTTA GGGTGGCAAG 

esas 44051 ATAAGTTGAG GGACTTTTCT TCAAGCACAT TTCACAAGTA AGAGAAAATG 

%J 44101 TTGACTGTGT ATATCTAAGA ATGGGTGGGG CTCAATGATG CCCCCCTAAG 

« 44151 TTACTCTTTA CTATTATTGA TTGATTGATT GATTGATTGA AGAAGCAATG 

44201 TTTTGATTGA TTGAAGAAGT AATGTTTCCA ATGGCTACAG CAGACTGGAG 

s 44251 CAAAAGAACA AAATGAAAGA AAATACATTA GGCTTTCCAT TTCTTCTAAT 

f 2 44301 TCTGGGGCAT CTGATGAAGC TTTGGATCCC CCAAGGTAAG AGCTGGACTC 

44351 TGCTGGTGAA AACTCTTTAG GAAAAACAAA AGAATATTGT CAGAATCTGA 

|y 44401 TGCACCTTAG AAATGATGCA GCAGAACTGC TTTATTTTCT AAAAGGTGAA 

44451 ATGGAGACCC AGAGAAGCAA AGTGATTTGT T CAT GAT CAT ACAGCTATTC 

|,| 44501 AGTAAAGCCA GGACTTCTGT GATCCACTGT CCTTTCCTTA AACCAGTGGT 

'If 44551 TCTCAACCTT GGGAGCTTTA AAAAACTGCT AGTGTTGGAT CCATCTCAGA 

C3 44601 CTAATTAAAT CAGAACCCAT GGGGATGAGG CCCAGACATG AGTGGGTTTT 

l-s- 44651 TTGTTCTTTT TTAAAAAAAA GCTCCCTAGG AGATTTCTCA AAGAACTGAA 

s ~ 44701 AATAGAACTA CCATATGATC CAGCAATCCC ACTTTTGGGT ATCTACCCAA* 

44751 AGGAAGATAA ATTATTATAT AAAAAAGATA CCTGCACTCA AATATTTATT 

44801 GCAACACTAT CCACAGTAGC AAAAATATGG AATCAACCTA ACTGTCCATC 

44851 CATGGATGAC TGGATAAAGA AAATGTGTAT ATATACACAC ACAATGGAAT 

44901 ACTATTCATT CGTAAAAAAG AACAAAGTCT GTCTTTTGCA GCAATATGGA 

44951 AGGAACTGGA AGCCATTCTC TTAAGTGAAG CAACTCAGAA ACAGAAAGGC 

45001 AAATTCCACA TGTTCTCACT TACAATTGGG AGCTAAATAA TGCATATGCA 

45051 TGGGCACAGA GTGTGGAATA AT AG AC AT TG GAGACTCGGA AGGGTGGGGG 

45101 GAATGGGAGA GGGTCAATGA TGAAAAATTA CTTAATGAGT ACAACGTACA 

45151 TTATTTGGGT GATGAATACA CTAAAAGCCC ACACTTTACC ACTATGCAAT 

45201 ATGGCCATGT AACAAAATTG CCCTTACACC CCTTAAATTT ATACAAATAA 

45251 AAATAAATAA ATAAAAGCTC CTTAGGGCTG AGAACTACTG CTCCTGTCCT 

45301 ATGGGTCCCC AGCTTTATTT TAACTCAAAA TGAGTTTAGA AAAATTTATG 

45351 AACCCATTTA AAAATATTTA TTGAGTATCT CCTGTGTGCA AGGCACTGTG 

45401 TTATGTTAAG TGGCTGAAGG GAAATTAGAC TGGGGAAAAA GACAAGGTCA 

45451 TGGCCTAGGT TTCAAACTAA TATAAAAGAC ATAACAAATA AGAAAGGATG 

45501 CCACCTTCTT CCAACCCTCA TCCCTCTTCC TTTTGACAGT TGCAGATGTT 

45551 GCTAATTCAT TTTGGCACCC TTTTTCTCTG ACCCAAATAT AGTCTTATAA 

45601 ACCTTTTCAA CCCACGGCTC TAGGCAAGTA TCACCTTTTG CTCTTTTGGC 

45651 ACCAGATCTC TTGAACACTA TTTACTGGTT TTGGAAAGAT TATACATGTA 

45701 TGTCTGGAGT TGAATGACTG AACAGAGCAA TAATAAGAGT TAAAGCAAGA 

45751 AAGACAGGCC TACAGGAGAT GGCAGAGGGT CTTGCCTGTC AGGCATTGAT 

45801 TTTGAACTTC ATTGCATAGG CAATCAAGAA CTATTGAAGT TTTTGCACAA 

45851 AAGACTATAG ATGAGATTAA CCTGGTTACC GTAAAGGACA AAGTGATTGC 

45901 AGGTAGAATG AGGCCAGCTT CATAAATGAA T CATC AG GAT ATGAGAAGCA 

45951 AGGGCTTGAA CATGAGAGGC CATAGTGGGA ATGGAGGGAA AGGGACAATG 

4 6001 TGAGAAGCAG TGAAGGAGAA GGGCTGATTG AGTAAAGCAG TGGAGAAGAC 

4 6051 AGTGAAAGAT GTCAGATGAC TACCATGTTT GGCGACTGAG TGAGGGAAGA 

4 6101 GGTGGTGATG ATATTACTGA AG AG AG AG GC AAGGGGTGGT CACTGGATTT 
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46151 AGAGCAGACA TTATCAACTT GTGGTGTCCA GACATTTCAC CCTGGGAGAA 

46201 ACCTGTTCTG AAGTGGCTTC AGCATCTCTG AGGTCAGATT CCTAGTTCTA 

46251 CTATTTTTCT ACTGACTGAA ATGGAAATCG AGTAGGCAAG GCTTTTGATT 

46301 TGTCTCAGTG GTCTCTTCTG TAAAATGGGG GTGTTTATAT CCATAGTCTT 

46351 ATCACAGGGC TATTTGGGGG ATTAAGTAAG ACAAGTGTGG CAGAGCTTTG 

46401 TAAACTGTAA TACACTGTGT ACAATTGGAT AATTATGGAT TCTTCTGACT 

46451 CATCCACATG GATGTCTGCT GACCCTGGGG GACCGGAGCC TGGGAGGGAG 

4 6501 GCCAGACCTG GAAATGGAAA CTTGAAAATG TTCTCTGTAG AAAAGATAAT 

4 6551 TAACATTTGA GGATGGTTAA GTCCTCTTAA ATAGATGTCA GAAAAAATGG 

46601 AGGTCATGTA GACAGAATGT TGGATAACAC TACTTTGTAA AATATTTTAT 

46651 CTTATTTCCA TTATAAAAGA AAAAAAGCTG GGCTGGGCAC GGTGGCTCAC 

46701 GCCTGTAATC CCAGCACTTT GGGAGACTGA GGCGGGTGGA TTACCTGAGG 

46751 TCGGGAGTTC AAGACCAGCC TGGCCAACGT GGTGAAACCC TGTCTCTACT 

46801 GAAAATAGAA AAATTAGCCG GGTGTGGTGA CAGGTGCCTG TAATCCTAGC 

46851 TACTCGGGAG GCTGAGGCCG GAGAATTGCT TGAACCCAGG AGGTGGAGGT 

46901 TGCAGTGAGC CAAGATTGCA CCATTGCACT CCAGCCTGGG CGACAAGAGT 

46951 GAAACTCCAT CTCAGAAAAA AAAAAAAAAT AGACAGGAAA ATAAAAAAAG 

47001 CCACCTCACA TAGTCTACTA CCACCAAACA CATC ATT AAC ATTATATTTC 

47051 TTTATTCCAT GCTCTTTGTT TTTAATATAA ACAATTACTT TTAAGGGAAA 

47101 ATGAGAAAAG GAGAGAGTGA TAAGACTTTA TTTTAAAAGG TGGAATAATT 

47151 CTAACCATGG AGAGTATTTA TAAATTTTTT TTTTTTGAGA CAGAGTCTCG 

47201 CTCTGTCACC CAGGGTGGAG TGCAATGGCG TGATCTCAGC TCACTGCAAC 

47251 CTCCACCTCC CGGGTTCAAG CAATTCTCCT GCCTCAGCCT CCTGAGTAGC 

47301 TGGGATTACA GGCAACCGCC ACCATGCCCT GCCAATTTTT TTTTTTTTTT 

47351 TTTTTTTGGA GATGGAGTCT TGCTGTGTCG CCCCAGGCTG GAGTGCAGTG 

47401 GCATGATCTT GGCTCACTGC AAGCTCCGCC TCCTGGGTTC ACGCCATTCT 

47451 CCTGCCTCAG CCTCCCAAGT AGCTGGGACT ACAGGCGCCC GCCACCGCAC 

47501 CCAGCTAATT TTTGTATTTT TAGTAGAGAC AGGGTTTCAT TATGTTGGCC 

47551 AGGCTGGTCT TCAACTCCTG GCCTCAAGCA ATCCTCCTGC CTCAGCCTCC 

47601 CAAAGTGCTG GAATTACAGG TGTGAGCCAC CGTGCCAGGC CCATAAAATA 

47651 TTTTTTATAG ACAAGTGAGA GCAGAAATCA CAGGTTCTTA TGAGCAGGAA 

47701 AATTTTGAAG GTCATCTACT CTGAACGTTT TTTTGTTTGT TTGTTTGTTG 

47751 TTGTTGTTTG TTTGTTTTTG CTTAGTTTAC AT T TAT T AAA TACCCGTTAT 

47801 GGTCCAGGCC CTTGGCTAAG CGCCATCCAT GCAATATATC ACAAGATATG 

47851 CCCAGCAATC CTAGGAGGTA GGGTTTATTA CTACCCATCG TACAGAGGAG 

47901 GAAACTGAGT CATAGAGTTT TAGTGTCCTG ATCCTGGTCA CAGAGCCAGG 

47951 AAGTGGCAGA GCAGGCCAGG CCAAGTCTGT CTGACATCAG AGCTCATCAG 

48001 AGCCCTCCCC ATTGTCCTTG AACCAGTAAA GATGGAGTTC TTCTACAGGG 

48051 GTGGTTGGGG GACAAGGACC CCATGGGTGT GTCTGAGTCA GAAACATCTG 

48101 CGAGTGGGCT GAGAAATGAG TCTTCTGTGA AAAAGAGCAA AAGAAAAAAT 

48151 GGGTCAGGAG CCAATAATCA TTGTCCATCT TTGTGTGAAT GTATGGTGTG 

48201 GGAGTGGGAG CAATAAACGA TTCTAAGGTC ACACAGAAAA GATGCCACCT 

48251 TCTCCAATCA CATACCGCCC CTCGTCCCCC AGTTTTCTCT GAAATAGCTC 

48301 TTCTTTTGGC TCTATCCTGG CTTCTTCACA CAGGGGTGTC CAGTCATCTC 

48351 ATCCTGGTGG GACAGGGATA GAGCTGTGGC AGTGGAGATG AGGAAGCTCG 

48401 CCTCCTAAGT GAGTCTGAAT TCTTAAATAT GGAGCCACTC CATAATCATT 

48451 TGGAGTGAAT ATTGGGCCAT GGCCCTTTTT CTTGCCAGCT GAGCTATGAA 

48501 AAAAGGATGT CCTAAGACCA GAGGCTGTGG GACCATTCCC AGCCCCTGCA 

48551 GGAATCAAAG GAGCTGACAG AATTGTTTGT TTGTTTTTTT CACAAATTGA 

48601 AAAAAAAAAT GTAAAATTTT TGAAAAGAAA GCCTCATTGA AAAGAAATCC 

48651 CTCTCCCCAG CTGGGCTCCC AGGCAGCCTC CTGCAGAACA TCCTTAGCAT 

48701 TGCAGAGTTG TTCCCATGGC AACCGAGTAA GGGGCTTTTT GTTTTCCTTA 

48751 GAAGATTGAA TCCTTTCAAC CAGAAGGTAA CCACTGGTTC TTCCCCACAA 

48801 TCCACACTCC AAACCCCCTA CCCTTATTTG ACTACATGAC TAGTTTTGCA 

48851 TTTATGGATT TTTTTATGCC TAATTGAAAA AGGCTAAATA TACAGAAACT 

48901 GAGGCTGAAG TGGTTTAAGG AGGCAACTGG CCCAGTGGTT TCTCAGCAAC 

48951 CACATGTCAA AGCTGTGGAC GTTAGACTTG ACGAGAGCAA GACATATCAG 

49001 AATCTGTAGC AGGAGCATCT AGTCTCCCAG TTCAATAGTG TCCACAAAAG 

49051 AAATCCAGAG GTTTTTGAAG CAAGGAATTT GGGTGGCACT GCTGTGAGAA 

49101 ACAATCACCT GGCTCCTCCA TGGGGCATAG AGTGGAGATG CTTCTTCAAA 

49151 TACCCCTTCC TTTCCAAGGC CATGACTCAG AATGACTGGC GTAGGGAGCC 

49201 TGGACCTGAT CTCTTCAAGG AAGGGGAATC AGATGAGCTG TTTAATCTCT 

49251 CTTGTAAAAT GAGGGGTTAT GAGACCATAG GCTCATTTTG GGGGGGGTCT 

49301 AAAATGCAGT ATTTTTTGAA CTGATATGGG GAAAAAAAGA CATTTCTGAA 

49351 TTGTTGTCAT GTTGCAGATT CTGGGCCGTT CCAGCATAAG CACCTTTCTT 

49401 AGAGTACTTG GCTTTGTGAA GTAGTCCTTA TCCCCTCCTT CCACTATTTT 

49451 ACATCAAGTT AAAATAGAGG AAGATGCCTA GAAATGGCCG TATAGACAGA 

49501 GAAAACTGCA CTAAAACTCC CTCCGTCATG CCTGACTCCT CTCTAGACTA 

49551 TGACCATCGA GGGGCCAGAA ATCATATCTT AAAGATCACT GTGCCTCCAG 

49601 TACCCAGCAC GGTGTTTAAT AAATGTTTGT TGAATGAACG AACTAGTAAA 

49651 ATTTTCAAAT CATTAGAGCT GAAGTATCCT TTAAGATTCT TTAGTCCCTC 
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49701 ATTTTACAGA TAAGGAAGCT AAGGCTCAAG ACATTGTGTG GCTTGGCCAA 

49751 AGGCACACAG CAAGCTAAAG GCAGAGGGAG GACAGGACCC GGCTGTCTCA 

49801 ACCCCCTGGC TGCTACACTT CCTGCAGCAT TTCTAATTCT TTTACCATTC 

49851 TTGCGAGGGA TTTTACAGGC ATGTACTGCT AGAGCCGAAA TAATTAGAAG 

49901 CCTCTTACTA CTCATCAGAA AAGCTATGTG AGCCCCTAGG GAG G AC AC AG 

49951 CTAGCCTAGA CTCTGCCTCT TTGCCCTCTG CTGCTTATTA GCAGAATGTA 

50001 AGTGGTTGTG TATGATGATT AGTGTAAGTA GGATGGGCAA ATGCACACCT 

50051 TTCCCACCTT CAAACTCAGA AGTTGTAACC AAGAGTCACA CTGACTAAAC 

50101 ACTCCAATTT CCCTTTCTGT TTTTCTTAAC ATATGTCCTA TTTTACCAAT 

50151 AATAGCCATG GTATATTAGT CATGGTATTT CACGCTAGCT GCAGAAATAA 

50201 CTTCCAAATC TCATTGGCTT ACTCAGTGAA AGTTTATTTC TTACTCATAT 

50251 AAAGTTGAAT GTCCTGGTCA GGCAGTTATC TAAGCCACAA CTTGGGGATG 

50301 GGGATGCAGG CAGCTTCCAT CGTATTGGCT CCACCATTCA GGGATGGCAG 

50351 AGTTGCTCTG GCATAATCCA ACCAATAGAG GGGGGAGGTT TGGCACTTGT 

50401 CAGTTAACCA CCTAGCCTAG CATTGACACA CACCACTTCT ACATACACTC 

50451 CCCTAGTCAT CATTCAGTCA TGTGGCCCAA CCTAGATGCA AAGGCATCTG 

50501 GGAAATGTAG CCCCTATCTG GTCAGCAACA ACTTTGCACT TGGAAGGGGA 

50551 GCCTGAATCG TTATTGGTCT CCAACACATG TAACTAGCAA TTATACAGAA 

50601 CGTTATTTGT CAGGCAATGT GCCAAGAATT ATTTCATTTA ATCTTCACAA 

50651 CAATCCTATG AGGTTATTGT CCTCTTTAAC GTATAGATGA AAAAGTTGAT 

50701 GGTAGAGATA TAACTTAACT AATGCAAAGT TGCATAAGTG GTTGGTAGCA 

50751 AATCCAAAAT TCAGGCTGTT CTCTCCAGAG CTCAGGCTCA TGATTGCTGC 

50801 ATTCTACTGC TTTGAGCTTC T GAT CT GAGA AAATGCATCA GCCACTAAGT 

50851 AGCCTGTGTA GTCTCCAGCA ATTACTTTCC TCCCTCTGGA TCTTGGTTTC 

50901 ATTCTCTGCA AAGTGAGGAT GTTTAACTGG ATAAAATCTG ATGTCACCTG 

50951 CCAGCTGGGA CATCATATGA TTCTCAGGGT AAGCATATCA GGTGGGTGGG 

51001 GTCCCCAGTG ATGCTTGACC ATAGCAAAGC CCTTTCAAAG GTTTCTTAGC 

51051 ACACCACATA AATGGAAGCC TCACAGTGTC CATGTAGGAG AAAGCAGGGC 

51101 AAAGTATTTC CATTTACCCA ACAAAGAAAT CAACATATAG TAAAAAGAGA 

51151 GTGTTTTCCC ACCAAGGCCT CAGATTGACT AGCGGTAGCC TTGGAAATAG 

51201 GACTTTATTT TGTATAGTAC TTTTGCCACC AGGGTGGGGG GGAAAAGAGT 

51251 GCTTCTTTGC CCCAAATGCT GGTTTCATAA AACCTAAAGA TGTCACATGG 

51301 AAACACACCA TTCCCCCAAT CCCCCTCAAA AAACTACTTG CACTTAAATG 

51351 AAAGAGTAAA GCTGTAGGAC TTTACTGAGC AGTGTCCTGT GGGGTCCTTG 

51401 CACTGCCATG CTCTTGAGGG GCTCGAGGTG TATGAATTCC CCAGCATTAC 

51451 TTCTCCTTAG AGGTTTCAGA TGAGCAGTAT GAGCTCCAAA CTCATGCTAG 

51501 ACCCAAGTAT TTCATGAAAG AACAATCCTT GAATGACTTT ATACAGCAAA 

51551 GCTATATTTC ACTGTGTCCT AGAAAACCAA TTGTGTGTGT TTGTGTGTGT 

51601 GTGTACAACT GCTTGTGTTC TTTCTACCTA TGTCCCCCTG ATGCCTCCAC 

51651 ACAGAACATC CCAAACTCCA TTTCAGGTTC CTCTTGAGAT TCCCAAACTT 

51701 GGAAACAGGA GATGCTTCAA AGGCCTCTTG GAATGTCTTT TGAGGCTTTA 

51751 TATTGTGATA TGTTGGACAG ATGGTTAAGA AACAGAAGAA GAGCATCACC 

51801 AAAAGGATTT CTCATTTTAT GTGGAGATCT ATTAATATTT GCCACTAGCA 

51851 AAGGCATTCT TTCTTGGGAA TGAATTATGC CCCTAGAATC AGATTGACCC 

51901 CACAGAAACA AGGGAGAATA AATAGAGACT TGAGCTTAGA CCTTACAACA 

51951 TGGCCAGAGC TGAAAAGGCT GAGCTCTAGG CAGAGAAGAT GCAAGAGCAG 

52001 CTTCAGAAGA CCTGAGAGCT TATTTGGGTA GGTTCCTCTG GTGTAAAGGG 

52051 TTCTTGTTCA CGTTTTCTTC CAGAATAAGA AAAGAACGCA AGGTGTCAGA 

52101 GGGTGGATGG AAACAGGGTA TAAAGCAGGA GCATTTGGAA TCTGCCCTTT 

52151 GTAGCCTGGC CCAGAGAGCG TCAGGCAGCT TGTTGGGTAA TAAGTAACAC 

52201 TGGCATTTTT CCCATGGTTC TGTCATCTTA AAGAGCAGGA TACATAAAGG 

52251 GATTCAGATG TCTTGTTGGT TTGGAGAAGC TTCTTTTTAA TACCTTGTTT 

52301 TAAAATTTAC CTGGAATTTA TTTTAATCAG GTGTGGTAAG ATGCACAGAC 

52351 ATGGAGATGA CAGTCATGAA GGAAGAAGTA TTTATACTCA CAGATCCCTG 

52401 TAAATAGGAA GCATGGCCTC CATGCAGGCC AATGGGGAAG CACCAGGGTC 

52451 AGCCGCAAGG CAGAAGGAGC AAGAGGAAAA CATGGACAAG AGGCTCTACT 

52501 GTGGATTCAG TGGCAAAGAA TGGGAGGGGC AGAGTAAGCA GGTTTAGGAT 

52551 TATCGGGTTT GAATGACTTG ATTGAGCTGT AGGGTGTAGA GACTGCCTCT 

52601 ACTGTCTGGC ACCAGGGGTA ATTAGGGCAG CTGGATAGTG GTCTGGAGTG 

52651 TGAGAGCTCC CTAAAGGAGG TGGTTGGAGG TGTAGGTTTT GGATTGGTTG 

52701 ATCTGTATAT GAAAGGTGCA CGTGCAGGTT GAGTCCTCTA CTATCACTAG 

52751 AAATTGGCTG GTCCCAGGAG AAGTAGTCTC TCTAGAGACA GCAATGCCCC 

52801 AGATGTCAAA GCATCAGAAA ATACAGAAAA AAAATTAAAA GCATGATTAA 

52851 TTCATACTCA CAGGTCTAGT TTTTGTGTAG TTAAGAGCAA CCTAAAGAAG 

52901 TTGATAACTC GTGTTGCAGG TCAGGTTTCC CAGAAATCAT ATTCTCAGAT 

52951 GAAGATTTGC ATGAAGGAGG TTTAATGCTC AAACTAAGCC CTAAGGCTCC 

53001 ATACCTGTGG AGGAAGTGAA AGAAGCCCAA CTGGGCACAG AAGGTGGAAC 

53051 ACAATGCCAG TCACACAAAG ACCTCAGTGG ATCCTGGGCC ATGAGGAGCT 

53101 CTAAGCACAG ATGACCCTTC AGAAATGTCT CCAAGTGGGG AAAGGAATCA 

53151 TGCTAGTCAC TGGATGTGGG CTTCCCACTC CACCCCATGA GGGCATGACC 

53201 TTAAGTGAGA GAGCTCTTTG GACACAGGGC ATCCTAAGAG GGGCACTCAG 
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53251 CAGCCACATT GGGCACCAAG ACTCTCAGCA 
53301 TCCCAAAGGG GAATCTGGGC TGCACACCTT 
53351 GTAGGCTGAA TCCCAGGCAG GGATCCCCTG 
53401 AAAAAATCAA GCTATGTGTC TGAGGCTATG 
53451 CTGCTAGGAA AAGCCACCAA ACCAGATTGG 
53501 TGAGAATCAC ACTCAGATGT TGTTGATAAT 
53551 CTATTGGTAT GCTTGTGATA TAGCAGTACC 
53601 GAGAATCCAA TCTGCATCAT TTTCTTTCTC 
53651 AGAGGTTCGG CTGTGCCCCT TTAAACCTTC 
53701 TTCAAATGGA GAAGCAGCAG CCCTGTCAGA 
53751 TTTTGTGAGA GGAGGAAAAC TTACTGGGAA 
53801 CATGAAGGCA TACCACTGCT TCCTCTGACC 
53851 ACATACTGTT GTACCTGAGA ACCAATGATG 
53901 ACCTTAAAGG CCTGGGCCTG CTTTGACAGG 
53951 CTGTTAGCCA GCTCTCACTG CATCTGGAAG 
54001 AAGTTCTCAA ACTGTGCTTC CTGCTGGGCT 
54051 ACCCTGCACA CAAACGTGCA C AC AC AT AC A 
54101 CACACACAGT GTTCTCAATG CTCGCCATTT 
54151 GTGTAGTATC TGGTTCCACC CCTGGCCTCT 
54201 TGGGAGCGGG GAGGAGAGTC AGGAAGACCC 
54251 CCCCAGCCAC CCCGGCCCAG GCTACATCCA 
54301 CTCTCTGAGC TTTCAGCACT ACCTCCCTTT 
54351 TTCTCTTTCT TCTCATCATC TCCTGTTGCA 
%J 54401 CTTTGAGAAA CTTGGGCCTG GCATTGGAAG 

fa 54451 TAAATGAGTG GAGGGAGGGA CGGTCTGGGA 

J- 54501 AGGACCTCCG CTTCTTCCCT TCTCACATGA 

l w : 54551 ATCTACAGGT GTTTAAGCTG GAATGTGCCT 

a * 54 601 CCTTTCATTT TGCAGATCTG AGGCCTAGAA 

~o 54 651 GGTCACAGTT GACAGAATTG CTCAGTGAAA 

54701 GCCCATGTGG CCACTGGCTG TGTGCTCAGC 
-■4 54751 TTAATTTGTG CCACCCACTT TTCAGGCTCC 

=» 54801 CTCCTACTGT GCTTCCCATC GTCCCTCTCC 

54851 AATAAGAGCA CCTGATATGT GTCAGGCCTT 
3 54901 CTAAGTACTT CCTATGAATT TTCCATTTAT 

£3 54951 AGTTAGAGCC ATTATTCCAG AAGGGAAAAC 

;\; 55001 CAAAGAATTT GGGCTTTTAA CCATTACACT 

55051 AATGAAAAGG CTGCTATCCG GAATCATCTT 
M 55101 GCACTTTATC AGAAGAAGGG GGCTCCTTCC 

| ,j 55151 AGTGGGGAAG AAAAGATGAC TGAATCCAAA 

"I'f 55201 TCGAGTGCCA AGTGCGCTGC GCTGGGGTCT 

Is* 55251 CTTCCCAAGT GCTTCCTGGA ATTCTCTCCT 

|& 55301 TCATCTTAGG AAAGAAGGGT AAAGATCTAC 

55351 ATCCTTAGAG CACTACCATT TTCAGAATCT 
55401 TTATCTCTGT GTAGGGAATT ATTGGTCGTG 
55451 ACACTCGTCT GTCAGCCCCA CCTGGCTCTG 
55501 CCCTGCCTGG TCACGGGAGA GGAAGAGACA 
55551 CTCTGTGGAG CACGCGCTCT CTCCCACCCA 
55601 GGAACCTGCA CATTTGAGTC TCCTCAGAGC 
55651 GGTCTGGCTT TCCTCTCAGG TAGCACAGTC 
55701 TCTTGCTTGG TATGATAATG CGTTTAGTTG 
55751 GTCGATGATG ATCTCTAGGC CAATTTAAAG 
55801 ATTGCCAGAG GAGGGCAGGG ATGGGGGCAG 
55851 GTGCTTTTGA AACCAACCTC CAACAATTTC 
55901 TGAATTTTCA GGGCAGAAAT TGGACAATGC 
55951 TATGTGAGAG CTGGGTTCAC CTTCTTGCAG 
56001 CTGTTGCAGG TAGTGAAAAT ATGACTAGGC 
56051 ATTCCCAGCT CAGCCAAAAG CCCTTAGTGT 
56101 CCCTATCCAT TTCCTTACCT GCAAATGAGA 
56151 AATGTCCCTT TCAACTCTAA AATCCTAGAT 
56201 GCTGAAGCCC AGCACTGTAA GATGTCAGGT 
56251 CTTCCTGCTC AAATTATTTC TTCCACCCAA 
56301 ACACAACCTT GCAGGCCCAT CTAAGTATCC 
56351 TACAAATTTT CTTGGGGAAG AAGGTAAAAG 
56401 TGAATGCCAT GTAGGGAGGG CATGGTTTGA 
56451 TTCATGAGAC TTATTCTCAA ATCTTCAGAG 
56501 TGGGAACATC AGGAAAAAAA AAATGTCCCC 
56551 CTGCTGGTTC TGATTTGACC TTGAACTTGC 
56601 ATGTGACCTA ATGAAATACT TTAAAACTTG 
56651 GTGGCTCTCT GAACCAATTT TAAGCAATCC 
56701 GATTTAGCCT GTGGTTATAG TGTTAACAAT 
56751 TAATCTCTCT TTCCCTTTAG CAGGATCATT 




GCTAGAAGAA GAAGGTATAG 
AGTATCCATT AGAACTGGAA 
GAGAACACAG GTAATTTTTT 
TGGTAAGACA TCTCAGTTTT 
CTTATTCATG TTGAAAAGTC 
TCTGCTTGGA TAAAATTTAT 
ATTGCTAAAA ATTCCATGCG 
AATGATTTGT TTTTAAAGGC 
TGTGCAAGTG CCAGCTTCCT 
AAGGGTGGCT GGAGCTCCCC 
TTACCTGTTC GAGAGCCACA 
TTCCAGCCGG TATATTAATG 
AAGTGGGTGA TGTGCCTGGC 
GGAGATGATA CACAACATGG 
CACCATGTTC CTTAGAGCCA 
CCACAGATCC TTCCCGTTCC 
CACACACACA CACACACACA 
AGTTAGTATG CACCAAATAT 
CAGACAATTA TTAGTATTTT 
AAGCGCCATA TTTATTATTT 
AGTTCAAAGT CTATGACCCC 
GTGGGGGAGG GGGGTGCCAA 
AAATAAAAGC CTAGGCATTC 
GCGTCTGACA AAGGCTTTGT 
GATACTTTTT CAGGTGGCAT 
GAAGGAAGAT TTTTCTAGAA 
CAGACATCAT CTGGTTGGAC 
AGATTTGGTA ACTTGCCCCA 
AGTCCAGCAT AAATACCCCA 
TAGTGAGGCA CACTTACTTC 
CTTAGGACAG CCTCCACCTG 
TCAGGCACAG GCTGAGGAGT 
ACTGTGTGCT AGGAATTGTG 
TCTTTATAAT AACTTTGTAA 
CGAGGCAATG GGAGTCAAAG 
ATTTTGCACA AGTAGCCAGT 
TGCAAAAGGT AATTTCTTTA 
TCAAATTCTG AGGGAAGAGA 
GCTCGGGCAG GGAAAGCACA 
AGTCCTGACT CAGCCGCCAT 
CTCGTGGGGC CTCAGCTCCT 
AGACAAATTG ATCTTTAAGT 
AGGATTCTAT ATCCTTCCAA 
TCTCCTGATT AGGGAGCCGG 
CAAAGTCCCT TGTGTATCTG 
AGGAAACACC ACCGCTCCGA 
CACACCCGCT CAGGAGAGGA 
CTCTGCAGAC TCCCAGCAGG 
ATGCTGTAAA CTCATTTGGG 
AAGGGTTATA TAATTGCAGA 
TCAAAGCTAT TTTTAATGGA 
GGAGGAGAGA TGGTTAGAGA 
AGCCATTGCA TTTCCGAACC 
CAATTAAATC AGAGCAGGTG 
CTACAGTTTT ATTTTGAATA 
TGAATAAGAG ATCTCAGTCT 
GTCCTTGATC AAGTTACTTC 
AGCTTGAACC AAACTATCCT 
GATCCTCAGA TGTCAACAGT 
GGTCCGCAGA GGGTGAGGCT 
GACTCCTCAG TTACCTCTGT 
AATAACCTGG GGCTTTAGTT 
GGATCTAGCT TTCTGGGTTA 
GTTAGTCCTG GTGCTGGGAG 
AAGAAAATTC CGTGAACACC 
TAGGCTACTG TCAGGTTAGG 
TATAATTGAA CAAGATAAGC 
TAGCTTCCTT CAGCACAGAA 
TGGCTCTATC TGTGCATGTT 
TTAGTGATTC ACCTCATTTT 
TTCTCTGTGT TAAGGGATCA 
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56801 


ACATTGAGGT 


AAGAATGGCT 




56851 


CTTTATAAAT 


AAAAGAAGAT 




56901 


CTAATACACT 


TAGCAAATGC 




56951 


GCCAGTTCTA 


GATACAATCA 




57001 


TGGATTGCAT 


ATGTGACGGT 




57051 


GCTGTGCCTT 


TTCTAGGTCT 




57101 


TTGTGTTCCA 


ATTGCCTACA 




57151 


TTGTAACCTA 


GGAGCAATAG 




57201 


GCTATACCAC 


TTAGGTCTGG 




57251 


ATGAAACTTC 


CTAATGACAA 




57301 


GAGGCATGAC 


AGTACTATAT 




57351 


GTGGACACAA 


AGACCAATGT 




57401 


AAGTCCACCC 


AGAACCTCAG 




57451 


GAATACAATT 


TTATTTAGAA 




57501 


ATGAGGTCAT 


ACCAGAGTAA 




57551 


CCTTGTAAGA 


AAAGGAAAAG 




57601 


AACAGAGACA 


AAGACTGGAG 




57651 


GATTGCCAGG 


AGCCACCAGA 




57701 


CTGGGGCCTT 


CAGAGACAGG 




57751 


TTTAGCCTTC 


AGAACTGTGA 




57801 


CAGTTGGTGG 


TACTTTGTTA 


n 

% S3 


57851 


TGTCTGGGAA 


GCCCATGAGA 


57901 


TTGGCTCGTC 


TACAGCCCAT 


%'2 


57951 


TGACAGGAAG 


CTGTGAAACC 




58001 


CCTGGTCCCA 


CCTAGACTGT 


58051 


TCACTGACTG 


CCTAGTACGT 




58101 


CCTTTCTCAT 


GCATGGCCCC 




58151 


GTGATTTATT 


CCGAGACACT 


as. 


58201 


GGAAGGCATG 


TAACTCTTGC 




58251 


TTCTCTGGCA 


ACCTCAGGGA 


! t £ 


58301 


GCGAGACTCA 


GTCTCTCCCT 




58351 


GTATCTTTCT 


ACAAGCAGGT 




58401 


GAGGGAACAT 


GCCTCTACCC 


£ 


58451 


CCCAAGCTGA 


CTGACAAATC 


C3 


58501 


CCATTTTCCT 


GTACTTACTC 


S : 3 


58551 


TCTTTCAGCC 


TTTGTGCCCT 


58601 


ACTACCTGTC 


AAAATCAGGG 




58651 


TTGCCATCAT 


CTCCACTGTC 


IU 


58701 


TTTCCCAAAT 


GTTTTCGCAT 




58751 


AGAGCTGAGA 


AGGGTAACAA 


58801 


GACATCACAG 


AAAGTAAGTT 


M 


58851 


TTCTTTGTAT 


TTTTATTATC 




58901 


ATTTCTACAT 


TGGTCATATC 




58951 


AACAAATAAT 


AATAGTTTAC 




59001 


GCTTCAAATT 


CAACATGGCC 




59051 


AT CAT TAT CG 


CCATTTTAAA 




59101 


TTATTATAGT 


TGGGATAGGC 




59151 


GGACTGTCAT 


GGCAGCTTAA 




59201 


AT CATC AG AG 


AAATGCAAAT 




59251 


AGTTAAAATG 


GCTTTTAGCC 




59301 


GGTGTGAAGA 


AAACGGAGCT 




59351 


GTACAACCAC 


CAGGGAAAAC 




59401 


TGAGCTACCG 


TGTGATCCAC 




59451 


AGAGGAAATC 


AGTATATGAA 




59501 


ACGCCTGTAA 


TCCCAGCACT 




59551 


TCAGGAGATC 


GAGACCATCT 




59601 


AAAAATACAA 


AAAATTAGCC 




59651 


CTACTCGGAA 


GGCTGAGGCA 




59701 


TTTCAGTGAG 


CCGAGATAGC 




59751 


GAGACTCTGT 


CTCAAAAAAA 




59801 


TCTCATGTTT 


GCAGCAGCAC 




59851 


CTAAGTGCCC 


ATCAACAGAT 




59901 


ACAATGGAGT 


ACTATTCAAT 




59951 


AACAACATGG 


ATGGAACTGG 




60001 


CACAGAAAGA 


AAAACATCTT 




60051 


GCAAAACAGT 


TGAACCTATG 




60101 


GGCTGGGAAG 


GGTGGTGGGG 




60151 


GTACAAAAAC 


AGAAAGAATG 




60201 


GGTGACTATA 


GTAAATAATA 




60251 


TATAACTAAA 


TTGTTTGCAA 




60301 


ATGCCATTAT 


TCATGATGTG 




AAATAATAGC ATCTTCTGGA ATACAAATGA 
AAAAGGAAGA AGTAGGATGA TTTCTCAGCT 
CATATGCTTT CTCCTGCGTG TACTGGTCAG 
TGCGCTGCAT AATGATGTTT TGGTCAACAG 
AGTCCTTTAA GATTATAATA CCATATTTTT 
AGATATGTTT AGATACACAC ATACTTACCA 
GTTTCCAGTA CAGTAACCTG TTGTACAGGT 
GCTATACCAT ACAGCCTAGG TGTGTAGTAG 
GTAAGTACAC TCTATGATGT TTTCACAGTG 
ATTTCTCAGA ATGTATCCCA GTTGTTAAGT 
CTCAAGACTG TCCCCAAGCT GAAGTCTCCA 
ATTTAGTTGA ATCGTGGACC CCAAAAGTTC 
AATACAAGTT CAAGTCCACC CAGAACCTCA 
ATAGGGTCTT TGCAAATGTA GTAAGTTAAG 
AGTGGGCCCT AAATCCAATA TGACTAGCAT 
GAACACAGAC AGGGGAGAAG GCCATGTGAG 
TGAGGCATCT ACAAGACAGG GAACACCAAG 
AGCTAGGAAG AAGCAAGGAA GCATCCTCTT 
ATGGCCCTGC TGACACCATT GTTTCAAATG 
GACAATAAAT GTATATTGTT TCAAACCATC 
TAGGAAACTA ATACATTCAG GATGGAGAGG 
ACAAATGGAA AGAGCCAGAA GCCCTCAACC 
TTTCTTCATT CCCGCATCCA GGCTTTGAGA 
TGTGAATTGT CTCCACCGCA AATCCTGCTC 
CAGGGTTGTG TGGCAAGGCT TTCATGCCTC 
CCCCTCAATG ACTGGTCCAC ATCTTTCTCA 
AGATCCACCC CAGTGCCTCG TCCTCAAGAG 
GATGAGAGCA CTGTCCTTCC TGTGTCTGAG 
TTATCTTCAC CTGTGCTCTA GATCCTGACC 
CCTTGCACCA TCCATTCTTC TCGCCTAATG 
CTCCCTTTCC ACTCTCCCTT GCCATTCTTA 
CTTCCAAAGT ACTGCTTGAG GTCTGAGTTG 
TACTAAAAAG AGAAATTCCT CTGCAGAAGA 
CCTTTACTGC AACTGCAGCT CTAGCTCCCA 
TCCTGCTCAG GTTCCCTGGC ATTGCTGATG 
GGCCCCTTTC CTCCTCTCCC CTCATCTAGC 
ACTTACTTTA AAATTTATCC CAAATTATCA 
ACCTTATCAT ATGTTTGAAT AGCGTTTCCA 
GCACTTTCTC AATTGAGCCT TACGAATCCT 
TTTATGAGTC CTTTGACAAA TGTGGAAACT 
GCCAGCCGAT ATGTCACTGT CTTCAAACTC 
TCCCATTATA TTCTGCCTCT TGTAATGATT 
TTTCCTTCTG TACTGATCTT CGCTTATGAT 
CTTTGCATCA CACTTGATGG TTTACAAAAT 
CTTGATCCTG AAGATATTTA TCACTTAAGA 
ATACAAATTT ATTACTTGGG CTAAATTTTC 
CTTCATCCAT AGGGTGAGTG CAGTATTTGT 
ACATTTAGTA CTTGAAAATC TGATGCATTG 
CAAAACTACA AT GAG AT ATT ATTTCACCCC 
AAAAGACAGG CAATAATGAA TGCTGACGAG 
TTCATACACT GTTGGTGAGG ATGTAAATTA 
AGTTTGGAGG TTCCTCAAAA AACTAAAAAT 
CAATCCCACT GCTGGGTATG TACCCAAAAG 
AGAGGTATCT GCAGCCGGGC GCGGTGGCTC 
TTGGGAGGCC GAGGCAGGCA GATCATGAGG 
TGGCTAACAC GGTAAAACCC CGTCTCTACT 
AGGCGCGGTG GCGGGCACCT GTATTTCCAG 
GGAGAATGGC ATGAACCTGG GAGGCGTAAC 
ACCACTGCAG TCTGGCCTGG GCGAAAGAGC 
AAAAAAAAAA AAAGAAAGAG GTATCTGCAC 
TGTTCACAAT AGCTAAGATT TGGAAGCAAC 
GAATGGATAA AGAAAATGTG GTACATATAT 
AAAAAAAAAG AATGAGATCC AGTCATTAGC 
AGATCATTGT GTTAAGTGAA ATAAGCCAGG 
ATGTTCTTAC TTATTTGTGG GATCTAAAAA 
GACATAGAGA GTAGAAGGAT GGTTACCAGA 
GGCTTAGGGG GAGGGTGGGA TGGTTAACTG 
AATAAGGCCT ACTATTTGAT AGCACATCAG 
ACGTAGCTGT ACATTTTTAA AAAACTTGAG 
CTCAATGGAC AAATGCTTGA GGGGATGAAT 
CTTATTTCAC ATTGCATGCC TCTGTCAAAA 
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60351 CATCATATGT ACCCAATAAA TATATACAAC TACTACATAC CCACAAAAAT 

60401 TAAAAGTAAA AAAAAAAATT AAGAAAATAA AAGAACAAAA GTAGATGTAT 

60451 TCTACATGTC TCCATATTGT AAAACTAGAA CCAGTCAGTT AACTTTAGAG 

60501 GAAGGGGATT GTGGACTTGA TATAAAGACA ACTTTATAAT ATGCAGAGCA 

60551 GCCTAATCCT ACAATTGTCA AAAAGTATAG TGGATTCTTT ATTTATTTGT 

60601 CCATGATATT ATAGAGGTCA TTTCTGCTTT AACAAGTAGG TGGGAGATAG 

60651 CTAGGTAGGA TATATTTTGT TCTTATTTTT TATTTTAAAA TATTGGGCTG 

60701 TGGCTGGACA TGGTGGCTGA AACCTGTAAT CTCAGCACTT TGGGAGGCTG 

60751 AGGCAGGCAG ATCACCTCAG GTTAGGACTT TTCGAGACCA GCTTGGCCAA 

60801 TATGGTGAAA CCCCATCCCT ACCAAAAATA CAAAAATTAG CCAGTTGTGG 

60851 TGGCATGCAC TGTAGTCTCA GCTCCTTGGG AGGCTGAGGC AGGAGAATTG 

60901 CTTGAACATA GGAGGTGGAG GTTGCAGTGA ACTGAGATTA CGCCACTGCA 

60951 CTCCAGACTG GGAAACAGAG TGAGACTCTG TTTTATATAT AT AT AT AT AT 

61001 ACACACACGT AC AT AT AC AT GT AT AT AT AT AC AC ATT ATT ATTGAAAGCA 

61051 GCCAAAGAAA AATAACACAT TATATATAGA GAAAGAGCAA ATGATGAGTG 

61101 ACTTTATATG TATATATATG TGTGTGTGTA TATATATAAT GTGTATATAT 

61151 ATACATATAT ATATATAGGT TAAGAACCTT CAGCACATGT ATACCTATGT 

61201 AACAAACCTG CATGTTCAGC ACATGTATCC CAGAACTTAA AGTGAAAAAA 

61251 AAAAAAAAGA ACCTTCTGCA TGCCAGTAAC TGTGCTAAGT GATTAGGATG 

61301 CAATGGTAAT AAAAACAAAG TCCCTCTCCT TAAAGAATTT TCTATTTAGA 

61351 AGGGAAAACT GGTAAATAAA AAATAAATAT ATAAATTACA ATTTGTGAAA 

61401 AGTGCTACAC ATGAAAGAGT GCTGAGACAG ACATCAATGG ATAAACTTTA 

61451 GATTGAGAAG GGCTCTGACA AAGCAACATT TAAGGTGCAA CCTGAGAGAA 

\J 61501 TAGAAGTTAA ACAGGCAGAT ATTGGTGAAA GAGCAGTCTA GGCAGAGGGA 

61551 ACATCATTTG CAAAGGCCCA GGGTAAAGAA GATCCTGGTA AGGAAATGAC 

61601 AGTGGAAGAA GGTTAGTGTA GCAGGACTGT GGCTAGGGCG GAGAGGCAGG 

61651 GAAGTAGTTT AGAATTTCAA TGCAATAGGA AATATGGAAG ATTGAAGGCA 

_Z 61701 GTTTTGCATT ATAAAATAAT ATGATTGCTA TTTTAAAGCT ACTTTATCTA 

~Z 61751 AGGATGGAAG ATTCTTAAAT AAACTTGTGT ATACTTGGAC CACACCACCA 

61801 TGAGCAGCAG CTGCTCTAAT TCAGAGCAGT CCTCCTGCCA AACGCTGTGT 

Hj 61851 GAGACAAAGC TCTGATTCAT AAAGGGGCAT TTTTCTCTGG GAGAAAACCA 

« 61901 GTGATCCATC TGTAGAAGTA CCTGAGTCTA AGGGGAGACG AAGCAGCAAA 

61951 AGAAATTGGC TTGTGAGGAC AGGGACATTG TAAGAATGAA AAGAGGAAGG 

£ 62001 GAGGTGCTGA GCCCTTTTTC TTTTTTCTTT TTCATTTTTC TTTTTTTTTT 

fl 62051 TTTTTGAGAC GGAGTCTTGC TTTGTCGCCC AGGCTGGAGT GCAGTGGCGT 

62101 AATCTCAGCT CAGTGCAACC TCCGGCTCCC GGGTTAAAGC GATTCTCCTG 

62151 CCTCAGCCTC CCAAGTAGCT GGGACTACAG GCCCTTTTTC TTAATCCACA 

I* 62201 ACCTTCAGTT GGATTTTGCA AATGAGTCTG TCTTCACTGT TTCCATTCAG 

§ : g 62251 TGGCTGGAGA CAACTTGGAA GAGAATCTCA GAAATAACTC TGGCTGCTCA 

62301 CCCAGTTGTT TGTAAATTTT TATTGAGACT CTACTGTGTG CCAGGCTGTA 

62351 CCAGGCACTC AGATATGACA GTGAATGAGA TAGGCAACAT CTTTGCCATT 

jU 62401 GGAGAGCCTA CACTGAAGTG GACATGAGGG AGTTGAAAGC AACTCTTATA 

62451 GGAAATCATG GTAAAGACGT CCAAGAGAAG AAAGATGAAG GGCAAACACA 

62501 TGCACGGATG CCAAACATCT ATCAGAGAGA AAGGAATTTT CAGACCTGAC 

62551 CTGAATGATG AAAGGAGGTT TTTGGAAAGG AAAATAGAAG GGAAGGACAA 

62601 GGGAAATTAT CTGGGCAGCA ATATTTATCT GCTGTGGTGC TTCACTCTCT 

62651 CTCTAATCCT TTTCCACCCC AGCCCCAAAT TTGAAAGGAT TGCAGGGAGC 

62701 TCCTGCTGGA GTCATTTCTG GTATTAAAAA TGTACAGAAA GGAAAGCTTT 

62751 GGTTCTGAGT TTGCAGGCTT CCCTGTCTTT CATTCCTATT GTAGAAAGCA 

62801 GCTTATATAA AAAGATGTGC TGTGTGGCCC TTTGAGCTGC TGTGATTGTG 

62851 TTAGGACCCC ACTGGATGGT ATTCGCATGA ATTAATCTAC TGTAGCATCT 

62901 CTACAAATCA AGAGGCTGGC TTCTGTTTGA AATGTCCCAA GGCTTTGTGC 

62951 ACAGGGCAAG CTAAATGTCT CCCTACAGTG AGACTGAAAA TGCCTTGGGT 

63001 GCCCTTGTCG ATAGGATCTG ATATATAGAT GCATGTCTAC AATTGCACAG 

63051 TGGCTGCTGG CAACATTTAT TACAATCTGA ATGTGAAATG GCTATTCTGT 

63101 TCAAGGATTC TGATAAAAAG TATCAGCCAC AGTAGATGTA TAAGGAGCCT 

63151 GGTTTCACTG CAACTGACTA CAGTTATCTG ATTTTTTTTT TCTAGTTCAT 

63201 TTTTAGTCTG TGGAGCAAAC AGAGATTTCC TCCCCAAATG ATGTCCTTTC 

63251 TCAGTCACCA GGGTGTGGTT ATTTGGTTTT ATGTAGAGGA GATAGAAACC 

63301 AATCAGTCTA AATCATATTC TGTTGAAATC AGAACCAAAG GATCCACAAT 

63351 CTGGCTCCAA TCTAACTTTC CAGCCTCAAC TCCTACCTGT TCTTTGTTAC 

63401 TCTTACCCCT CTAAACCACT TGTGGGATCC TGAACTTGTA ACCTGTGCTC 

63451 AGACTGGTGC TTTTGCACTT CTCTGATGGG AAAGATTTCT CTCATCTTTT 

63501 ATGATTCAGC TGAAGTTTCA ATGCTTCTGA AATTTTTTCC TGCTCCTGCT 

63551 GGAGAGCTTG TTTCTTCTGG ATTCCCATAG GTCAGGTCCT GTGTTTGGCA 

63601 TTGGGATACA AAGCCAAGTA ACATAGCATC CATATTCTCA AATCCTCACA 

63651 ATTTGGTAGG AATATAGACA AGTAAATACA CCCTGTGCAA CCTTTTGTAA 

63701 CAGAGGTATA AAAGGGTATG AAATAAAGAA TTTAATCAAA TCAAATTGAA 

63751 TATGGGCTTC AACTCTGAGA TCTTCTTCCA TGATGAGGTT CCCAGTTTAC 

63801 TCTAGTGAGG TCATGATTCC ATACTGGCAC TCTTCTAGGC ACATAAGGCT 

63851 CTATCCTATT ATTAAATAAA GATTATTACC ATTCTCACTG CAAGCAGCAG 
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CAACCTGACA 
GTGTGAACTT 
ATTCTTCACT 
AAAACTTAGA 
TATTTTCTTT 
AGGGGTTGCA 
TGCGTCTTTT 
AATAAAAGTG 
ATATGTTTTC 
TCAGTCTATT 
TTTTTTAAAC 
TTGAAATGAT 
CACATTTATT 
ATCCTACTTG 
ATCTGATACT 
TGGTCTGCAA 
CAAGGTCAGG 
TCTTCTGAAA 
CAACAGAATA 
AGGTTTTTGA 
CTATCTTACC 
CCCATGTCAT 
TTCCTATATT 
TCTCACTTTT 
TTTATTTTAT 
CCAGGTTGGA 
CCAGGTTCAC 
AGGCACCAGC 
GGGTTTCACC 
CACCTGCCTC 
GCCTGGCCGA 
TGGCTTTGAT 
TCTTATCTTT 
CATTTTTTTT 
ACCTTTCTTC 
AAGCACTGCC 
TCTTTTATTC 
TAGGCTGTTT 
CAGATACCTT 
TATATACATT 
AGAGATAAGA 
AATAATAGAC 
ATGTGTCTAA 
TAAAGAGAGA 
ATCTTGGTGA 
CATTGGGTAT 
TTAGATTGTC 
GACAAGGATG 
CTCTTTAGTT 
AACACATACA 
TTATTTATGC 
GTCTTTTTAA 
ATTTGCATAG 
CTTTATACTT 
TGATTATTTT 
TTATCAATAC 
CCCATCTTTT 
GTTATTTTTT 
ATATATCTTT 
ATACTTACCA 
TAGAAGAAGC 
CTATTGTTTC 
AGTGTTATAA 
TAGAAAAATA 
GCTTTCTTTT 
ATTTGGTGTC 
TTCTCTATTT 
AAATATATTT 
ACTCTTGGGT 
ATTGATTATT 
GTTTCAAGAT 



CCATCATCAT 
TCTAAACCAA 
TTCCAAAGGT 
TCCAATTTAC 
TCTCATAAAA 
AAATAAATTT 
TTCTTGTTTT 
GTAAGAATGG 
TGTCAGTTTT 
ATTATTTCAG 
CATGAATGAG 
CATATCGTTT 
GATTTTTCAA 
GTCATCGATG 
ATTTTGTTAA 
TTTTTTTTTC 
TAAGCTTCAC 
GAATTTATGC 
TACCAGAGAA 
TAAATAATGC 
TTGTGACAAT 
CTGAGTTGTT 
AGCCTTTGAA 
TTAAAGAAGT 
TTTATTTTTT 
GTGCAGTGGC 
GCCATTCTCC 
CACCATGCCC 
ACGTTAGCCA 
GGCCTCCCAA 
GGTTTACCAA 
AATTTTTCCT 
ATTCTTTTCT 
TCTGGCTTCT 
TTTTCTAAAT 
TTAGCTGTAT 
AATATATTCT 
AGAAATATGT 
ACTATTATTG 
ATAAAGTTTC 
AGATAAGAAT 
GAATTGATTC 
TAACAGAGTC 
AATGGCCAAT 
ACATTCCTTG 
AAAATTCTAT 
TATATCCTAA 
TTAACAACCT 
CTGTCAGTTT 
TTCATGATTG 
AATGTCCCTA 
CTGATATGAA 
TTTATATTTT 
AAGTCCATGT 
TACTCCTTTC 
AGTTGGAGTT 
GTTGTTGTTC 
TTTTGTATTC 
GTATTATTTT 
CAGACAATTT 
TTGCAGCAGT 
CGTATGTATT 
TCTTTTTCCA 
CATATAACAT 
CATTCTTACC 
ATTTCCATTA 
CCATGTATCT 
TAATTGGACA 
TTCATTGTCT 
TGCTCTTTCT 
ATTTTTCTCT 



CATAAAATAA 
CATTGTATGA 
GCCTCTAAAT 
AG AT ATT AAA 
TAAAAAAAGT 
TATTTATCCA 
ACTGCACTGG 
ACATTCTTGC 
TCATAGATGC 
TATGTTATTC 
TTTGAATTTT 
TGCTTTCTAA 
ATGTGAAGCA 
TGTTATCCTT 
GTATTTGTGG 
TTGTAAGGTT 
AAAGTAAGTC 
AACGTTGAAA 
ACTATTTGGA 
AATTTCTTTA 
TCTGATGAAT 
AAACTTACTA 
TGTCTATAAG 
CTTGCTAGAG 
CTTATTTGAG 
TCGATCTCGG 
TGCCTCAGCC 
GGCTAATTTT 
GGATGGTCTC 
AGTGCTGGGA 
GTTTATTAAT 
ATTTTTTATC 
TCCTTCTCTT 
TGAGATAGAA 
AAGTGCATTT 
CTCACAAATT 
AATTTTTCTT 
AGTTAGTTTC 
ATTTCTAATT 
AGCCTTTTGA 
ATTACCAGCG 
ATCAAGAATA 
TCAAATTATA 
CCCACAATCT 
TGCTCTTGAA 
ATATGACAAT 
GTTTTGTAGA 
ACAGCTATGA 
TGTTCCATGT 
TTGTATCTTC 
TTTATCTCTG 
TGTAGCCACT 
TCCATTATCT 
CTTGTAGACA 
TGACAATTTC 
AAATCTACCG 
CTCATTTCCT 
CATTTTAATT 
TTATTGTTTG 
AGAAATCATA 
CTATGTCCCT 
ACATCACGTA 
AATCCTTGTG 
TTTATTCTTA 
TGTTTCAGTC 
GCATTTCAGT 
TAAAATATCT 
TAGAAATCTA 
TCTGATTTCT 
CTATACACAA 
TTATCTGTGG 



GTAAAACNAG 
GATAATTACT 
ACTAAGATTT 
TTTGGTCCAT 
ATGTGAGAAT 
GATGTGAGAT 
TTAGGACCTC 
TTTGTTTCCA 
CTTTTATCAG 
AGTTTATTAT 
GTCATTCCTT 
AGCTTCTAAT 
AATTTAAATT 
TTTGTATGCT 
TGTCTTTTCA 
TTTGTAAGGG 
AAGAAGTATT 
TTATTTGTTT 
CTTAGAGCTT 
ATACATAGTA 
TGTGTTTTTC 
CAACAAAGTC 
ATCTGTCCTG 
GTTTACCAAT 
ACAGAGTCTC 
CTCACTGCAA 
TCCCGAGCAG 
TTGTATTTTT 
GATCTCCTGA 
TTACAGGCGT 
CTTTTCAAAG 
TACATTATAC 
CACTTTGGGT 
GCTGAGATCA 
AAACTTACAC 
TTGATATTGT 
GTGATTTCTT 
CAAATATTCG 
TAATTCTGCT 
AATGTATTAA 
ATAAGTAGGG 
TACAACAATC 
TGAAACAAAA 
TTATCTTTAT 
AAGAAAGTGT 
GAGGTGATTG 
ATTATTTCAT 
TTGTGGAATT 
AATTTGAAAC 
CTGATGAATT 
GTCATATTCT 
TCATCCTTTT 
TATATTCACA 
GTATGCAGTT 
TGCCTTTCCA 
TCTTGTTATT 
TGTTTATTAC 
CCTCAATTGG 
CTCTAGGGAT 
TTGTACCACT 
TTACACTCCC 
CATTGTAAAA 
TGAATTAAAA 
CCTACATACT 
TTATCTGTAA 
GCAGAACTTC 
TTATTTTGCC 
GGTTGGCAGT 
GTTGTTTATG 
TGTATTATTT 
TTATCAACAC 



AGTTAATTAA 
CATAAAAATG 
CAGTTACAAT 
TTTCCAAGAA 
ATTAGCACAA 
AAGAGGCACA 
TAGTATGTTG 
GTTTGCTTTA 
ACTGATTAAT 
TTCATAATAA 
TATGTATCTG 
ATGGTTTAAT 
CATGGCATAA 
TCTGGGTTCA 
TGAGAGATGT 
TTTAAGAAAG 
TTCACCTTTA 
CAGAGATGGT 
CCTTGGGGGA 
CTTATATTTT 
AAGAAGTTTG 
TTTGATAATA 
ATGTTCCCTC 
TTTATTTTGT 
GCTTTGTCGC 
GCTCTGCCTC 
CTGGGACTAC 
AGTAGAGACG 
CCTTGTGATC 
GAGCCACCGC 
GACTACATTT 
TGATTCCAAT 
TTAATTTGTT 
TTGATTTTGA 
ATTTCCCTTT 
CTTTTCATTG 
CTTTGGCCCA 
AAGACTTTCA 
ACAATCCAAG 
GAATATTACC 
ATATTTCATA 
ATAAATGTGT 
CTGACAGAAC 
CAGGTGATTT 
ATTCTGTAGT 
ATAAAATTAT 
GAATTACTAT 
GGCTATTTCT 
TCTGTTATTA 
GGTTCCGTTA 
TTATCTTGAA 
TATGCTTACC 
CTATTTATCC 
AATTGTGTCT 
TATAATATGC 
TGTCACATCT 
CTTCTTTTCA 
CTTTATAGCT 
AGCAATATGT 
TCACATAAAA 
ATTCTTTGTG 
TCCACAATAG 
ATTTTATGAG 
TACCAGTTCT 
ACCCGTTTTC 
TAGCAACATA 
TTCGTTTTTG 
TTTCTCTTAT 
AGGAAAAGTC 
TTCTTTGGCT 
TTTGATTATG 
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67451 ATGGCCTAAG TGGTATTATT GTTGTTTGTA TTTATTCCAC TTGGTGTTCC 
67501 TTGAGCTTCT AACTTCTGTG AGCTTTTTTT TTCTCAGCGA ATTTGGAAAA 
67551 ATTTAAGCCA ATTATTATAT AATTTTTCTT CTCCATTCTT TCTACTCTCT 
67 601 TTGGAACTCC AGTTGTACAT AGGTTAGACT GCATGACGTT GTCCCATAGA 
67 651 TCACTAAGAC TCTGTTCATT TTTCAATTTT TTTCTCTATG TTCTTCAGAT 
67701 TGGACAATTT ATCTTGATCT CTATTAATGT TCACTTATCC TTTATTATGC 
67751 CACCTTCAAT CTGATATTAA GGCCATTCAG ATCTAGAATT TCTATTAGGT 
67801 TATTATTTAT AGTATTAATT TCTCTGCTAA GATTTTTTGT CTGTTCATTC 
67851 ATTATGACCA CAATATTAGG TTCTTAAACA TATTTTAATA GCTGCTTTCA 
67901 AGTCCTTGTC AGTTAATTCC ATCTGAGTCA TCTTGGGGTT ATTTTCTATT 
67951 GAGTGATCTT TACCTTATCT GTCGGTCACA TTTTTTTCTG TTTCTTCACA 
68001 TGTCTAGTAA TTATTTATTG TTTGCTGTAT ATTGAAATGA AATATTATAA 
68051 ACAGTATCAA TTACATTATC TTCCTTTTAA GGGTATTGAG TTTTGTTCTG 
68101 GAAGTAGTTA AATTACTAGT AGAACTTTTT GTTCCTGTCA AACTTGATCT 
68151 TATTCTTTGT TACAGTGAGC CTATTTTAGT TTTAAAGTTA GTCCTAGGGT 
68201 ACAACTCTTG CTCTATTGTA TGCTCCTTAC TTCTATCACA TTTATTTCTA 
68251 TTGCCTGAGA TAGTCAATGA GTTCTCACCT GAGCAGGAAC TGCAACATTT 
68301 CTTGACATGG TCTTACCTAT GTATTCATCA TTCATCTCTC AGGCCTGTAA 
68351 GAAGAGATCT CTGTTGGGTC CTGTGGAATC TTGCTTGCAC TTGGACAGCT 
68401 CAGCCTTCAG CCAAAGACTT GCAGGAAAAC CCCATAGAAA CATCTGGGCC 
68451 CTCTCAATAT TTGATGTTTA GGAAGCTAAA CGTCAAGTAT AGCCTCCTTT 
68501 TCTAGGGACC CTATCTTGTG AATTTCACTC ACCTTAACAA CTCAGAACTC 
if 2 68551 TTATCTTCTG CCTTCTCAGG GGAGCTAAAC TGTCACTTTC TGTGGGCTCC 

m Z 68601 ATCTTCCTGC TCCACAATAG GAAAGTATCT GCAGAGAAAA GGCTGGACAA 

^ 68651 TTGTGTAGTA ATTGCTTCAC GCATTTCCCT TCTCTCAAAG ATTGTAAGTT 

68701 TGCACTGTTT GCTGTTCAAT ACCTGAAAAT GATTTCTACA AATTGTTTTT 
68751 CCAGTTTTAT GATTGTTTTC AATGGGAGAT CATTTCTAGT ACCAGTTCCT 
68801 CCATCATGGC CAGAGGTACA AGTTCAACTT GGATCATTTT AAAAATACAA 
68851 ACTGGGGCAT GTCACTTCCT GCCCCAAACC CCTTGGTAGC TTTCCATTGC 
,^ 68901 TCTTAGAATA ACTTTGTGAT CTACAACATC TTCTTCAAGG CCCCGCATGA 

^ j 68951 TACAAATTCT GGCTATTTCT CTAGTTTCTT ATTGCACCAC CTTGTCCCTC 

2 69001 ATCCACCTTT TTTTTAGTCT TCTCTCTTTC TTTGAACTTC TACCACCAGG 

s» 69051 TTTTTTCACA CGTTCTTCTT TCCCCATTAA CAATGATCCA CCATTCTCTT 

69101 TCTTTATCCA CTGTTACTCA TCCTCATAAC TGAAACATCA TTTCCTAAGG 
~ m 69151 ATGGCCATTC CTGGTTCAGT CAGTCTATAT TTCATCCCCC ATCACATACT 

l-i 69201 CTTGTTTTAC CCTATATTTT TCCTTCAAAG CACTTATTTA AGTTGTAATT 

|J 69251 ATGTGTTGTT TATTTTATGT CTGTCTGCCC TCACAGAATC CACAGTCCAG 

l± 69301 GAGAACAGAA ATCCTGCCTC TTTTATTTAT ACCACATCCA CAGTATTATT 

f~ 69351 AGTGCCTGTC ACCTAGTAGG TATGCAGTAT GTACCTATTG AATAAATGAA 

|U 69401 TTGACTTCTG TCTTTTAGAT CGTCTACTCA TTTTATCATT GATGACAAAC 

69451 ATAATACCTT ACATTCGTGT AGTCTTTTTC ACTCCTCAAA GAGGATTTTC 
69501 TGCATAGCTC CTCTGAGCCT CACAAAACCC TTTAAGGAAG ATTGTGAATA 
69551 TTATCAGATA AAGATTGTGA GACACAGAAA AGCCAGATGA TTTGGCAATG 
69601 CTCATAGTAC CAGAGGCAGA AATACAGCTA GAACAGTCTC CTGGCCTCTA 
69651 ATCAGGAGTT CTTTCCAGAA CACTGCTTCA TCTTCCATTC TCTTGGGTTC 
69701 TTTCTATCCT TACTTTATAG GGCAAAATGT GTGCAAAGTA TAATCCCTCT 
69751 TTTGCAATGT GTTTTTAGTT TTTCAGATTG GAATCATGTA GGCTTTTTAT 
69801 GCCCTTAATA AATATCAGTG AGCACAAAGG AAGTCCTGTG AGGGCTTATA 
69851 ATCATTTTGC TCCCATTAAT TCCAACACTG AGCAGTTTCC CCATTTCCAT 
69901 TCTTGGCCTT GTGAAGCTCT TTGCTATCCC TGTTAAAATC TAAAGTTGCT 
69951 TGAACCTTCT TATTGCAAAA ATGCATCTTA AACATTCTAA TACCTCTTTT 
70001 TTAAAAAACC AATAAAGACT ACGTCAAAAA TCAGCCATCA ATCGAGAAGC 
70051 CCTGCAGTCA TTTGTGTGCT GTTGTCCCTA AGTAGAAGTG AATGTGCTGA 
70101 GCTCTGCATT CCCCACCTAG CTCCTCTGTG ATCAGGGTGG ACATTCCCAG 
70151 GACAACTGGG CCGAGGCTGG AAACACCATC TGAATGTCTG ACCACACAAA 
70201 GTTGAGTGGC TGATCCAGGT TTAACCTTGA CCTCATCAGC ACCACCTTCT 
70251 AAGCAACACT TTGGCTCAGA AGCCCAGTTA TTTATTCCAA GGGATGATTG 
70301 AATGCAGTGC TAGTGTTTCT TCAGGGCTTT TGAACTCATT TATTTATCCA 
70351 GTCATTTATA AAAGATGAAG AGGAGAACAA GGTAGGCCAA AGTGGCTTTG 
70401 TACT ATT AAA GGCTGCTTGA TTTCTAAGTA CATGTTCTTT GCCACCTTTC 
70451 TGCCATTCCA CATTCTAGAA GCCATGGGTA AGTCAGCACA GGGATCTTAA 
70501 CATGATAACA TTGGTTTTAG GAGGTCTCGT GCATAATGGA CCAGACTTAG 
70551 AGCACAATGC TGTAAGGTAG TGATTTAGGT GAGCAGCAGA TTCTGGCTTT 
70601 AGGAGTTTAT TATCAGATGC TTTTTAAACG ACTTGTGGCC CAGGATCCCT 
70651 GCACCCATGG GAAGCATTGT AGCCTTAGAA CTCTGGGAAT TCTGAATATA 
70701 ATTCCTGAAT CAATCGTAAG GATGCATATC TGATGCTTAG TGCAAACCAA 
70751 GAGGCAGAAT ATTTGCAGGC AGTGTATCCT TGAAAAACAA ATCTAGGTCA 
70801 TTTTCCTGCC ATGCTTCAAG CTTACTTTTC CATCCTTCCT GATGGTAGTA 
70851 CTAACTACAT TTGTAGACCA TTTACGTGGT CAACACTGTG CTAAGCTGTT 
70901 AGCTTCATTC TCTATGAGAC AGGCACTCTT AGCCCAACTT TACAATTGGG 
70951 AAAACTGAGA CTCAATGAGA TAAAGTAAAT TCTTTACAGT CATTATGCTA 



few 
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71001 GTCCATGAAG GAGCTGCGAT TTGCAACTAA ATCTATCTGA TTCCACAGTC 

71051 TTTGCTTTTA ACCAGAGGTT AGCAAACTAC TTCTGTAAAG GGAAGACAGT 

71101 AGTTATCTTA ATCTTTGTGG GCAACATAGG GTCTCTGTAA CGTATTCTTC 

71151 TTTCTGTCAC AATCTTCTGG AATGTAAAAA ACATTTAAAA TTTACAAACC 

71201 TTACAAGAAC AGCTCATGGG CTAAATCGGA CCTGGATTTA GTCTGTGAAT 

71251 CATAGTTTGC TGACCCCGCT TTTTAACCAG TATGTACCCT CCTTCTCGGG 

71301 ATGTGAAAAA TTAGTGCAAT TGCAATGGAA AATAGCAAGA AAATGGTAAG 

71351 GGCCTGGAAG AGGCAGCAGG ATTACATCAG GTGCTATCCC TGCTCTGGTG 

71401 AGATGAAACT GGGGATCATT GAACCACCTG GCATTTGTTA AAGAGTTCTG 

71451 CTTTCCCTCT GAGATTCTTT CAGGAACCTC ACACCTCTAG CAGCCCGGAG 

71501 AACCGTGGGC TGCAAGGAAA TGCCTCCTCA AAGGAGTAGA AAACCTGCAG 

71551 GATAGAAATC ATCACATCTG TCTGGCTTTT CTCAACCTTT CTCTTCTGCA 

71601 CTTTCTTGGA TATAATCAAA GCACTACCAG GAACTCCAGA GTCGGCACCT 

71651 TTTCATTTTT GTGTTTTCAT TTAATTATTT CTCAGCTGCT AAGTGTTTGA 

71701 CTGTTTAAGG GACTCTAGTG GTAAATATTT GTCTTTAGCC TGGCAGAAGC 

71751 TGTGGTTTCC TTTGATGAGC TCACACGGTG TGGCTTTTAA GATGCTGCTG 

71801 ACCAGGACAG CTGACTGTCC CCAGTGGGTG CAGTCCCCAG CAGTGGGCTG 

71851 GACCCCTTCC AGAAAGCGCT GCTGGGCCAA GAGGCTTCCT CCAACTTCCC 

71901 GCTGCCCCCA TCTAACCAAC ACCTCAGTCT CTTCTCCACC TGCTTCCCTG 

71951 CCCTCTTCCT TTCCCTCGCA GACACTTTCT TCTGCCTGGC AAAAGGAATC 

72001 TTGTTTCCAT GGAAGCCTCA TTAAATCTGC ATCTTGCTCA GTTTGGGTTT 

72051 GATCACGGCT GCCAGAAGTA TTTTTAGCCC ATGCAGTTGC GTAATGAGAT 

72101 AGAGATTGGG GAAAGGGGGA GGTGACTGTA TAGGCAGAGG GTTTTTTTAA 

72151 AAAAAAGTGA GAAAGAGAAG GAAAACCTCT AAAGAAAAGA GTTTTATGGA 

72201 ATTGGAAGAA GGATGGAGCA CCTCTTTTGG GAGCATGAGG CTGGTGTTCT 

72251 CTGGTTAGCT CTTCCCACTG GAAGCCCATG GACACTTGCC ATAATACCTG 

72301 TCCTGGTCAC ATGTCAGGGG AACCTCTGAT CTCCCTTTCC ATGAGCTTAG 

72351 TTGGCCCAGC CAGGGTGACA CTTATGCTAG GGAGTGTGAT TGATGTTGCT 

72401 GCTTACAGAT TTCCCCTCCC ACAGACCTGA TGGGGCAGCC AGGATAGTGG 

72451 CAGAGAAGAA GACAGAGCAA TAGCAGGAAA GAGAGGACAA CACTAACACA 

72501 TTGGAGGTTT ATGTTCAAAG ACGGGATCTA GGGGGTCAGA GAAAGCACAC 

72551 CTACCATGTA ATTGGTGCTG GAATCTGATG CCAAGTGCAC CCTTGGCTTC 

72601 TGAGGTTCTG AGAACTCTTG CTTGTGCTTT TCAGCCAGAC TATGCCCTCA 

72651 CCTGCCCCTG TACTTTAAAG AGCTCTTTAG GCTGGAGTGG TTGTTTGCAT 

72701 TGGATTGTTG GAGTGTGTGT GCATGTTGTT GTGTTCTTGT ATTACAAGAC 

72751 AAAGAGATTA AAAAAAAACC ACATGCAGCT GTCACAGCTA ATGTTTATTG 

72801 AACTTTTACT ATGCCACATG GTGTTTTAAG CATTCTATAT GTGTTAACTC 

72851 ATTTTCCCTA ATTCTATGGA CTAGACACTT AAACAGTCTC CATTGTACAA 

72901 ACAAGGAAAC TGAGGCACAG AGAGGTTGGG AAACTCATTT GAGGTCCTCC 

72951 AGCTAATTAA TAGTGGAGCC AGGTTTTGTA CCCAGACAAC CTGATTTGAG 

73001 AATCTGCAGT CCTAGATTAG TAACGTGTTG TTGGCCTGTC ACACATTTTA 

73051 AATGACATTC TGTACACAGA ACCATTTATA GTAACTTTGT ATTGTTGAGC 

73101 TGAAAGCAGT CTGCAGATGT GCTGCTGGGA TTTCATTCAT CTTCAAAGAG 

73151 GTGTTTTTTT TTTTTTTTAA AGGAAAATGC TTTTCTGAGG GTGGTATCTA 

73201 AATTCATAAA AATCTTTACG ATCAAGATTT TCACAAATTT CATTCTGACT 

73251 CTGTTGCATT GCCCTTCTTC CCATATTCCC AGTTAGTTTG TATTGATTGC 

73301 TGCATCTCCC TTGAGCCCAT GGTCCCCCAC AACATTTCTT GCAGAACTGT 

73351 GTCCTGCCTT GACACTGTCA GGCAGCAGGA GCCTCTCTAG CGGCCAGCCC 

73401 ACAGTCCTGC AGCTCCTTCC TCAGGACGTT TAATTTCCCA CATTTCTATG 

73451 CAGTTACCTC ACAGAAGGAT GGCTACGAGG GCCTCACTTG GCTTGGCAAG 

73501 TTGGTCCCCT TTTTACTCAC AAGACTCTGT TTATCTCTTT GTTTATCTTT 

73551 GTTTATCTCT TTGTTGACCT GCCCCTCTTC AAGGCCTCAG TTTTCTCTGA 

73601 AGTTTACAGC TTCCCTCCTC ATCCCGCAAA AGACCAAAGT GGAAAAGATG 

73651 AAACCAGAAT CCACTGCAAG CCCCACCTGC CACAGCCTCT CCTCTAAATG 

73701 CATTCTCTGT TGTGTTTAGG ACTTGAGAAT GAAGAGGGAC ATGAATTGAG 

73751 GATTTGTTTA TTATTCTTTA CAATATCCCT GTGAGCTGAG TACTGTAAAT 

73801 ACCCCCATTT GATACATGAG TAAACTGAGG TGTGGAGTGA TAGAGGAATT 

73851 TGCTCAAGGT CACATAACTA GTAAGTGGGT GGAGCTGTGA TGTGAAACTG 

73901 GGCAGTCTGA TTCTGGGACC TGTGCTCTTA ATCACCAATC TATATTGCCT 

73951 CCTACTTGAA AACATCCAGG GAAAATGTTG AG AT AG AT C A GCTGAAATCT 

74001 TCTTGCACAG TAAAGCAGGG GCCACCTGTC CTGGAGTTAC ATTCATCTTG 

74051 TTCATTGTCA ACGATTTGTG TTCAGTGACA CCCTCTTCAG CCCAAGAACT 

74101 TACCTGGGTG CTGTGACAAT TGGACATGAC TAGGAACAAC CAGTGACATT 

74151 GTAGCCCATC CAAACACAGG GTAGGAAGTG GATGCTTGTC ACTCTCTTTT 

74201 GGTTATAAGA AGCAGGAACC CAGTAAAGGC ACCTTTTATA TATCTATAAA 

74251 GTTGAATATA TAAGATATAT GGGGGCCAGG CACAGTGGCT CACACCTGTA 

74301 ATCCGAACAT TTTGGGAGCC CAAAGCAGGT GGATCACCTG AGGTCAGGAG 

74351 TTCAAGACCA GCCTGACCAA CATGGTGAAA CCCCATCTTT ACTAAAAATA 

74401 CAAAAATTAG CTGGGCGTGG TGGCACACAC CTGTAGTCCC AGCTACTTGG 

74451 GAGGCTGAGG CAGGATACTT GCTTGAACCC GGGAGGTGGA GGTTGCAGTG 

74501 AGCAGAGATT GCGCCACTGC ACTCCAGCCT GGGTGACAGA GCGAGATTCC 
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74551 ACCTCAACGA AAAAAAAAAA GAAGATATAT GGGTATGTGT AGAACTCACA 
74 601 GAAGGGCAAA CAGGCCTTAA CAGGTGCTGA AAACAGGAAC TGGGAAGTTG 
74 651 CCAGTACCTT CCTGTCTTTT CCCCTGGAAC CAAACGGTTT CTTACTTGCT 
74701 TCTCTCTGCA CCTCTGTCTC ATTTCCCTCT CTCTTCAGAT GATTTTTCAT 
74751 TGTTGCATCA CACACATAGA AAAATCAGGA TCCACCCTCC CAAGTTTACA 
74801 TATCGTTGTT TCAGGCAGCC ATAGTATCCT TAAAACTCCA CATTCCAGGG 
74851 AGAAAGCTTG GGTCAAGGAT TCAGCCAAAG GGCAGCGAAA TGGAGTAAAG 
74901 ATGCAACTGC CAGGTCTATG GGCAGCAAGG AGGCCGGGAA GGAAGCCGCT 
74951 GTTGTGGTCC AAGTGACAAT TCAACAGCTC AAAGCATAAG TAAGTTGTGT 
75001 GCTTTTCACA GAT GG AG AAA CTGAGGCACA GAAGGAACCT GGCTGGGGTC 
75051 CAGGTCTCTG GCCTTTGTGT CAATGCTAGG TCACTGGATG TGGCGTCTGA 
75101 TTTCTACAGG AAATGTGGTT TCTCTACTTT GTCCCAGAGC CCACTCAGAG 
75151 CACTGGCTGG CCAGGGGGTC CTAGGGCCCT CTTAGGATAG TCTCAGGCCA 
75201 ACAGCCCCAG GACAGAAGCA ACCAAAGTGA AGTTATGAAA GAAAGCTCTT 
75251 TGCTGATCTG TCAATGGCAC CCTTGTAGAG CCAATACTTA GAACACCTGG 
75301 ATTTGAATAC TCATCTCCAA AACCTGTGTT CTTTCTACCA CGTGACAAGC 
75351 CCTTGTAAAC CTCACAACGT CTCTATGAGG TGAGCGCTTG CAGATCCACA 
75401 CTTTAGATAA GCAAATGGAG GCTCAGAGGG TAAGCAGCTA GTTCAAGGTT 
75451 ATGCACCTGA GCCAGGATGT GGACACAGCT CTGTGTCTGA TTCCTAAGGG 
75501 CCTGTGCTTT AGCCACTTTG CAATACTGCT GCTGTCTGCT TCATTTCCTC 
75551 ATCTGTCAGA TGGGAACGAT AATACTCAAC TCACATGGAT ACTGTATGAG 
75601 GAAAAACAGA TAAAAGAAGA GAAAGTGCTT TGAAAACATA AGCAGCCCTG 
75651 GCAGATGGGA ATTATTTTTG CTGCTGACAC ACATCCTCAG CCTTGAGGGC 
^ 75701 TCTGCTGAGC CATACCCAGC TCAGAGCTCT GGAGGCACCT CCTCCCCATC 

^3 75751 AACAGCAGGG GGGACATTCT GTCTTCATCC TGAGCAGGCT GACAAACTGA 

rfj 75801 ACCCCACTCC TCCCTCAATG TCCCCATGCT GGGAAGGAGT ATAGCTCATG 

*f 75851 CTGTGTTCTG TCTTGTTGCT GAGAGAATGC AGAACCCAGA ATTTGGGTCT 

U 75901 CAGCAGGTTG GGGAGAAAAG GAAATGTATT TCTTCCCCCA AGATTTCTTT 

75951 TTGAAATATT TTCATTTGTG GAATCAGATT GTGCATGCAA GTTTCTTCCA 
76001 GAAATGTAAG ACGTCGTAAT GATGGGAACT GTTGGTTTTA TAATTGAAGG 
~~ 76051 ATGGGAAAGG AAACTGATAT TTATGGAGCA CCTGTTCTAT ACCAGGCAGC 

%l 76101 TACCCAACCA TCAGCCATTG TTGCAATGTT ATGCAAGCTT TATTATCCAC 

c ~ 76151 ATTTCACAGT CTGAGTCTGA CTCAGCAATG TTGTGTTCTA TGTGCTAGTT 

76201 CCCACAGGTA GGTGGCTGCA GCGCTGGGAT TTGAACCCAT CTCCAAAGCC 
3 76251 TCCATCTTTC TACCACTGCC TCCCATTGGT GGGGAGGCCA TGGACTGGCT 

p 76301 GTCAGAGATG TCCTTTCCAG TCTAGCAGAC TAGGAAGCTG CTGGAAGCTA 

i"j 76351 CTTATGCAAA GGTCAGCAAG GAAGGAAACA GAGTCAGAAC TAGATGGGGC 

76401 TCCCCTGGCC ACTTTTCCAT GCTGGCCCAC ATGTCCGGCT AGCAGTCAAC 
f 1 ^ 76451 ATTGGGTCTT ATGCAGAGCC ACCTGTGTTC AATGGAAACA TCCTGGACAC 

I j 76501 TGCACAAACT AGTGGGAGCC TGTGAGGGAA CAGCCTGTCG GGTTCATTGA 

JI? 76551 GGTTCAGCCC AACTCATGAG CTAGGGCAGG TACCAGAGGG TGTGTTCCAC 

76601 CCAAATGGGG CAGGTAGGCA GGGGACACAG GCTCCATTTT CAT G AC C AAA 
76651 GACTGAGCAG AGAGGCTCTC TGAGCAGTGG CAGAATGGGA AGTGTCAAGA 
76701 AGCTTTGTTT GACAATTGAG TCAAGAGGAC AGAAAAGACA GAAAGCAGAC 
76751 ATCAGAGTTG GGAAGGCTCA CCCCAGCTCC TTGACAAAGG TGCATGAGGC 
76801 CAGTTCTTGA AGCAGTGACC CTGCCTTATG TCATGTGTTT ATCAAAGCCG 
76851 GCCCATCAGC CCTGAAGTGG CCTCTGTGTT TAGAAGAGGG CCTGACATGA 
76901 TTCTCTGAGA AAGGATTTGA CAACAACAAA GTGTTGCCGT ATGTGTTGTC 
7 6951 TCATCCCCTC AATAGTCCTG TGAGGTATGT GAGACAGGTG TTACTCTCTC 
77001 CACTTGGCAA ATAGGGAAAA GAGGGCCCAG AGAAGTGAAG CTGCTTTCCC 
77051 AGGACCACAC AGCTGGTAAA CAGTGTCCAT CTCAGCTGTT CTGTCTCCCA 
77101 CACCAAATAC CCTGTGCACC ACGCAAACAC AAAGACAACT GGACAACCAA 
77151 GTCATCTAAT GAGTATGCAT GCTATGGTCT CTCTCATTTT GTCTTTCAGG 
77201 GCTATACCCT AGGAGAGCTA ATCATTCTTG GTTAGATAAG AAATAGCCAA 
77251 CACTTCTGCA GCATGGTAGG CCAAATACCA CCAGAATAAA CTCAGACCCA 
77301 AAGAGATGCT CAGAATGTGT GGAGTTAATA CTTCACTATA CAGCTCTAAG 
77351 GTATAAGCCT TGTCCATCTG TCACATTATG ACATGTGCTT GCTCCCACCT 
77401 CAATTCCTGA TTCCACATTA CAACAAATAC AATTTCAGGC TTTGAACTAA 
77451 CAATGCCAAT GTTTCTGAAG CCCATATTAA ATGCCAAAAT CTGAGTCAGC 
77501 TACTGGAGGT AG AG AC AT G A ATAAGATGGT CCATATTATT TTAGAGGATT 
77551 CTTTGGTTGC AAAGGGCAGA CACCCAGCTT GAATTCACTT TGGAGAAATT 
77601 GGGATTTTTT TGGCTTGCAT AAGCAAAGCA TGAGAAAGAA AGTTCCAGGG 
77651 ATGATGAAAA CCAGGAATGC AAATGTCTCC AGAATTCTTT CTTTTTTCTT 
77701 TTAGGCCATC TTTTTTCTCT CAAACTGGTT CCCTCCACTG GGCTGGAGAC 
77751 GTTACTACCA GCAGCACTCA GACCCACATC TTCAGTTTAA ATGTTGGAAA 
77801 TGGACTGTCA GAGAACATTT AGGCCATTCA TTCTGTGGGA GAGATAGGCT 
77851 ATGTAAAAAG ATAGCCACTC CCATGTGAAC AATGTGGTTA GGATTAGAGG 
77901 CATGAATATA CCCCAAACCA GGGGTGTGGG AAGGAGGTTG ACACTCTAGG 
77951 TGATAATACC CAGACCTTAA GGAGCTTTCT GTCTAGAGGG AGGTATGGAC 
78001 ATGGACAAGT AATCAACAGC TACAAAGCAG AGCTGCCAGC TCTGCAACAC 
78051 AAGAGCCCTG AGAGGCATGA CAGGGGCAGG GTGGGGATCC ATGTGGGTCT 
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78101 GGATTGAAGT GAGGAGGGGC ATCAGGAAAG CATTCCAGGA GAGCTGAGGG 

78151 ACACTTGAGC ACACCCTCAA AGAATGACTG GGGGTCATGA GGTATACAAG 

78201 GGAGGAAGTG CACCCGAGAC AGAAACAATC ACATAAGCAA AAATGCAGAA 

78251 GAATATGAGG ATCGGGGAAG GGCAAGTAGC TCAGTAGTGT TGGAGGCCAA 

78301 GGGACACGAA GGAAGGTGAT AAAGCCCTGA TGTTAAGGAT AGAAAAATCA 

78351 AAGTCCTTTG AAAATCATGT GGAGTTAGGA TCTCAAGAAC CCTACAAGGA 

78401 TTTCTTTAGA ATAGAATCAA AGAAAAACAA AGTTTACAGT CTGTGAGGGT 

784 51 TGCATAGGAA GTAACGTGGT GAGAAATGTT GGCTTGAGAA CCACATATCC 

78501 ATAACACAAT GGTGTTTTAG AGGATTTGGG GGAAGGGAGA GAAAATCTCA 

78551 AATTGTCTCA GTAACTAATG AGCTTTCATG TACATTTAAA ATAGTAATAA 

78601 ATGCAATTGT GAGGATGATG GT GAG AT GAG CAAAATAATC CAGTTTGTAA 

78651 TTGTAGTTAT CAGGCTGGCA TATCCTGCAG GTCACACTTC TAAACATGAC 

78701 TTCGAAAAAT CAAAGATCAG CTAAGTTTGA AGTAAGTATT GAAAGAGGGA 

78751 GATTATGTTG CCTCAAGTTA AAATAGAACG TAAAAGATGG TGATTCAAAT 

78801 GATCAAAAGC ACCAAGCTTC CCTGTTAGGA TTCAAGGGAG GGGTGCGTGG 

78851 CTCCGACACC AGATATCTGC AAAGCAATAT GAAATGAGAT CAATAGTAGA 

78901 CATTGAAAGA TTGAAACTGA TATAGGATAT TCAAGTACCA GCTTCAAGAA 

78951 AATGAAATGA GACCTAATAA AAGAGAGTAG GAGTCAAGGG GGTATACGAT 

79001 ATTAAAGAAA GTGAAGAGCC AGGGTTTGTA GGAAGGAAGG GAGAAGAGGC 

79051 AAAGAGAGCA GCTCTTTTAA CACAGGAGCT TCCTCCTTTC CCATTCTCCC 

79101 TCCTGCTAAA AGCCGAGTTT GTTTTAGCTG AAATGATTGT AAGACAAATT 

79151 TTTATTATTA AAAAAGGAGC TATTTTGTGT TGGTTTCCAT TATAAAATCA 

79201 GAGCTCTGCT GCCATAAAAT TAAATCCCAT AATAAAATGA GTAGAAAACG 

79251 TGATGTCCTG CAGAAAGGAA GATGGCAGCC CACTCAGTGC CATGCTGGGC 

ffj| 79301 TTGACTATAT ACAAGCCGTG CATCTCCTGC TGCGAGTTGT AGCTGCTGCC 

!J 79351 CAGCAGTGCA CATTATCGTT GCAGCTGTTT TCCTCACATT CTGAGGTTTA 

%^ 79401 TGAAATCCCT CATCCATCAA TAATTGATCT TTAGCTCTTA GTCCAGGGGT 

79451 TGTCAACTGG CACTCCATGG ACCTTTAGAG GATTGATGGC TAGGTTTTCA 

*j 79501 AAGATCTTTG AACCCCCTGA AATTATATAC AAAATACTGT GTGTGAGTAT 

*~ 79551 GTGCATTTTT CTGGTAAGAA GCACCTGAAT TATCGAAGCA GTTTGTGATC 

%| 79601 CCCCAAAAAG CTAAGAACTA CTTCCTAGAG CAAAGGGAGA TTTTGCTACA 

_~ 79651 CTTAGAGATT TACACATTTG ACCAGGGCAG CTCACACAAG TGGGATGCGG 

79701 TTTCACATTT CATGGCAGAT CTGCTTCCAG CTATACAAAT TCATCAAGGA 

5 79751 AATATTGTAA TACTTCTATA TGAATCAGGA ATTCACTATA TTTAACTTAT 

[J 79801 TTGGAATAAG AACCACTATA TATATACAAG TTTTTCCAAA AGACTGAAGG 

i'j 79851 TTCTTCCTGT GGCAGGAAGG AATATGATTA GATTCATGAA GCGCCTTTAT 

79901 GTTTATATTT CAACTCTGAA AGATAATTGT GACTTTACTA AATCAAACCT 

|?« 79951 GTATACCACG ATTAGGAAAA TGTGGACTGA TTTGGGGTTC TAGGGGTAAA 

|:i 80001 ATGTGACCCC TGTGAAGTAC CAATGCACCG TTCTTTTATC TGTGAACGGG 

:f 80051 CACTGAGCTT CTGAAATTAA TTAGTAGGCA GGAGGACATG CGCATATGAC 

80101 GTGATAGTTT AAGTACTGAT AATTATTCAC TTGGAAGGGA AGAGAATAAA 

f>£ 80151 ATTCAGAACA CAGTATTCCT TAATGGGAAA TCAACTTAGA GGAGGTAGGA 

80201 GGGAGATCAA GCAAGAATAT TTCTGGTAAA ACATGCATAA ATCAATGGTC 

80251 AGCCAATGTG TTGATCAAAG AAATTATCTT TCGGGGAAAA CAGTAGAAGG 

80301 CAATTGAAAA ACAAGCATCA GGCTGCATAA AAACAGCAAA CAAAAGTCAC 

80351 AATGGCTTGA TTGTGTGATG AGGTAATTAA TGGCTGCAGT TAGCAAAATA 

80401 TGTTCAAAAA AAAGACAGAA AGGGTAGTTA CAGGAGAAAA ACATCCCCGC 

80451 AGATCTTCAA AATCAGAAAC AATGAAAATA ATTATTTCAA AAATTAAGAA 

80501 AAAAACTCTC TAATTTATAC CTGAATTACC TGGATAATTG GTAAAATTTC 

80551 CTGCATATAC AAATCTTGGT CCTCTGCTCC TCTCTCTATA AATAAATAGA 

80601 AATGTATGAA TCAATAGTCA GCCAATGTGT TGATCAAAGA AATTATCTTT 

80651 TGGGGGAAAA TTGGTAGAAG CCAATTAAAA AACAAGCATC ATATTGCATG 

80701 AAAACAGCAA ACGGAAGTCA CAATGGCTCG ACGGTGTAAT GAAGCCACAC 

80751 AATATGTATT AAACACATCA TCTACACAGA TGGATTCAAA GATACCTTCT 

80801 TTGTGTCTAA GTCCCAAATC TGTGTTTCCT GGCTCTGTTC CCTCATATCT 

80851 AGTCATTCTC CAAGTCAGCA TGCCCAACTT GAAAGTGTCA TTTTCAAAAC 

80901 CTGCTTCTTC TCTTCTGGAA GTTCTTCCTC TGCCCATTGC TCCACAATCC 

80951 CCACCTCTTT CACCCAGTAG CAAACCTTAA ATTTATCTTT TACTTTGTCT 

81001 TACTTCCCCT TCTTATATTC AAAATGTTTC TCACTTGCAT CTCTTTTCAT 

81051 TCATTTCATA AGCATTTATG AGCTCCTGTT ATGGTTTGGA AACTGTTCTT 

81101 CATGCTGGAG GTGGTCTTAT AAACAAGTAA TTTCAATTGA GTATTTAGTA 

81151 TGTTAAGTGC CATCCCAAAG GCAAACACCA GCTGTGGGAG GCTCCCCAAA 

81201 TCAGTCTAAG GAAGTTGGGA AAAGCATCTC AGAGAAGATG GTGTCTGAGA 

81251 TGGGGAGGAT GTGTGGAACT GGGCAAGGAA GAGAACAAGT AACAACATTC 

81301 TAGAAAAAGG CCTCTTTCAG CATGCTAAGA AGTTTGGAGG ACAGAGGAGT 

81351 TACCATTCAA AATTTGGAGG GAAGGAAGAG CATACTGAGG TTTGCCACTT 

81401 GAACAGATAA TTTCAGCTGT GTTGGGTGAG TGAAGTTGAG TGGGTACAAA 

81451 TCAGGTCAGG AATATAAGTT AGGAGACTGT TACTAGAATC CAGGCCAGAG 

81501 GTGATGGTGG CCAATATATG AGAGTTTTAG CAGGGAATGA AAAAAAGAAA 

81551 ATGTGTTCAT GAGGTAGAAG TAGGTAAAAA CAACAGGATC TGGTTCCTGA 

81601 TTGGAAATGG GGGTAGCCTG GAGAGGAAGC CAGAATGCAG GCAAGAATGC 
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81651 ATAGTGGTAC CATCCACTGA CATAGGGATT AAAGGAGGAG AAGAAGCTTT 
81701 GGTAAAGAAA ATAAGAAGTT CAGCTATGGA ATGTTTGAAT TTGATTTCTC 
81751 TGATGAGGAG TAGTTCTAGG TGATGATAAT GCTCAGGGTG TAGACTTGAG 
81801 AGTGGATGGG TAAAGTAAAG GTTGAGGCTA TTAAAAGGGA AAAGGTCAAG 
81851 GAACTGAGGG CCAAGGATTT ATAATAAGTT ATCTTGGGCC ACTAAAGCCA 
81901 CGCAGGATGC TGGCAGGAAA CCTATGAGCC AGGTCTTCAA TGTTGAGTCC 
81951 AGTGACTCAG GTGTCAGAAG CAGCAGGAGA AGCATTGATA GCCTGATGGG 
82001 GAAGGAGCCG TTACCTGAGA GTAGCAGAGA GAGTTATCCT AGCTGACACA 
82051 GCTCTCAGGG ATTTGCTTCT AAAGCAATCC TTAGGAAAGA AAGAGCAGTA 
82101 TCCACAGGAG ACTGGTGGGC ACTGGCTTCC CCAGAAAACC TACCTAGATG 
82151 AATTCTATTC TCAAGGGACT CCTATTTAGA TAAGGGGCTT TGTTAGTTCT 
82201 CAGAGCAACA CCAAACAGAT GTATATCTCA TTACTTGCCC CCACAACCTT 
82251 TCTGCTCTGG CCACATGGGC CTACCCACTG TCTGCTAAAT GCACTTCATA 
82301 TTTTCTTGTT TCAGTGCCTC AGTATTCATA ATCTTCTTTT CCTAATCTCT 
82351 GCCCCTCACT TACCTGAATC TTTTGTATTC TCAATGACCT GCTCCATCCC 
82401 AGCCCTTTCA AGAACCTTTA ATACCTACCA AGTGAATACT CTCTCCATTG 
82451 ATTACACACT TCCTGTAGCA CCTGTTCTAT AATTATGAAA TATTACCTAT 
82501 TGTACACATA TATTTCAATC TCTTGGTGGA CAGAGAATCC AATTTATGCC 
82551 TTGTCAATTT GTAGCACATT TCCTTGCATA TGTAGATGCA CCATGAATAT 
82 601 TTAGAGAACT TGTTAGTTAA TTTCCTGTTT AACATGGGCT GCAAAGTTCT 
82651 GGTCCATGCA CGTCTTTTAT AAAATAGAAA TGACGGATGG TGCATGGAGC 
82701 TTAAATTCCA TGAAGCAGAA ACATATGAGA GATGGAGCTG AATTTGTTTG 
82751 CCTGTACAGC TCTTACAGCA ATTGCTTCCA ATTTGTTTGA TTTACCTAAG 
82801 AGCTAAAATT GTAAATGGCA GCTCAAATGA TTTTTCTGTA CAT TC AG AAA 
82851 ATGAGTTTGA ATATTTGTTG GAGAGTAACT GCTTAAGACA TGAAAAAGGG 
82901 GGAGATTATA GCTTTTAACT CTTTTTTATG GCAGAGCATT AAGGAAAAAA 
82951 AAGTGCAGAT AAATGAGATC AAATGGCAAG TGTCTGAACC TGCTGGACAC 
83001 AAGTCCCGGT AGCCATTGAT AGACAGTGTT TATATGACTT CTGGGCCATC 
83051 AATAGATAGA TAAGGTACAT CAGCGGCCAA TGTTCCAGGA AGTTTGAGAA 
83101 GATAAATGGA AGTTGCACAG CAGCCTAAAA GCTTCCTTAG GAGGGCTGTG 
83151 CTCCTCCAGA GCGCCATCTG CCTGTGTCTT CCTGTTCTTC TTCTTCACAT 
83201 TAAATGCTTT TCCTTTTCTC ATTTTTATGA TGGTTATCCT AAAGATATGC 
83251 TAGCCTGGAC TTTGACAAGG ACATCTGGAG ATAAGAAAGA TTCTGAATTA 
83301 TTTTTCCCTT TGGGCAATTG TAGCAATTTT AAAACTATGT TAGATGGCTA 
83351 GAGATTCTTG AGAATATTTC TTTTCTTGGA AAATCATAAG GCTTTGGATA 
83401 GTGGTACCTA TAGAAGCTGA CATCAGCAGC AGCCTGCCTC CAGTCGATCA 
83451 GGGCCTTTGG AACTTCACGG GGCTCCTCTA CTGACAGCCC CATCGGTTTC 
83501 CCTCCAGCAC ACGTAACTCA GCATTGACTC TGGGTAGTAG AGGGTGGTTT 
83551 ATGGAATCTG ATTCATCTCA GAAAGAGGTG GATGCAAACA CATTCCCAGA 
83601 GCAGAAGGCT TGGCATGTCT GGTCTTAGGC AGAGGGAACT GGAGATACTT 
83651 GTCCTATTGT TCTTGAGATT CCAGCAAAAA TAGCCCATTA CAGAGGAAGA 
83701 AGATATCAGG TCAAATGAAG GCTTTGGTGC TACAACATTG TCTTAGAAAA 
83751 AAAAAGAAAG AAATTGGCCA AGTGCAGTGG CTCAGCACTT TGGGAGGCTG 
83801 AGGGGGGCAG ACCACTTGAG ATCAGGAGTT CGAGACCAGC CTGGCCAACA 
83851 TGGCGAAACT CCGTCTCTAC CAAAAAGTAT TAAAAAATAG CCGAGTGTGG 
83901 TGGCGGGCTC CTGTAATCCC AGCTACTCGG GAGGCTGAGG CCGGAGAATC 
83951 ACTTGAACCT GGGAGGCGGA GGTTGCAGTG AGCCAAGATC GTGCCATTGC 
84001 ACTCCAGCCT GGGCAACAGA GTGAGACTCC ATCTCAAAAA AAAAAAAAAA 
84051 GAAAAAAGAA AAAGAAAAAA GAAAAGAAAG AAATTAAATT AAAAAAATTG 
84101 TTTTTTAAAC AAAGGAAGGC TTTGGGCTTG GAGTCCAACT AAGCTAGGCT 
84151 GGAATCCCGG TTTCATCTCG CTTCTCTGTG CAACTTTGGA TTTTACTGAA 
84201 TCTCTCTTAT TCTCAATTCC CTCCTCTGTA AAATGAAGAT AATGCTAGTA 
84251 CCTGTCTCAT CAAGTTGAAG GAGACTTAAA TGAGATGTGT TGAAAGCATT 
84301 TAGCATAGTA TGTGGCACAT AAAGAACACT CAATAAATGC TGGCTATAAA 
84351 GAAGCCAGAG AGAGACTCGG AGGTGATGAG AGAGGCCACA ATTCCCTCCA 
84401 TTTCATTGAA AAGCAATTTT TATTATCTCA TTTGAAAGGC AGTATAGTAT 
84451 AGTGGTTAAG GACATGCACT ATGGAGCTAG ACCTCCTCAG TTCACTTTCT 
84501 GTCTCTATCA TTTATTAGCT GTGACTTAAC CTTCTTGTGC CTCAGTTTTT 
84551 ATCATTTTTG AGAGAGGAGT AATAATAGTT CCTACTCTGG TGTGTTGTGG 
84 601 AGATTTGATG AGTTAATACA TATAAAGCAC ACATAGTAGT GCCTGGAGCA 
84 651 TATTAAATGA CATGTAAGTA TTAGCTGTTA TTTTATTAAA CAACATGTGG 
84701 CATAGGACAT ATTGGAACTT TGAAGTCTTT GAGGCTCTTC CCAGTTTCAT 
84751 AAATCAGAGA CTACAGTATA AATATCTGCT TACATGTCTG CTTTCCCCAT 
84801 TGGACTGCGA AATCTTGAAA CTGTTTTATT CATCTCTGCA TAGCGTTGGC 
84851 ATCGTATTAT GATACCTGAC ATTTACCAGG TGCCAAATGG GACTGGGCAT 
84901 GTTGTAGGGA TTCAGTCAAT GTGGGTCATT GCAGGCGGGG AGGTGGGTCG 
84951 GGTTAAAGGT AAGAGAAGGG CCTTGGGGCA TCACATTAAG TAGTTACCAG 
85001 ATTGAACTGC AAACATTGCT ATCCAGGAGA AATCAGGTCA ATATTTCACC 
85051 TTCATGGCAA TACCAGTACA GTCCAAGGAG AATGCATAGA AGGAAAGAAA 
85101 TCATAATCTG ATTGTATGTG TTTTTTTAGT AGTAAATAAT AATAATTATT 
85151 ACTATTCCTA TACAATTTTG TGTGTTGGTG TGTTTTGTTT TGTTGTGCAT 
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85201 GAAAAATGGG GTGCTAATCT ATTCCCCTTC CCAACACCAG TGCTCAGAAG 
85251 AAATTTCCAC AGATAGAGAA GCTATAGGTT ATGAATTTGG CCTTGATGGA 
85301 TTCTGGGTCA CTATTTCTCA ATGTTTGTCC ATGTCATGTG AAGCTCTTAA 
85351 GATAAAGAAC AATGTCTTAC TCGTCTTTTT AACTTCTTTA CCCCCTAATG 
85401 CCTATCACAT ACTTTGCCCA TGGAAACTCA AT AG AC AT TT GTAAATGGAA 
85451 TTTAATTTCT GAGGTCCAGT AAAGCCTTTT TCCATCCTTC CCCTACTACA 
85501 CAGTTTGTCT AACCATGTCT TCCCTTCCAT CATCCACCTT ATAAACGTTA 
85551 TTACTCATTC TTCCATCACA TTCTTGACAC CTCCCATGTC CAATGTCAAA 
85601 CAAGTACCAT TTGGGAAACA GAATTCTAGG AATCTGGAGA CCTAGAGCTC 
85651 TTCAGACCCT GAAATCCAGT TTTCTGAGCT GAGACAGTTT CTTAATTTCT 
85701 CACTCCAACT CCGTTTCTCC TCTTTCTCAA TGGATATTTT CCAAGTCTCC 
85751 ATTAGGCATA TAGCAATTCC AGAAAACATT CAATTTTCCC TTCTCTTAAT 
85801 GCCATGCTCC AAAACACCAC ATTCCCTCTA GACATTGAGC ATTGGAGAGA 
85851 GATGGAAAAG TACTTTGAAA ATGTGTGCAT GTGAGAAAAA TGCTAAGTGT 
85901 TCTGTCTGGT CACTTCAATG ACAAGTTTGC TACTTTAGAA ACTTGACTAA 
85951 ACAGAGTGTG AGGAAAAACA TGAAAAGAAA AAAATGTGTT CAGCTTGGCT 
86001 GAATAATGAC CAGCAGGGTG AAAAGATAAG ATAACCACCC GCTCACAGGA 
8 6051 TTTCTATCCT CAAGCCCTAG AAGGTTGACA ACAGCAGACA CTGAAACTAC 
86101 TCTTAATGGA GGGTGTGCTA AAGAAGCAAC ATTATAGCCG CTTTTAGGAA 
86151 AGCAAATAGG AAAGTTGGTG AAATAGAGAA GATGCCTAAG CAT GT GAG AT 
86201 ACCACCTCCA TCTTGGAAAA TAACCAAGGT GATACAATGT TATGCAGGAC 
86251 CCCTTAATTA AAACAGATTT AGTGATTAAT ATCAGGAGCA TTGTCAAGAA 
| 3 86301 TCACAACAAC AGCAATTAGT TACTATTGAG CAATTTCTGC TAAGTAATTT 

r°| 86351 GCAGGAGGGC ATCTCACTTA ATTATCACAT CCTTTTATAG ATGAGAATAT 

^if 86401 AGAGGCTTAA AAAGGTGCTT TTCCCAATGT TATTCAGCTA TAAGTGGTCA 

10 86451 GTCATGACTC AAACATAGGT CAACCTGACA ACAAGATCTT CACTCTTAAC 

Q 86501 TTCTCTTCTG TGTTGTAATA CCCTTGATCC ATGGAAATGG ACCATCTTCA 

~~ 86551 TATACTGCTT TTTTGCCTCT GGAATGTCCA GGTATGGATT GGGTAATGCT 

86601 CAAAGACAGA GAGGAATAGA GTATTAAAAA GATCCCTGGC CTCATTTTCT 
s « 86651 GAAGACATGA GCCTAAGCTG AGCTGTACCA TTTACCATCT ATGTGAACTT 

vj 86701 GGGCAGATTT TTTGACACTG CTGGGTCTCA ATTCCTGTAA CTGTCAAGTG 

„ 86751 GAAGTGAGCC TAACTGCATA GACTTCACTG GGCTGTTAAG AGAATAAAAT 

ssa 86801 GAAATAACTG TAAACAGAAG TGCCTAGTGC ACATGCAAAG GATTATTGGG 

s 86851 GCTTTCTACC CTTCAGGGAT TAGAAGTTGA TAGTAGGCAA CAAGTTATAA 

86901 GAAATACAGT CAATTGTCTG CTGACCAGGG CTAGAGTTAA TTGTCTCTGG 
J~ 86951 AAAAAAGGAC TTGCCTCTCT TTCTCTTCTT CCTCCAAAAC TTAAGACGTT 

|y 87001 TGCAGCTGAA TCCCCAACAG GATTTTGTTT TCCTTTGGGA GAGAGGAAAC 

!i 87051 AGACCAATAT ACCCCCAAAA CTAACCCCAT AATTTCATTT CAGCAGTAAA 

f - 87101 GTGAGGTCCT TGATAACTGC CCTGCCCAAC CTGCAGGGTG GTTGGGAAAC 

lU 87151 TCTGAATGGT CATGCATGGG GAAGCATTGT GTCCACTGTA AAGAGCTCTC 

87201 CGGAGATGAT AAATCTCATC AGAAGGCTTC ATGCTTGAGG CATGGATTCT 
87251 TGGAAAAACA ATCACTCTAC GTATGTGGTC AGAATCTAAA GGAGATGCTG 
87301 GGGAGAGGAG CTAGGTCAGT CTCCAAAGTG GAACAGTAGA AACTAATCAT 
87351 GTGGAGCCTA AACTTATGAA GGTTTTTAAA ATCAGAATTG GCCACCTTCC 
87401 TTTGGACCAT GAGCTCAGAT TGTGAGGTGT GACTAGGTCA CGTCTCCTTC 
87451 CTGCCCCTGT TTCCCTCCTC TCCCTACCTG TCCCTCCTTG ACCCCAGGAA 
87501 AAATTGCCGG GATATGAAAG TTAATTATGA CCCAAGGGAA TTGGTACAGA 
87551 TGGGGAAGAA AGAAATGCAT TCAAGAGCAT TTCCATCAGT ATTGAAATTA 
87 601 CACAGAAGGC TGGTGAATTT GGGCTATCCA TTCTTGCCTC CCTCTGTGCC 
87 651 CATAATTCCT TGGCCTCCTT CAATTTCATT TTCCCTTTGG TTCAGAGGAA 
87701 TGCTTGATGG CTTAAGCTAG CCTCAGTTGG CCAAGCATTG GAGAAACAGA 
87751 GAGGTGTATG ACACAGCTAC ACTCCCATGG GGCTTACAGG GCAAGGTGAG 
87801 AGAAGACAGA AGTTGTATGT GCTGGGTGCC ACGTGGTAGC TACAAACTAG 
87851 AAATGAGACC AGGTTCGGAA GAGGAAGAGG GCTTGCAGAC CTGAGTCATG 
87901 GGGACAGTTT CTTCAGGAAA TGGGATCTCA GCTCTGCCTT GTATGCAGGG 
87 951 CTTACATAAT AAATATGTTT CATTGTTGTT GTTGTTATTG TTGATTTAAT 
88001 AAGATTTTGT TTTAAGAAGA TTTTGTAAAA ACAACTGAAC AAATGCAATC 
88051 TCCTGCCAGA GCAGGCAGCA GCAAAGGAGA TTAGGAATAT AACCCCCTTG 
88101 GAGACGTTCC TTCACCTACC TGGTGCTGGA TTACCTAAAA GCTTCAGCTA 
88151 AGTAGGGTCA CCCCCCCAAG AAATTATTTT AAAAAAATTG AAATCTGATA 
88201 TTTTTAGAAA ATCTTATCAA GGATATTTAA TTGGACTATT TACACCTATT 
88251 TAGGGTCAGT CGGTTTTGGA CAAGTATGCA GGGGTCTTGG AATCAGACCA 
88301 CTGGGGTCAA ATCCTAGTTC TGTCACTTCC TAGCTGGGTG ACCTTGGACA 
88351 AAGTTACCTG ACTTCTAATA GCTTCAGATT CCTCATGGGC AAAATAGAAA 
88401 TGCTACTAGT ACTTAATAGT GCTCTGAGAA GGATTCAATG AGAAGGATTA 
88451 AATGTATGTA AAGCACAGTG TTTGCCCATA GGAAGCTGTT ATTTATAAGG 
88501 GAGGGGAGCA TCCTAAGGTC CTCCGAATTT AGGAGAACTA AAAATCTTAC 
88551 ACTGACTTCT CCCTTCAACA GCACCTTCAG AATCTCCTTC ATTTTTCATA 
88601 CTGTTCTTTC AACCCTTTGA TGAATGAGAA ATTAGGCATT CTTTCCCTGC 
88651 AGATTTTCCC AAACCTTCTG CTTTGGCCAA TAAACATATT TTTAGTCCCA 
88701 ATCTTGCATG CTCCTTTGGG ACTTTTCATC TGATAAACAT CCCCTCCTGT 
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88751 GCTCTTGAAT CCAATACCCT TCTTCCCTGC CCTCCACCCA GAGTCTCCTT 
88801 GTATCTGCTG TTAGGCACAA TGATGACCCC ACCAAGGTCA GACAATGGCT 
88851 GTGGCCTCAC CTGGACCTTG ATGACCCACA TAGCCTAGAG CCCAGAGATC 
88901 AGCCACTGAT GGAGGCCCAG AGGGCAGTTG GAAAACTTCA CAAGACAATC 
88951 CAGCCTGATT GTTTTGACAT GCCTGACTTC AGGCTGCTAA AAATGAGCTC 
89001 GAGGAATCAG ATAGGAAAAA GAGATAGGTG ATGCAATTTT ATTCCATCTC 
89051 CCAATTTTCT GAGTCAAGAG TTGTTTGTTT AACTCCAGTT AAATTAGTAT 
89101 TTATCCAAAT TTCCTGGGTG CTTGTCCAAA GAAAAGTACC CCAGATCTAC 
89151 AAATTAGAAT CTGGGACTGG GACTTAGGAA TTGGCACTTT TACAATTATA 
89201 CCAGATGTTT CTAATATGAG TACTTCAACC ACTACCCTTA TAGAAGTGCT 
89251 GCCTAGGACC CTCTCTTCTG GCAGGTGAAG TGGAAGGAGG TTTTGTCGAA 
89301 GGGAGATTCT CCACTTCAAC TTGAGTGTCT TGGCTTGTAT CCGCTTTGTT 
89351 TGGTTCTATT TCACCAAAGG CTTTCATCTT CACATAAATT TTCTTCAGCT 
89401 TTAAATAATT AGTTTTGGTA ACCATTGGTA TACTGGAAAG AACATTAGAT 
89451 TTGGAGTCCA GGTGGCTTGA GTTCAATTCT CTGCTCTGCC ATTTACCAGC 
89501 TGTGTGACAT TGGGCAAGTT GCCAACCTAT CTATGTCATT TCCTCATGTA 
89551 AAGATAATCC CACTTCACCA GGCCACTTTT GAGGACCCAG TGAAATGATG 
89601 TGTAACCATT TTAGGAACAC TGGATCATTC TACAGTGCAA TTTTTTACAT 
89651 CAGCTTGGAG CCTACCATGT AGGCATTCAA ATCCACTGAG TGTATGGAGC 
89701 TCCGTGCACA AATAAAAGGA CTTCTCTTTT CTGCCCGTGT ACAACTTTGG 
89751 TTTCCTTAAT CAATAGAATC CATGACAATC CTGGGCCATG GTATAAAGAT 
aa- 89801 GGGACTTTCT TCCTGTGAAG GAGTCTGGTC TGAACATCTT CCAAACTCCA 

^ 89851 ACATAACTGA TGTCATTTCT CCACCCAACC CCATTTGCTG TCTCCTGACT 

■ % J 89901 CAATTGCTAG AGAAGCCACT TAAGGAAGGT TCCTGGAGTT AAGGCTGTGT 

89951 CTGGGCCAGT GTAGCGAGCA GTTTTCAACA GTCAGTCCTC TTTATCTTCT 
90001 CTTTTCCTGC GAGCCTTTAC TAAGCACTGC CTCCTCCTGT CTCCTTACTG 
90051 CATCTCCTGA TGGAATGCAC AGGTAAATCT CCTTGGAGAG TACCAGCCAG 
~ 90101 GAACAGTCCA CAGCCAAGGC CACCGATCCT CACCGCTGAG CTCCATCTTT 

Z 90151 CCTTTCAAGC TGTCCTTCCC CTCCCCTCCC CACCATCACC ATAGCAACAC 

~ 90201 AGTGGTATAA AAAAATGAAA GCGCTAAGGC ATCTAAATAT AGTCTGAGTA 

J 90251 TCAACTCTTC CAGCATGGAG CCGAAAACCT AGGGAATGAC AGCTAGAGGC 

~ 90301 ATCCAGACGA TAACTGGCAG CCAGGAGGGT GGATAAGTCA AAGGAAGGGG 

90351 TCAAGGAAAG AGGGGAAGGA AAGGGAACCA TCACTTGCTG AGCCTGCTGC 
90401 CTGTGCTTTC TCATGTCACC CGCACGACAA CCCAATGTGA ATGTTATCAT 
3 90451 CTCCAGGTAA CTGCTGAAGA AACGGAAGCT CAAAGAGGTA AGAGATTTGG 

7i 90501 CCAAGGTCAC ACAGCTATAA GCAGTAGAAC TAAGATTTTA ACTCAAGTTT 

' 90551 CTATGGCCCC AGAATTTATG TGTTTCTCTC TCCATACCAC AGGGACAGGT 

A 90601 GCAAGTGAGA GATTTTGCTG GAAGCACTGG GCTTTTTGAG CAGGCCATAT 

:g 90651 AAAAATTCTG AGCCCAGAGC TCAACTAAAT TATTGGAAGA GACTGGGCCA 

~ 90701 AATATAAGGC TTCTATCTAA GCAGCACCTG TGTTTCTCAA GGACTGAGGA 

J 90751 AAATGAAGGG GGAGGGTTGG CAAGGCTGCA TTTCCCAGGG TGCGTGATTA 

90801 TATGGCATGG GGGTGGGGGC CATTATGATG CCCGGACATG GAACTTACAC 
90851 CAGTGCAGAA AGGGTGTGAT TAGAAGCCCT AAGCCAGAGA ATGTTCAGTG 
90901 TGATAAATGC CATTATTTTT TCCCTCATTC ATTCAATAGA TTTTTTTTTT 
90951 AGATGGAGTC TCACTCTGTC GCCCAGGCTG GAGTGCAGTG GCACCATCTC 
91001 AGCTCACGGT AACCTCTGCC TCCTGGGTTC AAGCAATTCT TGTGGTCCAG 
91051 CTTCCTGAGT AGCTGGGATT ACAGATGTGC ACCACCACGC CTGGCTGATT 
91101 TTTTTTTTTT TTTTTTTTTT TGTATTTTTT AGTAGAGACA GGGTTTCACC 
91151 ATGTTGGCCA GGCTGGTCTC GAACTCCTGA CCCCAAGTGA TCCACCCACC 
91201 TCCACATCCC AAAGTGCTGG GGTTACAGGT GTGAGCTACC GTGCCTAGCC 
91251 TCATTCAACA GATATTTTTA TTAAGCATCT GATGTGTGCT TAACTCTGGA 
91301 AATATAGGGG TGATTAGAAC AAATGCAGCT CCTGCCCTTG TAGAGCTTAT 
91351 TAGGATAGTG GAGAAGACAA ATAAGGAAAC AATTATACAA TTGATTGATT 
91401 CTTTACAACT GTAACATGTA CTATAAGTAC ATAACAGAAG AATATCACTT 
91451 GCCTGATGAC TTCAGTGAAA GGGAAATACA GAAGTTCTTA CAAATCAAAG 
91501 CAATCCCCTG GGCCAATTGT AAAGGTGATG CCCACTTTCA AGGTGGACAG 
91551 AGACTGTGCT AGAAGCTTAG CCTCAACCAT GGGTTTATAT GATTGGTAGA 
91601 CCCTGCAGAT CCATTCCCAA TGGTGTATCT TCATACTAAT CATGAAATCC 
91651 ATCTAATAGC CATACAAGTG AGGTTTTAAA ACCCAACAAA CTAGACTCAA 
91701 ATGAAATCTG ATGAGGGAAT TTATGATTTG TTCTTCCTAC AGCCTTTGGT 
91751 ATCACTGACA TAAAACTGAA TGTATGTGCT GAGGGTGCTT GTGTCTTGGT 
91801 GATAGACAAG GTAGGTGGTC CAGCCCATGG TACTGGCAGC TTAAAGTCAG 
91851 CCAGCCATCA GTGGGAAGTG CCTGTGAATT ATGCAGGAGT GGGAGGGGAG 
91901 GGAGTAGGCA GTAAAGTAAT GCATTTCTGT GGATCCAAAG CTTTCCAAAC 
91951 TACCTGCAAG TCAGCAAATA TGGGGGATGT TGTATGACTA AGTGAGAATC 
92001 AGATAATATA ATGTGTATGG AGCTCTTTAG TTCTTCAGAA AAAAATGCTG 
92051 TCTAAACAAA TAGTGCTGAT ATCAAAGATA ATGATACAGT ACCCTAATTT 
92101 TAATGCTCTG CTACCTACCT GCCAGCTGTT TCCCAGGGAT GTGGTAAAGA 
92151 TGAATGGGCA AGATCTGGGA AAGTGTTTTG AAATCCTTGA TTAAAGGCCC 
92201 TCCAGGCAGA TGTAGAATTT TAAATGTGTT ATATTACTGC CACTATTGTT 
92251 ATGCTTTCTT TTATCACCCC AGAATTTCAC CATCTCCTGT TTCAGGTGAA 
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92301 CGAGTCTGCC TGACTCTTAC CTGCCCTGAA TGGCATTGGA AAGGTAGCAG 
92351 CCCTGAGATG TGCCATATAA ACAAACATGT TTTTAACCAA GGGATCAGGA 
92401 GGCCTTCCTG GCTGGCTCCT GTCAGCTGGT CATCACCTCT CTATAACTCT 
92451 AGGCTTTCCC AAGCTTATTT TATTTCCATC AATAGGACAG GAATATGTAA 
92501 ATGTCCTGCT TGAAATGAGT ATTGGCTACA AGCCATCTGC CTCTGAACAG 
92551 AGGTGAAAAG TGGAAATCGG AGGAAGGGCA GATGTCTTTT GCAAGGGAAA 
92601 CAGACTGTTT TCTGCCACTG CACTCTGCCC AGGCAAAAGA GTAAAGGAAC 
92651 AGCACTCAGG AGAATTCACT GAAGCGAGGG CAGGGTGCAA AAGGAACTTG 
92701 AGAAATTGGT ACTGGGACCC AAAATCAGAT TCTGGCATTT CTGGGAAAAG 
92751 AAATGGGCAT GGGTGGGGGT TTTATCTGTC AATAAAAGCA TCCAGAATGG 
92801 GGCTAGAAGG AAGTAAATTC AGTTGCCACC TCTGCCTACT GGACAGCCAC 
92851 GGAGAACTTC TCCTTATCCA AGGTCGAGGA GCCCTCCGGA GTACATACTG 
92901 ATACCATTGG TTCTCCCACA CATACCCCCA TGGAGATAAA AACAGGACCC 
92951 TGGAAGCCCT GTCCGTGTTT AACCAATGGG ATTGAAACAT GGAAATGAAC 
93001 TGCCCCACAA TCCACCCTGT GAGAGACCAA AGAGCAGTGT TGGATTAACA 
93051 GGGAATGTTA CCCTGAAAAG GCATTCAGCT TCCACTGGGG CAGCAGGTAC 
93101 AGTGCAAAGA TGATCCCACT TAAATTCCTA AGACAGGAAA TAAGGAAAGA 
93151 TGTTGTGGAA ACTCAAGACC TCTCAAAGCA TACTCCTTTG TAGTTCTTCC 
93201 GCAGACCAGA CCACGGAATT CAGAAAACAC CCTACCTGGT TCCAAACCAG 
93251 CACCTGCCAA ACTTCTCACC CTCTTCTGAC CCTGTCCTGG GAGTTAAGAA 
93301 AAAAAAAATC ACTTTATTGG TTGCTCCAGT TATAACTTAA ACAGACAGAC 
93351 CATCATCAAA TTAAGTGACA TGTACGACTG CTTATTGTAT GCCAGTTACT 
93401 GTGCTGTGGG GTTTTGGTTC CATTATCTCA TTTAATCCTC TCAAAAACCC 
93451 TGTTAGGTAG GTTTTATTAT TGCACTCATC TTAGATTAAG GAAACTGAGG 
93501 CTCATAGAGA TTCGGTAATT TGTCAAAAGC CCTAAAACAT AATTACTGCC 
93551 TCCAGATGTC TCTGATTCTA AGGCCCAGGC TCTTAATCAG TAAATGATCA 
93601 AATGAATAAT GATTTTCATG GCATCTGTCA TCGGAAAGAA CAATGGAGAA 
93651 TATGCTTAAC CAAAGTCATA ACCAAATAAA TGAACTTGAC AGCAGAGCCG 
93701 TGATTCTAGC CAAGATGACT ATTTTCATGC ATGTTTTGAA GGCCAGGAAA 
93751 AGGAGGTTAG ACTTGTTTGG GAAGGGAAAC AGGAGCTATC AAGGTGAACT 
93801 TTTCCTAAGA GTAGCCCAAT AATAGTGCTC GGGAGGGAGT AATGTGTGCA 
93851 AGAATAGAGT CAGGGAGACC AGCCAAGTGT GTGCCTCAGC ATCCCTAGCA 
93901 CAAATCACAC ACTAAGCATT AAGATTGTCT CTGCAGTGAG AAAGGCCTGG 
93951 GACCAAATTT GGGCTCCACC ACTTACTGGT ATTCATTAAT CATTCATGCA 
94001 TTCATTCAAC AAATATATAT TGCGTGTGGT CTATGTGCCA GAGACTGTGC 
94051 TGGGTGCTGG CAAAGAACAC AGACAAGGTT CCTGCTCTCA TGGAGCTTTT 
94101 ATTCTGATGA AGGAAACAGA CCACTTACAG ATAAATAAAT AAACAAGATA 
94151 AAGGGAAACA GATATGATGG AGAGTAGCTG GAGGGCCAAG CAGACCGGGC 
94201 AGACAAGGTG GTGGCATGTA AGCTAAGACA TTTAAAAAGA ACCTGGTCAT 
94251 GAGACTATCT GGAGAAGGAA AGCTCCAGGC AGAGGAAGCA GGTAGTGCAG 
94301 AGGCCCTGAG GCAGGAATGA GGACAAGATA TTTGAGAAAA CAGAACAAAG 
94351 GCAGGCATGA CCAGGCCGAG TGGGTGGTGG AAAAGTAGTA GAAGGTGAGT 
94401 GGGGGAGTGG GGGCATCAAG GTCAGGCTTT GCAGGCTTGA TCAGCGTTCT 
94451 CACTGTGGTT CTGGAGCCAG CAGCATCAAT GTTACCTGGG AACTTGTTAG 
94501 GAATGCAAAT TCTCAGGCCC CACCCAGACC TGCTGAGTCA CAAACTCTGG 
94551 GATGGGGCAC CTCATTGTGT TTTATCGAGC CCTCCAGATG ATTCCGAGTA 
94601 TGCTAAAGTT TCAGAATTCC TAGGTTGGAT TATGCAGTTC AATTTTAATT 
94651 TTAAATGCAA TGGGAACCTA TGAAAGATTT AAGTAGGGGA GCAGCATGTT 
94701 ATAATTTTCT TTAAAAAATT GTTTTTAAGC ACTCCTGCTG AGGAGAGAAT 
94751 GGACCATAAC AGGCTAAGAG AAATGGAAGC AGGGAGATAA ATTAGGTGGT 
94801 TATTGCAAGA GGCCAGGTAA GAAGAGAAAG TGGTTTAAGT AGGGTGGTGT 
94851 GGCAGAGAAG ACGGTTCCAA GCAGAGGGGG ACCACGCTGA CAAATAAGCG 
94901 CGGGCCACTC ACGCAAGCCC AACAAGGCAG AAGGCAGAAG GCAAAAGTGA 
94951 AGGCCAGAGA AAACTGGACA CCACCTTTCC AGAGCACAGT TCAAAGGCAA 
95001 TGTCCTCAAA GAAGACACTC CACCCTCCTC CCATTTCCTC CCTATTGCCT 
95051 AAAAATAAGA AGGATACGCG GCCTATGGCA AACCTTGGGC AGGCACGTGG 
95101 GAGCTGAGCT CTTGCAAAGG GCAGATAGTT CCTCTGGTGA GAGAGAAAAG 
95151 GAAGGGCCAG TGAGGAGTGA AGGAAGAGAC GAACAGAGAG CCCGAAAGGC 
95201 TGAGAACGTT GTCTGGCTTC CTGAAAGGCT TAAGGGGTTA GCTCTGGAGG 
95251 GTGAACTAAA AGCCCTAGTT ATATTAAACA CACACGCACA CACGCACGCA 
95301 CACACATGCG CGCACACACA CACACACATA CACACAGTTG AAGGAGACCT 
95351 GCAGTTTCCA AAAACAAGAG TTGTATTTTT TTTGTTCATA TCATGACCCA 
95401 TAACAATCTC AAAAGAGAAA CAATCTCTTG TCTTCCTTGT TTAGGCTTAG 
95451 GAGAACCTGT AGTAAGTAAG CAGCAGCAGC GGAACTCAAA CTCGACTCTT 
95501 CCTACTGTCA TTCTCTCTAT TACACCACAA GGCATCAGAG GACCACTAGA 
95551 GTCGCCTCCC TAGGGTTAGG GTTAGGGCAA GGTAAATGAA GTGAGTCAGC 
95601 AAGGGCAGGA TAGGAACCTG TCTTTATTAA CATTTTGATA TTTTGTTTAT 
95651 CATGGATTTG TTGCATTAAT TGCAACTTTT AAAAATCATT GCATTAAAAT 
95701 ATTATTGATC TTGATTACTG AGTTTTTAGG TGTACCCTTA AATGTTGCAC 
95751 CTCTGACTTA CTAGTCTCAC CCTGATCCCT GTCCTGGATC TATGCCTGTC 
95801 TGTTCTATAT CAGCCTCTTG CTTTGACCAT AAGAATAACT TCAGACCTTT 
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95851 AAGCATAGAG GAAATAGGAT TTCTGTCTCC CTTCCCCACC TTTGTGATAA 
95901 TCTCAGCTTC TGCTTTTAAA GTCTATCTCC CAAGTAGTTT GCCTACTATG 
95951 TTCCTCCCAA GGTCACTAGG TTCTGTGAAA CTAGCAGCAG GCTAGATTGT 
96001 CACATTAGCA CAAAGGATCC ACTATTCCTG CAGCCGAGCT GGGACAAGCA 
96051 CTTAGGCCCA CTGACTCCAA CCCTTCAATA GCCTGGGACC TACGTTGTCT 
96101 CCAGGTGGTA TAAAACAAGA ATTTCCCCTT TGACTGGGAG AAAAAGGGAA 
96151 GAACTCTAAA TTGGAAAACA GGTCATCTCG AATTCTCACA GGTGGAAATT 
96201 TCTGACAACC CCTTTGGGAC CCACAATTCA ACACACCCCA AATGGGGACA 
96251 GTAGCTAACA TGCAACCTGT AGGCTGTTCT GTCATCCAGT GCCACTGTGC 
96301 TGCACACCAC CAGGGGGCAG CATTCTCATT GGCTTCTATG TGCCTGGAGC 
96351 CCAGTGCAGT TGTGCAACAC TGCAGCTTTG CTTTAGTGTA GTCCCTGATG 
96401 GGTTCAGTCA AGAAAATGTC TATAGAATCA GCTAATCTCC CATGCAGTTA 
96451 AGTCTCTAAT TGAAATATTT TCTCTGCTCA GCCCAGGGAC AGCAATCTTT 
96501 CCTGGATTTG CTATTTACAA GGATCTCTAG AAATTATCCA CCAGAAATAT 
96551 GGGCTTTCTC AGAGCTTGAG TGGACAGGGA ATTAAGGTGG AAGGCAGGGC 
96601 GTTTTGACTG CATTTGACCC AAGTCCTGAA GAGCCAGCTC CTCTCTCTTC 
96651 CTAATTATTA GAAGGTTTTG TTTGGACCCA GTGTTTCACG TGTATACAAT 
96701 ACAAACTTCT CTCTTTTCTA CTTGGATCAA ATTTGTTCTC TCAAAATAAG 
96751 ATTCCCAGCA GTGAGAGAAG ACAAGACAGA GAGATCCAAC ATCTCTAAAG 
96801 CCATGAATCA GATAACCAGC CACTTGTTCT CTTCAGTGCT GGGAACAGAT 
96851 ACACTGTTAA ATAAAATGAT TTTATAGATT CTTCTCACTG CCTTTCCAAG 
96901 AAGGGGATTT ATCAACTTCA GGGCACAGCA AT CAT T TAT T CCCAGACTAC 
96951 TGGCATGCAT ATATATATAT ATTTACTTCT CTTGACTTAG AAAAAAGAGA 
97001 GAATTGGAGT TGTGAATATT CCTGTCTCCC TCACCCCAGC CCCCTTGAAG 
97051 TGAGTCAGGA CAAACTTGGG GCCCAAATGG AGCTGTAAGT AACTGAGTCA 
97101 CATGCAGAGA TGAAACCTTC ACAGACCCAC TGATATGGAG GTTGAAGATT 
97151 AAATTCCCCT TTGAGAATAA CTGGGTAACA CTCATACAGA GACTACTTTC 
97201 AAGAAGGCCA GATCCTCCCT CTAATGTATA GTGCAACGTT CCTAACCCTC 
97251 AGCCCACTCC GTCATACCCC CACTCACATG AATACACACA TAAGCAGTAA 
97301 TATAAAGCAC TTCCCACCAT AGGGCAGCAA AGAAGGAGGG AAATCTTTAT 
97351 TATGGAAGAG TGGAAGGAAG GAAGGGAAGG GAAGGGAAGG GAAGGGTAAG 
97401 AGGAAGAATT CTCAGGGTGA GCAGAGGAAT GACATGTTTG GGGCATAATG 
97451 AAGATAATTG AAGTGCAGAG TTTGTATGGA AAAATTTGAA AATATCAGGT 
97501 GGCAGGCCAG GCATGGTAGC TCATGCCTGT AATCCCAGCA CTTTGGGAGG 
97551 CCAAAGCAGG CGGATCACCT GAGGTCACGA GTTTGAGACT AGCCGGGCCA 
97 601 ACATGGCAAA ACCCCATCTC GACTAAAAAT ACAAAAATTA GCTGGGTTTA 
97 651 GTGGCGCATG CCTGTAATCC CAGCTACTCG GGAGGCTGAG GCAGGAGAAT 
97701 CATTTGAGCC TGGGAGGCAA AGGTTGCAGT GAGTCGAGAT CATGCTACTA 
97751 CACTTCAGCC TGGGTGAGAG AGCTTTCTTT TTTTTCTCTC ACAAAAAAAG 
97801 AAAAGTTCAG GTTGCAGAGA TGGATGGATG GATGGATGGA TGGATGGATG 
97851 GACGGATAGA TAGACATTAC AGAGAGTTTC CAATTCTTAG GATGAATTGG 
97901 AATCCTTAAG TCTTTATTCT GTAAGAAAGG AAGGGGAGAA TAAAATTTTG 
97951 TGATTTTAAA ATATTTTCTA CCCTGTAGAG CTACCCTACA AGGCATGAAA 
98001 ACCTTAAAAA AAAAGGCATC TACTTTAAAA GAATAATGTC TAAAAAATTA 
98051 GAAATTCCCT CTTTTTGCCC TGACCTTTGG GAAACAGAGT GAGTGATCCT 
98101 TTTGAGGTTT TTGGCACTGC CTTGCCTGTG ATCATATCCT GAACCCTAGG 
98151 TCCATAATCA TGCAGTTACC TCAGATGTCC CTTTCCCTCT AGCCACAGGT 
98201 AACACGCTCT CCAGGCACTG GGAAAGTGGG TAATTAGGAA AGCAGAGGAG 
98251 TACCCATGGG CTGTGATGCC CAGTTATAAA CCCAGACATT TCAGAATTAA 
98301 CAGAATGAGC ATCAAGTCCT CAAATGGGTC TACATCCATA AACATGTCCA 
98351 GCAGTCAGCT CTTTACTGTC AGTAGAGACA AAATGTTCCT ACACTTTCCC 
98401 TAGGGGAAGC CACATCCTCA GTAGGTTATC TCTGATGAGT CCAGCTAGTC 
98451 ACAGGTATGT AGAAGCTGCA TGCAGCAGAG GGCTCAAAGG AGGGTCCAGA 
98501 ATAGATACCA AAGCAAAAGG GGAGTCTGTG CACGTTCTCA CACGCACCCC 
98551 GAAACACTCT TTTTGTTCAC AAAATAGATG GTGTAGGGTA GTTCCAAGAG 
98601 ATCATTTAGC TCAGGTTCCT GCCTCCATAA AATAAATAAG CCTTCCATAT 
98651 TAGTTGTCTG TTGCTGTGTA GCAAATTGTC AGAAACGTAG AGGCTTAAAG 
98701 CAATACCCAT TTATTATCTC GCAAGTTCTG TATCTCAGAA GTCCAGGCAG 
98751 GCTTGACTGG GTTCTCTGTC CAAGTTCTCG TGAGACTGAA ATCAAGGTGT 
98801 TGGCCAGGCT GGGATCTTAT CTGGAGGCTC TGAGGACATA TACGCTTCCA 
98851 ACCTTATTCA GGCCATCAGC AGAATCCCGT CTCTTGTGGC TTGAGGTTGG 
98901 AGGTCCCCGT TTCCTTGCTG GCTGTCATCC AGGGACCACT CTTTGCACCT 
98951 ACAGGCTGCC TATGTTCCTA TTCACAAGAC ACCGTTCATC TTCAAACCAA 
99001 AGCAGCATGT AGAATCTTTC TTGTGGCTCG TATCTTTCTG GCTTTCCCTT 
99051 CTTCTTTAGC CAGAGAAAGT TCTTTGCTTT TAAGCGTTCA TGCGATTCAA 
99101 TCAGGCCCAC CTGGATAATG TCCCTATTTT AAAGGTAACT GTGATACCGT 
99151 ATAACATTTC AG GAG T GAT A ACAGCACATT TACAGGTTCC AAGGATTGGG 
99201 GCAGAACATC TTTGGGGGAA CATTTTAGAA ACTCTGCCTC CCCACTCACC 
99251 CATAATCCTT TTAAAAACCA AATCTTGAAG CCTTTTTTTC CCAAAGGCCT 
99301 TTTTGAATAA GC AC ATT TAT ACCTAACTTC AT C AG AC AC C CACTTTGAGC 
99351 AAACACTAGC ATGTGGCAAA ATAGGCTGTA AATCAATCAG AACTATTCTT 
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99401 TCCCACCACA ATCTTTCTCA AACACATTGG GAGAATCTGA CACTGTCAGT 
994 51 GGTATACCAG AGCAGACTCC TACCATCTCA CAAGAGCTGA CTGTTAAATG 
99501 TTTAGTAATT GTGGACATTG GTTGTTAAAC TATTAGTAGC CTGAAATTGA 
99551 CTATAGTGAG AGTATTTTCA CCATGGAAAG CAACCGTTCC AAATCAGGGT 
99601 TTCTCTTTAT TCCTGGGAAG CTGGTTTATT AGCTCACCAC TGGCTGTAGT 
99651 CCTTTAGGGG TCATTACTTG ACCTCCTGTA GCATGCAGGA ATCCTCTCCA 
99701 TGGCCTTTTT TATGCATGGA CATCATCCTA TTTTTTAATA CCAGGAATGG 
99751 GGTGATCACT CTCTTATAAG CTAGTTCATC TCCCTGATGG AATGGTATGT 
99801 GGTAGAGTTG AAACCCACCT CCCTGGAACT TCCCACCAAC TTCCTTTGGA 
99851 AGCAGCACTT GTGACAGCCC CAGAACCATT TGGAGTAAGT AGCATTTCCT 
99901 CCAGGAGACA TCTCTCCTCT GGATCCACAA ATCAATAGTT AGATGCAAAA 
99951 TCTTTAGAGC CACACTGTTT GAATTCAATT CCCAGCTCTG CCACTTATTT 
100001 AGTTATAACC TTAGGCAAGT CTCTTAACTT TTCTGGTCCT CTGGTTCTTC 
100051 ATGTGTGGGA ATGGGGATAA AAATAGCACC TACCTCATAG GTTATTATGA 
100101 ATATTAAATG AGATAATGTG TGCAGAGAAA ATAGCACCTG GTCTGGCCTC 
100151 TACCTATCTA ACAGGTTAGT TGTGAGGATT AAATTACTTA ATATAAGCAA 
100201 AATGCTTAGA GCTCTGCCTA GCACAAAATA AGCACTATGT AACTATTGGT 
100251 AAGTTAATTT GAAATGTGGT TTCTAGATCT CTCATCATCC TAGTCACCCT 
100301 ACTCTGGATG TACTCCAAAG TCCCTCTCAA GATATAGTGT CAGAATTGAC 
100351 CTAATTAGTC CAGCATTTGA CTGAAACGCT AGACTTTGAC TCCAGCCCCC 
100401 CATCCTTGAC TGGCACTAGC ATTCAAGCCG CTTCTCCTCT TTCCCTGGGT 
100451 CTTTAATAGA GTCAGAGCGA CTTCTCCAGG GGATCTTTTG GCCATGGACC 
[J 100501 AGTAGCATCC ACACACGCTG GGGCCTTGTT AAAAAGGCAG GCTCTCAGGC 

100551 CCCACCCCAG ATCTACTGAA TCAGAATCCA CACATTAACA AGATGCTTGG 
100601 GTGATTCATG TGCACATTAA AGTTTGAGAA GCACCGCTTT CAGGGACGAG 
100651 AT G AC AC ACT TATTTTAAAG AGAACGCCAA TTAGAGACCC TAAGCCTTCT 
p 100701 CATGGAACAG GGGCCTTCCC CTCAGACCTT GGGAGAGGGG TCAGGGAAAT 

~Z 100751 ATCAGTGTTG GGTTGTTGGT GACAGGTGGC GGTGGGGGGT TCAGTCCACG 

~2 100801 TTCAAAGAGC CAGAAACCTG GCAGGGGAAG AGATGGGGCA GTGACACCCA 

5 5 100851 ACCGGAAAAA TAAAGGAAAC TACAAGAAGA ACCCAGCTAA GAGATGTGAG 

VJ 100901 GCTTCTGAAA GCTCCCATGG AAAGGTTCGC AGCTCCTCCA CCTGCTCGGT 

^ 100951 CCAGCTGCCC CAGGTCAAGG AAGCTCTGTG AGTGTTAGCT GACCCGGAGC 

=» 101001 AGCAAGGATA CATTCAGAAG TGATGAAAGG GAACGCTTCT TGACAGGGTA 

s 101051 AAGAGTCATT CAGTAGGAAT GAGACAGGAA GAGGTCACAG AGTCAGAAGC 

101101 CCAGCCTGTA CTCAGAGATT ATTTCTGGCA TGGGAGGGCC GAAGGGTTAG 
H 101151 GAGGCCACCT ACTCACAATA CAATACAGAG GCAGATCCAC TTATTACCTG 

IQ 101201 CCTGTGCTGC TGGGATTTCA GTGTGGAAAT TCTGTGCCTC CTCACTGTGG 

101251 CTGCAGCTTG GGAATGACAT CCAGAGCTTA CCCACCTGCA TAAGAAATAA 
I l 101301 GCTATAGGTG TAATAGGGGG ACATAGGCTA AAATCCTAGC TCAGCTGCTT 

iy 101351 AATAGCTGTG CGACTGAGCA AGTTACTTAA CCTCTTTGAG CATCTGTTTT 

O 101401 CTCATCTTTA AAATGGAAGT AATCATAATT GACCAGGCCC AGTGGCTCAC 

j[ j, 101451 ACCTATAATC CCAGCACCTT GGAAGGCCGA GGCCAGTGGA TTGCTTGAGC 

101501 CCAAGAGTTT GAGACCAGCA TGGTGACACC TCGTCTCTAG AAAAAATACA 
101551 AAAATTAGCC AGGCATGGTG GCAGGTGCCT GTAGTCTTAG CTACTCGGTA 
101601 GGCTGAGGTG GGAAGATTAT ATGAGCCCGG GAGGTTGAGG CTGTGGTGAG 
101651 CCAGATTGTG CCACTGCAAT CTAGCCTGGA GACAGAGTGA GACTGTGTCT 
101701 CAAAAATAAA TAAATAAAAT AATAATATCT ATGTTAATAA AGCAGAAATA 
101751 AGAATGAAAT AAGAGGCCTG ACATGGTGAC TTATGCCTGT AATCCCAGCA 
101801 CTTTGGGAGG TCAAGGTGAG AGGATCACTT GAGCCCAGGA GTTCAAGATC 
101851 AGCCTGGGCA ACTTAGTGAG GTCCCATCTC TACCAATAAT AATTTTTTAA 
101901 AAATTAGCTG GGCATGGTGG CATGCACCCG TGGCCCCAGC TACTCAAGAG 
101951 GCTGAGGCAG GAGGACGGCC TGAGCACAGG AGTTGAGGCT GCAGTGAGTC 
102001 ATGATCACAC CACTGCACTC CGGCCTGGGT GACAGAGTGA GACCCTGTCT 
102051 CAATAAATAA ATAAGAAGAA TGAAACAAGA AAGTTCTTCT TATGGTTCTC 
102101 ATGGTGGTGA GCACAATGTA AGCATATATA TTATCTTAGA ATTCTTCCTT 
102151 CCTGTATAAA GAAGGCCTCC TCCAATGTAT TAATCATCTG TTCAACTAAT 
102201 AAATGCTGCT TACTCCCACT TTCACTCTAA AGGAACTCAA TGGCTAAAGA 
102251 GAACCCTTCC CCTTTGCAGC ACCCTGAGGA TCAGAGGCCT GATTTGAATG 
102301 TCCTCGATGC AAAGGACTAT TTCAAAAGGC CAGCCAGGCA GCCCAGACAT 
102351 GTATTTCCTA ATCGTCTCCA GGTTGTTTGA TAGAAGATCT CCTGGGAGCA 
102401 GGTTTCCGCA GCAGCTCAGC CAGGTCTGTT CTGGGAACGC TGTGTGCATT 
102451 GGCACCTCCC TTGGCAGAAA GCTTGGAGGA AAGGCAGGTG CAGGTCCTGG 
102501 AGCCTCTGAC AGCATTACTG GCTCTAGGAG TAGCTGCTCA GGATAATCTG 
102551 TCCCCATGAC CATTAAGTAA CTGCCACTGT GCGGGAAGAA GAACTGGAAA 
102601 TGGGGGGCCC AAAAAAATCT GAAAACCCTC ACTTGAACCA GTAAGTTATA 
102651 CCCTGGGTTG CTGTTGGAGA GAGCTTCCTT GGAGTAGACA AATGTGGTAT 
102701 GTTAAGTAAA CTGGGGATCT AGGTTTGATG ATACTGGGTC TGCAGCTTCT 
102751 TTGTCCCACT GAAAATCCTC GGGCATTCCA TGAAAGTAGC CTTCAAAATA 
102801 TTTTTGTCTC TAATGACATA TTTTTGCTGC AAAAAGATGA GTGGATTCAT 
102851 TTTACGAAGT CTCAAGTGTG TTAGAAATTC ACCATGAGTC ACTCAGCAAG 
102901 TTATGTTTGA GGGCGTTCTG TATGCCAGGC ACTGTGCTGG GCACTGGGAC 
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102951 TACTGTAGCA AGTCAGATAG ACAAGAACTT GCTTGATCTT GGAAGTAAGC 
103001 AGGGTGGGGT CTGGTTAGTC CTTGAATTGG AGACTGCCTG GAGATACTGG 
103051 ATGCTGCAAG CTTTTGAAAA AAGACAAGTT CTCTGTACTT GCAGAGCTTA 
103101 CATCCAGTAA CTAACTAACT AACTTCAGGC TGTGTTGAGT GACTGAAAGT 
103151 GGTGGAGCCA GGAGTCCTCT AGATAAGGTA GCCATGGAAG GCCTCTCCGA 
103201 AGAGGTGATA AGTTTACTCA GAGACGCAAA CGATCAGGAT AAGCACAGAC 
103251 CCCGGTGAAG AGCGTCCCAG GCAGAGGGGA TAGCAAGGGG ATTGCCCTTA 
103301 GGTGGGAAAG GGCTTGATTT GAGGACTGGG AAGACCAGTG TGTCTAGGAC 
103351 ACATAAGCAA GGGGAGGACG TTATGAACGA GGTCTGAGGG GTCAGCAGCG 
103401 ACTGGATCAT GCAAGCTCCC ATAGGCCATG GTAAGGGCTC TGTGTGTACT 
103451 ACAATTACAG GATGCATGAT AGGACCTGGG CTGCATTTTT AATAGTTAAC 
103501 CCTGGCTATA ATGTGGGGAA GGGATTGAAG AAAGAGGGCA AAGGCAGGAA 
103551 CAGGAAAATC TCTTAGGAGG CTACTGCAAA GCCCAAGGGA GAGGTGATGG 
103601 TGTTTTGTTG TTGTTGTTGT TTGTTTTGTT TTGCTTTGAG AAGGAGTCTC 
103651 ACTCTGTCGC CCAGGCTGGA GTGCAATGGC ACAATCTCGG CTCACTGCAA 
103701 CCTCCGCCTC TTGGGTTCAA GCAATTCTCC TGCCTCAGTC TCCCAAGTAG 
103751 CTGGGATTAC AGGCATGCAC CACCATGGCT GGCTAATTTT TGTATTTTTA 
103801 GTAGAGACAG AGTTTCCCCA TGTTGGTCAG GCTGGTCTTG AGCTCCTGAC 
103851 CTCAAGCGAT CCACCCGCCT CGGCCTTCCA AAGCACTGGG ATTACAGGTG 
103901 TGAGGCACCG CGCTGGCCAA ATGATGGTGT TTTGATCTGG GTCTTAAAGG 
103951 CAGAAGGAAG GGGGGTAGTA AATTAACTGT GCTGGGGAAG AGAGGGAGGC 
104001 CTGAGAGTGA GGAAAGAATG AGGGGTGATT CCAGGTTTAG GAAAACTGGG 
£j 104051 CAATTTGTTA GATGATGGTG CCATTGACAG AAATGGGAAA GAACAAGTTT 

104101 GGAAAGAAAA CTCAAGATCT GGCTGGTGAC TTGTATTAAA CTTAAAGCCT 
104151 CATTTGTGAC TTGAGCAGAA GTAAGGACTT TCTCCAGTGT TCAAGAGCTG 
CO 104201 GAAGGGATTT TTCTAGCCTC CAGGCAAGGT AATACCATAA GTCCCAACAG 

104251 TGATGCCCTC CCTGGGAATG ATCTCAATGG GAGAATCCTA TACCCTGCCT 
104301 CCTCCATTCA TTCCTTGCTC TGATGGTGGT TCTGGCTGGC TAACCTAAGT 
104351 TACTCTTGCC ACTAGTTAAC GCCTGTCCTT ATTTCTCTTG TCCCCACCTA 
104401 AGATGTCAAT CAAAACAGCA CGAGCCATGC TATGTCACAT GACATGTTGT 
104451 CTGTCCAGCC CAGAGCTTGT TGCTGATGGG GGCACAGACT AGATTTTGAG 
^ 104501 AGAAATCTCT CTGTTACCAC CCTTAACATT CCAACCCCCT CTAATAGCCC 

s» 104551 ATTTAGGATT TATCATACTG TTTCATCCAA ACCTTTCATG ACCTGATTTC 

s 104601 TATTTCCAGC TTCAACCACC CCTTGGGTCA CCACCTGTAC TTATTGAGTT 

104651 TCCCTAGTTT TCTGAATTAA TGACTGAAGA TGATAAGCTT CCCTTACATA 
^ 104701 TGACTCTCAA ACCACCAAAC TGGGATTGTT GTTACTCTTA GTGATAATGG 

[y 104751 TTGCTATTTA TGAAACTTTT AATAGGGAAC ACAAACCCTG CCCAGAAATT 

l x 104801 CATATAAATT ATTTCATTTA AGAACATCAC AAAGTAGGTG CTATTATTTG 

f~ 104851 ACCTTACACG TGAGACTTGA AGAACTTTAG AGCATTGCCC AAGGTCACCC 

[ij 104901 AGCTAGTGAG GGGTGGAGGC GGGATTTGAA TCCAGCTCAT CTGTCTCCAT 

f=f 104951 TACCTGGAAG AAGGAAGGCC AGAGCATCAT GGCCTTTCAC AAGTTGAAGA 

105001 GCCACGGGCT TTCTACGGTA GCCAGCCACG CTTTTCCATG ACTGGGGTGG 
105051 GTGTGGCAAG TGATGAGGGT TTGGAGTTCA TGTGGTGGGG TGGCAGGGAC 
105101 CAGGTGTCTT GGTAACTGCT GTTGCATTCA CTTCAGGAGC AAAGGACCAG 
105151 ATCTGATTCT GCAGGATCAA CAATATGGAC ACTGCAGGCT CTGTAGACAT 
105201 CCAAAGCTCT AATGGTGACT TGGGGAAGCT CAGGAGGGCA GGGAGGTTGT 
105251 ACCCATTTAG AATGTAAAGA TTCCTATTTT ATAAAAAAGA AAAAAAGGAG 
105301 ACTGAAGGCC TCAGTCTCCT CCAACAAAGC CAGGCTGTGG GGTAGCAGAG 
105351 TCTCAAAGGG TGCAGGCCCA TGGCCACTGC CCAGGGCTCC TGCTCAGGCC 
105401 TCCTCACTCC CACAACTGAG GGGAGACCCA GTTCCACACC CACCCACCTA 
105451 GCAGTGTCTC ACACCCACCG GGAGAGGTCT AAACATCTTC CCTGGGAAAT 
105501 GGTCCCAAAA TGTCCCTGCA GTAAGCAACC ATCTGGAGAG GCCCAGGTCT 
105551 ACATCTGTTT TTAAAGCTCC AATAAATAAA TAAATGAAGG AAGAAAAAAA 
105601 GAAGAAGAAA TGCAGAACAG GGTGACTAAA ATTGGCATGT ATTTTTAAAT 
105651 GTTTATATTA ACAAACTAAC ACCTTTTAAC ATGAAAAGCA ATATAATTGT 
105701 GCTAGCCACA AAATCATCGT AGGACTGAGA AAGGAATCGT GATTCTGAGA 
105751 GCCCTAGAGT TAATGTGATC CAGCTGGCTC ATCCCTGTGA CTGCAGAAGC 
105801 CTGTTTGGAG ATAGTGTCAG TAGCTTTTCA GGCCCTCTGT GAATTGCCAG 
105851 AATGTGTGAC ATGAGCCAAA TTTCCCCCCA GCATCCCCGC CGCCGCCACC 
105901 ACCACCCCCG ACCCAACCCT CCCGCCGGCT CCCATAGAAT AGTCACTGCC 
105951 ATACAGAAAA AGAGAAGTTC TACTATTTCT GGGCAAGATT TCCACAAACC 
106001 AGTTTGTCCC TTTCTGCTTT CATGAAATAA ACCATTTGGA TCAACGTCAG 
106051 CTGATTGCAA AAATTTTCCC TTGTCTCAAA AGCAAGACTG ATAAGGAAGC 
106101 AAACATGGGA GGACCTTAGT GGCCGAGCCT TTATGTGTAT GTTATTTCAT 
106151 TGCTCTCATA ACTGCCCTGG GATGCTGTAA GCATGATTCA TCCTGTTTGT 
106201 TTATCAGTTA AATTATGTAT CCAAGATTAC ACAGCCTATC CAGGATTAGA 
106251 ACTCAGAGCC CTCGGCTGTG AAGCTTGAGC TCTTTCTTTT CAGTCTTCAA 
106301 ATATGATCAT GCCATGAAGC AGCACAAAGC CCAGGAGGAG CCCAGTGAGG 
106351 CTGGAGGGGT CCACTGGCAG CCACTCTCCT CCGTGCCCCT GTGGTGTTGG 
106401 GGCAAACTTG GATCTTTCTG AATCTTTTAA CTGTTTCCTT CTCTTCCCGT 
106451 TTTTGTCTGC TGGCTGACTT GTCCTACACT CTACTCCTTG CTTATGATAC 



FIGURE 3, page 30 



106501 TTATTTTTCC 
106551 AGGCATATGA 
106601 ATGGTGGATA 
106651 ACACTAACAT 
106701 TCTCCTCCTC 
106751 CTCTCTTGCT 
106801 CTCTCTCTGC 
106851 ATCCATACGA 
106901 AATGAGTATG 
106951 TCTTGGCTTC 
107001 TAGCCCAGCA 
107051 AAATTTCCAT 
107101 GTTGAGAATC 
107151 GCTTTAGGAG 
107201 TCCTCCTGAC 
107251 GGTCAAATAT 
107301 GTGTGGAGGC 
107351 GGAAGCTTCC 
107401 TGCCTTCAAC 
107451 TCAAGAAGTC 
107501 GTACTGAGGG 
107551 AGTACATGCC 
ri 107601 TCCTGCAGCA 

' S S 107651 ATATCTAGGG 

W 107701 ATGAGCTTTC 

fp 107751 AAGTACCCAA 

f~. 107801 AAGGATACAT 

*Z 107851 AAATTATAGA 

107901 CCTGGACTAT 
107951 TGCTTGTACT 
I , 108001 CTAAACACAT 

''2 108051 AGCCTTATGG 

a Z 108101 TTTTATGTAG 

108151 CAGCAAGTCC 
!_ 108201 AAATGGCAAA 

I J 108251 TCTGAAGAGA 

| L S 108301 CTTAGGCCTC 

108351 AAGAAAAAGA 
?* 108401 TAGCCACCAT 

| J 108451 ATCAGGCCCA 

?3 108501 GGGCAGTGAA 

*7 108551 AAGATGTTAT 

I* 108601 ACCTTGTGCC 

108651 AACACATCAC 
108701 GATTTACATC 
108751 AGTAAAGGAT 
108801 CCCACCACTG 
108851 TACCTCCCTT 
108901 CTCTCTCTCT 
108951 TACTTTTCTT 
109001 AGACATAAAG 
109051 TGTGGGAAGA 
109101 CCAGAGAAAT 
109151 GACTCACTTC 
109201 CATTACCCGC 
109251 CCTTTGCCCA 
109301 GAACAACTAT 
109351 AGAACAACAC 
109401 GGACTGCATG 
109451 AGGTGACCAA 
109501 TCCCTACAGG 
109551 AAAGGCAAGA 
109601 CGTGGAATAT 
109651 GAAAGAAAAA 
109701 GCTATATTTT 
109751 TGACCAATGG 
109801 CTGTTTCGGT 
109851 TCCTTTACCG 
109901 AATGAGTTAT 
109951 GGGCCCCTGC 
110001 TGAAAATTCC 




ATCCACAGCA AAACAATTCA CATCAAGGTA ATTGATGATG 
GAAAAACAAG AATTACTTCA TTGAGATGAT GGGCCCCCGC 
TGAGTTTTCA GAAAGGTGTA GTACCCTGTC CTCCACACTA 
TCTTCTCTCC TCTTCTGTTT CTTCCTCTCC AACCCATTTG 
CTCTTGTCTT CCACCTCTCT GGTTCCCTTT CCCTTGTCTC 
CTCTCTCCTG CTCTCTTTTC ACTCCTCCCT CTCCTCTGTC 
CCCCAGCTCT GTCCTAACAC CTGCCAGCCT GACACATGGC 
GGGATGCTCA AGACCGATGG TAATTGTTCT GGGATAAGGA 
GGGAAAGAAA GAGCCAAAAT GCTGGAGTAT CATGTGCGGC 
TCCAGAATGG CTGGGCATAA AGGGGGGAAA AGGGACCACA 
CCAGACAGAA GAGCAGCACT GAGAAACAGG CTTTCAGCAC 
GGGGCAGTTA TTCTCAGGGC TAAACTTAGA GTCCCAGGAA 
AATGTATTTG GATTACAGTT CATTCCCCTC CCAAAAGCAG 
CCACCTTATC TGCCATGTTG CTACTATCAA GACTTGTTTC 
CTTGAGGAAG CTGAAAGTAC AGGTTTGAGT TCCAGATCTA 
CCATTTGTCT TCCTATGTTT TTCCTATTAA GAACACCCAG 
AGAGAGTTAG AATAGTGGTG GAGATCATCC TGACCCAAAT 
CCAAGAGGTC CATGGGGCTT CTCAGAGTGG ATGGAATCTT 
TTCAATGACC CCATACATCC CATGGCCTCC AATAGACAAG 
CTTTCCTGAA TAGATCATAC TGTGGAGCAG GGAGCTGCCA 
CAATGTTCCT TCCCCTTCCA AGCTGTCCCT CATGCCCTCC 
TGTTGTCACA GAGCACCCCA ATCCCATCCC ACAGCAGAGT 
GAGAAACAGG CTCACACCTT GTAGACAGCC CTGGGGTCCC 
CCAACAGAAA TATTCCCAAA AAAATGCCTC TTGACAATCA 
TCTTTTGTCC GCTGAGCAAG GTATAAAAAG ATGTCAAAAG 
AAAGGTAATA AAAATGTACA GTCGTGCATC ACTTAGCAAT 
TCTGAGGAAG GTGTCCTTAA GCAATTTTGT CATCGTGGGA 
GTGTACTTTC ACAAACCTAG ATGGTGTAGC CTACAACACA 
GTGGGCCTAT TGCTCCTAGG CTACAAACCT GTACAGCATG 
GAATATTGCA GGCAACTGTA GCACAATGGT ATTTGTGTAT 
CTAGACATAG AAAAGGCACA GTAAAAATAT CGTAGTATAT 
GACCACTATT GTAGATGTGG TCTGTCATTG AGCAAAACGT 
CATGTGACTG TACTTGTAAA GTACACACAC CACAAATGCA 
TGTGCCCTAC AAGCCCCTTT GGGTCAGTCT ACTACATTAT 
GCCGAGCACG CCCACAGAAG GTAGCAGGAA CATCAGAGGA 
CATTTAGGTA AATGCTCTTT ACCCTTTAGA GCATTTAGTT 
CCCTCCCCCA ATCTCCCCCC CGCCCCCCGC CAAAAAGAAA 
AAGCAGAAAA TTACAATTCT GGCTCACTAG TAGGACCTGC 
TGTGATTCCA TGAAGGACCA GAAGAAACCA TATAGGAAGA 
CACGGCAACC TCTCCACATG ACAAAGAGCC AGTCTTTGGA 
TTTCAAGGAA AGTTTTCTTC CCTGGGTGAC TTGTTTTTAA 
GTTTTGTTGA GATACCCAGA GATGAACAGA AACTTCCATC 
CCAGACCCAT GATAATTCAC ATTGAGGAAA CCAGTTTTGG 
CCCTAAGTGA TAGAAGCCCA AAGGTGATTT AGAATTTGAT 
ATTTTCTTCA CATTTTCCCA GAAATGCATC AGCTGTAAAT 
TCCTATGTAA TATTGTGGTT AATACATATT TATTTTAGTT 
AAGCCCTATG AGATAAAGAA TGAGAAAGAT CACACAATTC 
TCTTCTCTCT CTCTCTCTCT TTCTCTTTCT CTCTCACTCT 
CTCTCTTCTC TTCCTCTGTC TGGTTTTCCT TCCTCATAAA 
TTAAAATTTT CTTTCTGAAA CTCACAATGG AAGTGAGTAT 
AAGGGACACA AGCCCTGGGT TCTGTTGACA TATTCCCTGT 
CCCTGGGTTA TTCCCAGTGG GTTAGTAGTT TACCTGTTGC 
GCCACTGTTA TCATGTGACA CCCAGTGGAA TGTGCTGCCT 
CTACTAACTG TTGGCAAGGT CTAAAATGAC TCCTCCTGAC 
CTTCTGCCTT CTCCTCCCCT TCTGTCCTTC TGGCTCCCTT 
CCTTTCCTTG CCTCCTGGCT CCCTGCCCCC TCACCCGTAA 
GACCAAGAAG ACAAGAAAAA CTAAGACCAT TTATTACCTG 
AATCCACCAT GGTCCTGTTG AAAGCCACCA TGGTGGGACT 
TGCCAGGAAT GACGGGGAAT GATTTTAAAG GCTGTGCTCC 
CCAATCTACC GACCCAGTCG ACACACTCTC TCTCTTGTTG 
AAAACCATAA GGGTTAAAAT AGTAGATGAG GAGGAATACG 
GAATTTCTTC ATTGCCCTTG GTGAACCGAA ATGGATGGAA 
CAGGTGTGAG ATTCTTTAAA AACAAAACAA CAAAAAAAAA 
TTAAAACAAA CTGAAAAACA ACAACAAAAA AGAAAAAGCA 
TGTCTCCCTC CTTTTCTTCC CTTCTCCTCC TTTCTCTTTT 
ATTTTTTTAT TCTTTTCCCT CCTGTATTCT CGCTCTCACC 
ATCATCTCTG CCTTCTTAGC CTTAGCTTAT TCCAAATTCC 
CCTTCTGGGC AGCACTGCAG CCTCAACTCC TCATTACCCT 
TTCCCTGTTT TGCTACAATT TTCAATTATT CAATTGCCAT 
ACTCTCCCCC ACCCCACCCC TACACTGTAA CCTGTAAATG 
TTGGTGGGTG GGGAGGAGAA GAAAAAAAAG GAATGTGATG 
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110051 CGATGCATGC CTGTGCCCCT TCCTGCCTTC CTCCCCTGCC ACCCCTCACT 
110101 CTTTAGCCTG GATTGAATGT GGGGGGGTCT GGGATGGGGG TTGGGGCCTG 
110151 GGTTGCAATG ATGCTTTGAC AGTTTTCTGC TGCATTCCCC AACTTCCTTT 
110201 GAACGCTTGG CAGGTTATTC ACTTGTGGAG TGGCCCATAG GCCCCTCTGC 
110251 CCTTCGAGGA GGTAAGTGTA TTTTCTGGCT GTTTCACAGT TGGGCAGACC 
110301 GTGGCATGGG AAAGTGTACC AATTGTCAGA AGCCACGGCT TCTGAGAGCT 
110351 CTGAGAGAGA GAGTTGACTT CTGGGGTAAT CATGCAATCT GGAATTCTGA 
110401 GCTATTCTTC CTCCTCTGGG CATCCCACCC CATGCCATTC TATGTTCCTA 
110451 GCCCAAGGTT GGGTGCCTCA TTCAGGCTAC TTTGGGACAA TGCAACCTCT 
110501 AAAGCAGAAA ATTGAGAGTT CCTGAAGGGA AGGAAATAGT TCCAGGTATG 
110551 AAAATTCCCG TAGCCAGGGG CCCCAGAAAA GGACTGACAT TGGGCAGGCC 
110601 TGGAGTGTTG ACTTGTGGAT TTTCCAACAG AAGAGACTCT AAATGATGCA 
110651 GTTGGTGCTG ATCCCTGACA GACAGGTGTT GGAAAGGTCA CAGATGTCTG 
110701 CCTTTGCTTG GCATCTGCAA GAGAAAGTAC CGCCCAGATC CCAAGATAGC 
110751 CCTCATCCCA CACTAGAGAA GTGGCCTCAT CTCCTGCTTT CCTCAGGACC 
110801 TGCATCTGAG AATACCTGCC AGGGGCTCAT CCCTAAAGGA CTGATTATGT 
110851 TGCAACCAGG GTAGAAGTAA GGAAGGATTT CTTCCCTTGA AGAAAATGAT 
110901 TGGAAGCCAC TACTTTGAAT GGCTTCCAAT CATTTGGAGG CATAGATGTG 
110951 GGAATGGGTT AGGGTGCTCC TGGGAAATAA CAAGAGGACG TTCACACTCC 
111001 CATTCAGGAG AGATATGCTG CTGGGAGCCT CCTAGCAAAT GAAGCAGTGA 
111051 AATCCACCTG TTTGTCAAAA AGGGGTGATC ATACTGCAAT TAGTTCATAT 
111101 TCATGTGACA AAGAGCAGCA TAAAACTTTC C AC AC GAG G A CAGAGCTAAG 
111151 AGATTCAGCA ACAACATTCC CAAAGGATTC TCTACAGGCC TTCTCAGTGT 
111201 GATTGGTCAT TTCTCATTGT CTGCTGGGGA CTCTCCTGCA GAGCTGACCA 
111251 CTTCTGTGCC TGCGCTGGTT TGGACACACC TGATGCTCTA GGGGCAGAAC 
111301 TCCTCTCCTT CTTCACTGCT GGTTCTCTTC GTCACCACTC AATAAAACGT 
111351 TGCCCTCAGC CTGACTGCCA AAAAGTGCTG GAAGAAAGAA ATTATCTCTG 
111401 GTTCTATTGT TTCCCACATT GTATTCTTGC CCAACTTCCA GTTCTTGCCA 
111451 CCAACAATAT TCTCAGAGGT TGCCTCAGCA CCTGCCCTAC CTCATTCCCA 
111501 CCTCCCTTGA GCATTTATTC CATGTATTCA TAATTGGTTG GAAGCAGCAG 
111551 ATACCCAAGG CCAATTGTAA GTCACCTTCA TCAGTTTCCA CAGTCCAAGC 
111601 TACTTAGATG CAAACGAAAG CAGCACATGT ACAGCGTACA GGAAGGAAGG 
111651 CAGTGGTTCC AGACAAGAGG AAGAGATTGG AAGTCCATAC ATGCCTTTAT 
111701 TCCACCAGTA AAAAGGCTCT TCTCTTATGC CTCCCTTAAA ACCTCTACCA 
111751 ACAGCAGGAC AGAGAGTGAC CCAAGATAAG TCTTCAAGAG ACCTAACCAA 
111801 ATGCAAATGT CTTTGGCTAA TCCCCATTTA AGGACATCTT CCTGTTTTGC 
111851 ACAGATTCTT TGCCCAAGGA AATGTCAGCA ATGCCCTCGT GGAGGGAGTA 
111901 GGTGAGAAGA CAAGGATTTC AGCAAGCTAT CTGTGTGGTG TGCCCCCAGA 
111951 TCTCCCCAGT GACCGAGATG CCAAGATGAA GAGTGCCAAG AAGAAATTGG 
112001 TCAATTTTCC AGCTGCCTAT TTTATTGTCT ATGTTTTCTA GGCGGTTAAT 
112051 TTCCAGTTTC TTCAGTACTT CCCGTATTTT G AC AT TAG AC CATAAGGTGA 
112101 AAGGTCATAA AACCTGATTG TCTAGACTCA GAAGCAAATG GAAACCCATC 
112151 CAAATTTCCA GAATTCCCTG CTGTTCTCAG AGTGAGAAAC AGAACAGTGG 
112201 AAATTGCTTT TCATTATCAC TACTGCATGG GAGAGTCTGA AACATTCAGA 
112251 ATGGCATAGT CTTTGCATGG TCAAAATGAC AATTGCATTA AAAAAATGAG 
112301 AGACTGGATT TGAAATAGGA GACTCTATTT TTGGCAAACA AAACAGACTT 
112351 CAGAGTTGAG ATTAAAAGCT CTGGATGAGC TGGGGGATGG AAAAAAGGGA 
112401 AGGAAAAAAG GGAGACTGAA TAGGAAACAC AGTTGCTCTG GAGTCTAGAA 
112451 GTGGACTTCC GAGAGCAACA CTGAGCAACA TAATCAAGAC TGTTGGGCCT 
112501 GGGCCTGGAC ATTGGAAGCC TTCGGATAGA AAGGAAAGCT CTCTGTCTCT 
112551 CTCTCTCTCT CTGAAGAATG GGGCCTGTTT GGTCCTCCTT TTTCGACAAC 
112601 CGTGGGCTCA TCTTGACAAG CTGCCCAGAT GCTTCCTAAT TACTCACAGT 
112651 CCTATGCTCT TTCCAGCTTG TCCCTGGGGT GTCTGAGCAG GAATAAATGA 
112701 CTCTCACCTG ACCCAGGGGA TCAATACAGG GGAAAGTTCA GCTCCAGCTT 
112751 CTCTCATGAG CAGCAGCAGG AAAAACACCC TCGAGGTATT GTGTCAGTCA 
112801 AAGCTGGCCT ACCCAGGTCT TGCTGACCCA TCTATAACTG CTGAGCAGAA 
112851 AGTCTTGGAT T CAT G GAG AC AATGACCAGA GAATGATGGA ATTCCAGCCA 
112901 ACTGCAGGCC TTCTCACTAC TCTAGGGATG GGCCAGATGT TCGGTGGCAT 
112951 GTATGAGTGA AAACCAGGGC ATCAGGGACC TTTCTGGAAG AGCTGCCTTT 
113001 GTCTGACCCA CCTGTGTTCA TTTATGTGCT GGGATCTCTG ATCTCCCCTG 
113051 GAACTTGGGG GAAGCTCTTC CACGCAAACT CCCGGAAGGA GCAGAATAAA 
113101 CAAGCTCTTG CCTATCTATC TATCTATCTA TCTATCTATC TATCTATCTA 
113151 TCTATCTACC TATCTGCCTA TCTATATCTA TCTATCTCAA TGTAGTGAGG 
113201 AAAGCCATTG ATCCATTAAC CTTTGGAATT CTACATGGGA GATACCTAAA 
113251 AAAGTGAACT GCCTTGTTTA TGTATCATGC AGACTCTGGA TCCACATATA 
113301 TCTCAGTGGC TGTGAATATA GGATGATTGA TCACAGGCCT GAGTTGCATT 
113351 CCTACAGATT CTTAGGAAAA AAATTGATTC ACAGACATGT CCCCCCTGGT 
113401 TCCCCCACAA CACACACTCC TTCCTCAGCA ATCTCTATCA GTCACCAACT 
113451 ACACGTTGAA TATGTGGCAA GCTCTTCCCA GACCTTTATC TGAGAGCCAA 
113501 GGAGTGAGGG GCTGTACTAA GATATCATAG AAATGAAAAT GTGGTGTGTC 
113551 ACAAGTTTCC TTAATTCTTA GATCTTAAAC TCTAAGAGGG TTCAGCATAA 
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GTACAAATTC 
AGTTTCCCAA 
ATAGCTGTTG 
TTAGCCTGTC 
GATCTATGGA 
ATTGAACACT 
TGGGAGGAGC 
AACCATTCAA 
CTTTTAGGGG 
TGTGGTGATG 
TAAGTCGTTA 
ACAATGCTAC 
TGCCACTCAT 
CATGATAACT 
TGGTATCCTA 
CCTCATTCCT 
AATGCCCTTA 
CCTCTTGCTG 
CTGCTGAGCT 
ACCACAAAAC 
TTTCTTTCTT 
TCTCCAGGTA 
AGTGCCATTA 
ACTGCAGGCT 
ATTTTCCCAC 
CCTTGAGCAT 
TCTCTGGGAC 
TAGACTTCTC 
GAGACAGTGA 
TTGAAAAAAA 
GTTGTGAGAA 
CCTGGAGATC 
TGGTTCATTT 
AATTAGGATG 
GAGAATTTAT 
ACGTACACCT 
ACAACATTCA 
CAATACTATA 
AATATATTTT 
AAAAAATGTT 
ATATTCAAAG 
TACATAGTAA 
TGTAGGTAAC 
GCTTCCTTGG 
CTCAACCCTC 
TGGGTTTTTC 
AGGCTTCTTT 
GCATAACAAA 
TTTGCAAACA 
CCTAGCTCTT 
TTCAATTCGT 
AGAGACAGAG 
AGCTCAGGCG 
TTCACAACAT 
TATTTGTTCA 
CAGCCTCTCT 
TATCTAGATC 
ACATAAACAA 
AATTCTCTCA 
AAAAATAGAA 
GAATTAACTT 
AGCCTCTGTG 
CAAAGGGATT 
AGGTGGACAG 
CTAGATTGAT 
GGAGAGCTCA 
ACATGGGGGA 
ATAGGCATTG 
GGAATCTGTG 
CTGGCTTCTA 
TTTACCTTCA 



AAGGGCTAGA 
TCCACATAGG 
GTATGACAGT 
CTTTCTGAAA 
AAAGACAGTT 
ACCACATGCA 
CCATAGCCCT 
GGAAAACATT 
AAATCAAAGT 
GAAACCTTAT 
GGGATGGAAG 
CCATTTCCTT 
AAGTTAGCTA 
GGATTCTCAC 
CACAGTCATG 
CCATTCCTAG 
CCAGGGCCCT 
CTGCTCTGTG 
CTCACCTACT 
CTGGTGATAC 
CCATTTTTCT 
AGAGGTGTCT 
TTTGGTTTAA 
CAAGTTAACC 
ATGAAGCAAT 
CACTTCTGTC 
CAGGAAGAGA 
CTGAGTCTTA 
GATTCAGAGC 
AATACTTTAA 
TAGGAAATGC 
TTCCATCTCA 
GTCATTGACC 
GGGGATTGGG 
TTTGAAGAGA 
ACTTTGAGAG 
ACTTCATGAG 
ACTCTTTGTG 
AAAAGAACGT 
AAGGCCACTT 
TCACCTACAG 
GGACATACGC 
TCCTACATTT 
CTTTTTGCTT 
TGTTCTTCAT 
TTCTCTACTT 
GTTCCAACTC 
GATTGTGATT 
TCAATAGAAG 
TCAATCTGTA 
TGGAAATCTC 
GGAATATGTT 
CCTTGCAGGA 
CCTATTCTTG 
ATCTTCCATC 
TCCTGTTCCT 
ACCTGCCATT 
GATATCAGAA 
AGAAATTAAC 
AAAGGCAGGA 
AAAGGCATGT 
GGACTGTGGG 
TTTGCAGAAA 
GTCAGTAAGT 
AGGTAGACAA 
TTATATTGGT 
ATTGGGGAGG 
TGATATGGTG 
TGTCTTTTTC 
GGGTTGCTGG 
GAATTAACTA 



GACAACCTGT 
GACCTTGCAT 
TTCTCTGTTC 
CAGAAAAATC 
GCCAAAATAG 
GGGACTTTGC 
AACTTCCAGG 
CTGCAGGACT 
TCTAGTCAAC 
GAGCACTGAG 
ACATAGACCT 
GAGCTCCCAT 
CTCTGGCAGG 
TCCTTTTTTT 
AGTGACCAAC 
CCCTAGGGTA 
GGTGCTCAGC 
CATGCTCCAA 
AAGCTCTCTG 
TTTCAAGATG 
GGTATCCATT 
TGTCCCCCTC 
GACCAATGTC 
TGACAATTTC 
TATGAGAAAG 
TGGGGACGTG 
AATTAAGCTT 
ATTCATCTGC 
TGGAATCTCC 
TCCCAAGGGA 
AATTTTTAAA 
TCACAGCTGA 
CTTAAAGTCC 
GCAGTGTTCT 
TTCTCATGCA 
TATGCTTGCA 
CAGATATGAA 
CAAGCAGAGT 
CTTACATTTC 
AAGAGGCAAA 
GCTACATCTT 
CTTCTGGGAG 
TTCTTTTGTG 
CTTTTTTATA 
TCTTCTCCCA 
CACTCATCCT 
TTTCCTCCAC 
TAATTTAAGT 
CTAAAATGGG 
AGCCTTTAAT 
AAATACTGGT 
CATTCTGAGC 
AGAGCACTAG 
TCTGGCCTGG 
CTATTCATAT 
AGAACTGAGA 
TATTCTCTTT 
TCACTATGGT 
AACATTTGAA 
ATTATTGCCA 
GACTCAATCA 
AGATCCAAAG 
GCTAGATGGA 
AGATCAATAT 
GGGGTTAGAC 
ATAAAGTTAT 
AAGGAGTGGA 
CTTAAACCTG 
TAAGGGCTTT 
CCTATAGCCA 
ATCAGAGACT 



ATTGGGTGTG 
TTGTCATCTC 
CAGAATACCT 
ACCCAACCAG 
ACAGCAAACA 
TAAGCAGAGG 
ATATATCTAC 
TACCTTTTTG 
GTGGCAGCTA 
AAGCTGAGCA 
GGGCACTGTT 
TCAAGCCCCA 
GTTGCAACTT 
ACAGAATGGA 
CTACCCATTT 
GCCGGGAAAG 
AGCCTCTCCG 
AGGCTGCTTT 
CTTTCCTTAT 
GGACATTAAT 
TGCAAACAGC 
TTTTCTTTCC 
CTTTGATTTA 
TCCCAAGGAC 
CAATTGTGAG 
.GGTTAAGGCA 
AACAAGGAGA 
CATCTCATGT 
TAATATAATT 
TCCAGGAAAT 
GAATCTGGAA 
GACTTAAATT 
TATGTGCCGT 
GGCTGGAAAT 
GAATCTAGGT 
TGAGTGGAAA 
AGCATTTTCA 
GGCCTACACA 
ATCAGTCCTT 
ACATCTTACA 
GGGTTCAGGA 
CCTTAAACAA 
GAAAAAACAC 
CCAACAAAAT 
GGGTATTGAT 
CTTGCCTGTG 
CCGCCCCCCC 
TTCTTTCTAC 
AAAAAGGAAA 
TTAGGAGCGC 
TTTAATTTTC 
TAACCACCCC 
CTACATCACT 
CAAGCTCTTT 
TCTATCTTTC 
GTTTATTTAG 
ACTTGAAATT 
CCTCTAAATT 
TTTAAAGGAA 
AACCGAGAAA 
ATTAACAAAT 
ATAGAGGATT 
AAAACTGACT 
CCTGCCAGAT 
AGGTACATTT 
TGTGTCACAT 
ATAATACTGT 
CAAGTAAAGG 
TTCCCAGAGT 
GAACCCTAGA 
CAAATTCAAT 



TCTTTAACTC 
TCATCTATGT 
GAACTCTGAC 
AGATCTATGA 
GCCAAACTTA 
TGATACAAAA 
GGTAAAGACA 
CTAAGTCATT 
GGAAGGCATT 
TGAGTTCAGC 
CCACTCTTGC 
TGGTCATTTT 
ACACAGTTTT 
TGTGATAACC 
GGTTCCCCAT 
CATAGGAGCA 
GCTGCTCACA 
TTGCGTATGG 
GCTGCCAGCA 
GCTCTTTCCT 
GCTCCTGTTA 
ACTTCTTGCC 
TTGAATAAGA 
TGGGAGATTT 
GAAGGCAATT 
TAGCTGATCC 
TGGTGGGTCA 
TGTGGGGGAA 
GTGACAGGAT 
AACCAAACCT 
TTTTACCAGT 
GCTAGAATTT 
GAACAAGATG 
ATAAATTTTA 
GCTATAGAGG 
CCAATCATAA 
GCATATCTAG 
AGACAGTTTC 
TGAACACAGA 
GAGTTCATTG 
AGGGGCGGTG 
ACAAAAAAAA 
AGTTACTCCA 
AAGGGCTATC 
TTCATAACAT 
AAGGTATGTA 
TCACATAAAT 
TTTTAACATA 
TGTTTCTTTT 
TGATTAGCCT 
CTAGGTGGAC 
CCCACCCCCA 
CTGCAGAGTG 
GTCCTTCCAA 
TCTCCCCTCC 
TCAGTCTGAA 
CTGAGGAGTC 
GAAGACTTAT 
AG AT CAT G AC 
CTAGAAACTA 
ATATACAGAG 
GGTTATTTGT 
GTCACCACAG 
GGATATAGTG 
ATATGTCACT 
GTAAAGTATG 
CGCTGCTAAG 
AAAAGAGTAT 
AGCTTGCAGT 
TTCACCCAGA 
AGACTAAATG 
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AAGTCAGGCT 
ATGGATCCTT 
GAAGGACAGC 
GTTTGGTGCC 
CACTCTCATA 
ATATAAGGCT 
AGTGAATTTC 
TTGCTTCACC 
CCCATTTTGT 
TTTACTGTGT 
GCATGTGAGA 
AGAAACAAGC 
TCAATCTCTA 
CTCTTAAAAT 
CTGTTCAACA 
AC C AG TAG AC 
CTTACAGGAA 
GGTCAAAACA 
TCTTGAGAAC 
TGTCCACCCA 
GGCACATTCT 
GCACTAAAAA 
ACCCACTGCC 
AAAGGTGTTA 
GGAAGCTGAC 
AAGCCAGTAT 
CTATGAGTTC 
AATTAAAGTG 
GTGAATATGT 
CAGTTTCCCC 
TAGGAATATT 
AAAGTCCTGA 
AAATATTAAA 
TTATTCATTA 
GGCCAGGCAG 
GAGATGGAAG 
ATAGGGAGAC 
AGTGTGGTTG 
GAGGATGGCT 
CCACTGCACT 
CAAAACAAAA 
CAAAAGAGAT 
GAGACAGGGC 
TGAGCATTCT 
GGTGGACAAA 
ATTCCTGGAG 
AAGTGTCTCA 
AAGCGTAAAG 
TTCAGTCTTC 
GCGTATCTGA 
TGTGAACTGG 
GGGGAACTAT 
TATAAAATCC 
TGGGTTTGGT 
ATGTGGGAGT 
ACACTCTGGA 
CTCAGTAGTG 
TGCTGGTTGG 
CCTCTCAGCA 
TGTTGTCATA 
GCAAAAAGAC 
CCCCACTTTT 
GACCTGACTG 
TACCCTGCTC 
GATTTACCCC 
CCAAGTGTTC 
CCAAAACATG 
TACCCTCCCC 
GCAAGGACAA 
AGGGCACTGG 
CTCAGGGGAC 



GCTAGAGGAT 
GAGAAAACAT 
ACCACGGACA 
CGAACACTGA 
CCATCTTCAT 
GTCTGCTTGG 
TTTCCTTGCA 
AATTCCCCAG 
CCTTGAGATT 
GGAATGAAAG 
ATGTGGACTT 
TGCCAAGAGC 
TTTCACTCTA 
GGACTCATCA 
TGAGAAGGGA 
ATTTCCTTTG 
GTGGTTGAAC 
CTTGCCCTTT 
TTCACTTGAT 
GGTATAAAAG 
CATGGTCTGG 
TATATATAAA 
CATGCCTAAT 
AAGCGAGTCT 
TATGGAAGAA 
TGGGTGAACA 
AAGGTCAGGC 
GGAGGCAGAA 
GAAGTTGAAA 
ATTTGTAACA 
GTTAGGAAAC 
GATGTATTAT 
ACTCACTACT 
TTGTATTATT 
TGAGGGACTC 
GGTCACTTAT 
TCCATCTCTA 
TACATGCCTG 
TGAGCCCAGG 
CCAGCCTGGG 
AGATTACAAC 
CGCCCAAGGC 
ATCTTTCATT 
AACCTCATGG 
CTGATCAAGA 
GGACCAGTTC 
GGCTGGCCTT 
CCACGTTAAC 
CCAGCTCTGG 
AAAACATGGT 
AACAATGTAC 
TGCTACCTTT 
AAACTCAATA 
CCCGCTCTTC 
TAGGAGTTTA 
TGATTCCATA 
ACCCACAGCA 
AACAGGGACG 
CCACTGAGGC 
GCAACCCACA 
AGCCAGGAAG 
CTCATCACCT 
TGCCCCTCAA 
CTTTTACAAA 
AGCTTACAGA 
TGACTCCTGT 
ACAGAAGTTG 
TCCAGGGCTG 
TCAAGGCCCA 
CTCTGCAGTA 
AGATAATGAC 



GTCTGCTGAC 
TGTTTCCAAA 
GCTCCCAGAC 
GCAAAACAGC 
GCAGTCCAAC 
TAATTTAAAC 
AACTCGAGAG 
CTAGAGACAA 
ATCCAAGGAC 
CAATTAAGGA 
GGATGGGAAG 
AATTTTCTAA 
ATCCAGAAAA 
GCCAAAGTGG 
CCATTGGTAA 
AATAAATGTA 
AAACAGGCCC 
CTTCCCAGTT 
GCTATTTCTC 
AGAAAGAGGA 
TTATAAAGTG 
CTCCCCATTC 
ACTCTGAGCT 
GATTTTGTTT 
GAGGAGGCCA 
CCCCAAACTA 
AAACAGTGAG 
GACCTGGGGT 
CTGAACAAAT 
TGAAACAAAT 
ATAATATAGA 
CATTATTGTT 
ACAGGGCAAG 
CTAAATAGCC 
ACGCCTGTAA 
ACCTAGGAAT 
TAAAAAATAA 
TGGTCCCAGC 
AGGTTGAGGT 
TGACAAAGTG 
CAAAAACAAA 
CATTCCATGC 
CCTTTGAAGA 
TTCCAAGTTT 
AGACAAACCT 
ATGGAGGCCA 
GCTGGGAGAA 
AGCCTGCCAG 
TCCTAGGTGC 
TATCTCTGGT 
CCTCTCTGAC 
CTCAGAAAAG 
AATTCTGATT 
TGTAAAATGT 
TAAAATGTGT 
CCCCTCCCTC 
CAGCCGGGAG 
GAAAAGGTCT 
CTCCTGGCCT 
GGGTCATATC 
AGAGGTTTGC 
GCTTTAGATC 
GACAATAAAC 
GGAGGGGACT 
TTTTCTTCAT 
TCTTTCAAAA 
CCGTTGGCAA 
CTGAGTGGGC 
TCCTGCTTTT 
TATTCTCGTG 
CAGAACCACA 



TTGGACATAT 
AGTGGCCACC 
ATTTTAGGAT 
GAACTCAGGA 
TAAGAAAATT 
CCTTGGCTTA 
TTGGAGTCTC 
AAGACCTTCT 
TACAGGATTC 
GCTGAATAAA 
ATGTTTAAAT 
TTAAAGGGGA 
CATGTCTTCA 
AAAAACAAAA 
ATGAGTCAAG 
CTTCTGCACC 
AAAAGTTCAA 
CCCCAACATC 
AGGAGATGTT 
ACGCTTATCC 
TTTAGTACTT 
CCAAGAGTTA 
GTATCCTTCC 
TGTTGCAGAT 
AGAGGATAGC 
GAAGTCATCA 
GTCTAATTGA 
GTTTTTTTCC 
CACTTACCCA 
AGTGCTGACC 
ATGTGAAATA 
TAACTGTGTT 
ATATATTAAC 
AATTTCAAAA 
TCTCAGCACT 
TTGAGACCAG 
AACAAAATAA 
TACTCAGGAG 
TGCAATGAGC 
AGACCCTGTC 
GGGAAATAGA 
GTAACTGTCA 
ACCAGACTCC 
TTCTCTTCTT 
GGCCTTGGTT 
TCACCGTCAG 
GCAGGCAACC 
TCCCTAGGAA 
CTGCTTGGAA 
TTCAAATCGT 
CTCAATGTCC 
TAGAAAGGTA 
TCTGTCATTC 
GGGACAATTC 
TGCATTGACT 
GGC ATT TACT 
TCCTAGCAGC 
CCCAACCACC 
TGTCTTTTAT 
CCCAAGGCCC 
TGCTGCTGCT 
TTTCTAGCTC 
GGAATGTAGG 
GAGGTTCAGA 
GGCAAAGCTG 
CCCAGCTTCT 
GGCACAGGCA 
AACTCTGCCC 
TCCCATGAGA 
ATCTGGAATG 
ATGGTTATTG 



GCAGAAAGAC 
AGCACTAGAG 
TGCCTTCTGT 
AGTCTCCACA 
CTTACATAAA 
TAGTCTTTTC 
ACGACTGCCC 
TGGCCTCTGA 
CCCTAGGAGG 
AGAAATAATT 
GAGCTCTGAA 
ATAAAAAGAT 
TGGAGAAGTG 
AACAAAAAAA 
ATGCTGTGAA 
TTCAAGAACT 
AATAGTTCAA 
TCACTGAGTG 
TAGGTCAGGT 
CAGTCTGCAA 
CATAAAAAAG 
TTTGCTTTGT 
AGGGAATGGA 
GTGACAGACA 
AGAGATGGGA 
TTGAAGAGTC 
ATAATAAATA 
ACTTTCACTA 
CCCCAGGTCT 
ATTTGTATGC 
AGTGGACTAG 
TTTAAAGCAA 
AT CAT TAT T A 
GTCACAACCA 
TTGAGAGGCC 
CCTGGGCAAC 
AAATCAGCTC 
GCTGAGGTGG 
CATGATTGCA 
TCAAACAAAA 
AGGATTGCCT 
GAACACCTTG 
TCATTGGTTC 
AACAGACTAC 
GTGGGGACCC 
TGCAGGTGAG 
TCTGAGAAGG 
GGCTTGTGTG 
AAGAATCATG 
TGTTCTGCTG 
TCTTTCCAAA 
CAGAGTCTTG 
TTTCTTTTCA 
T GAT T TAG AG 
CTCCAACAAA 
GACAGGCTCC 
CTGAGGGGAC 
ATCACTATCA 
TGAGAGACTT 
CAGAGCCAGA 
GCTGCTGCTA 
CCCCTCTGAT 
CCACATCATC 
AATAAGAGAT 
GAATGAGAAC 
ACCGGTTATG 
TGCCTCAGCA 
ACATTTCCTG 
TGTTTGGAGG 
ACAGCCATCC 
CAGCAGTCAG 
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120701 GTCAGAAAAT TTGAGAGGAG CCCTGCTGGC ATCCAGTGAA GAGTGGCCAC 
120751 ACCGAACTGA TTTCACTTCT CTCCTTAGAC AACAAAATGC AGCCTGTGCA 
120801 TTCTCCTTTC TTTTTTTTTT TAATTATACT TTAAGTTCTG GGGTACATGT 
120851 GCAGAACATA GAGTTTTGTT ACATAGGTAT ACACGTGCCA TGGCGGTTTG 
120901 CTGCACCCAT CAACCCGTCA TCTACATTAG GTATTTCTCC TAATGCTATC 
120951 CCTCCCCTAT CCCTCACCCC TGACAGGCTC CAGTGTGTGA TGTTCCTCTC 
121001 CCTGTGTCCA TGTGTTCTCA TTGTTCAACT CCCACTTATG AGTGAGAACA 
121051 TGCAGTGTTT GGTTTTCTGT TCTTGTGTTA GTTTGCTGAG AATGATGGTT 
121101 TGCATCCTCC TTTCTTTCTG CTCCACTGTC TTGTCCCTCT TAATCTCCTT 
121151 CTTTCTTCTC TTCCTTATTC CCTGGCCCTC TCTCTCCCAC TCTACCTTGG 
121201 TGCCCTGCAT TCAAATTGAC CTATGAGGCA GCCCAAATTG TTTCCCCACT 
121251 ATTTTCTGGC ACGCTGGCCC TGGCCCCCAC CAGCTGCCCA GAAGACAGCT 
121301 GGAGTCCCCT TCTAGCGGAT GATGCCTGTG GTGCGGGTTG GGCTTGACTT 
121351 TCTCATGAAT GATTATCTGA CTTCTTACCC GTTCTCTTGC CTGTTTATCT 
121401 TGCCTTCAGC AGGGGATGAG GATGAGGATG AATCCGGGGA GGAGAGGCTG 
121451 CCCTCCTGCT TTGACTACGT CATGCACTTC CTGACTGTCT TCTGGAAGGT 
121501 GCTGTTTGCC TGTGTGCCCC CCACAGAGTA CTGCCACGGC TGGGCCTGCT 
121551 TCGCCGTCTC CATCCTCATC ATTGGCATGC TCACCGCCAT CATTGGGGAC 
121601 CTGGCCTCGC ACTTCGGCTG CACCATTGGT CTCAAAGATT CAGTCACAGC 
121651 TGTTGTTTTC GTGGCATTTG GCACCTCTGT CCCAGGTGAG AGTGAGAGGT 
121701 GCTTGAATTT GCAAAGAGGA TTTTACCTGG TTCAAATGAC CCCTGGACTC 
121751 CATCTCATTA TCTTCCACAC CATCTCAGAT CTGAACTTAA CAGAGCCTCT 
121801 GCCCTTAAAG TGCACAAAAG TCAATCAAAG AGATGAATAA TGACATTAGT 
\J 121851 AATGACAGCT AATATTTCTT GAGCACTTTC AATGTGACAG ACACCATGTG 

|[j 121901 TGTTCAGCAA TTTACACATT TACATTTTCC CCCTGTAATG TTTCCCAAAG 

f L t 121951 CCCTATTAAA TAGGGTAAGT TATTATCCCC ACTTCACAGA CAAAGAAACT 

'jf 122001 GAGGCCCACA GAGGTTAAGC TACATGCCCA AGTAAGTGGT CCAATTTCTT 

=~ 122051 AACCTCCACA TTATGTGAGT AGACCACAAA CAGTGAAATT AAAAGAATGT 

_~ 122101 AGATATTGTT CTCCTTCTAT TTACCTCTGG CGATCTCTGA GAGGTTAAAG 

^ 122151 ATTAGCCAGC TCAAAGATAT CAAAGGAGAA ATGCCCACAT ACATTCTTGG 

4 122201 CCTCCTCTAC TTGGAAGGAC ACTGTGAGTA CAAAGTATCT CCTAGCAGGA 

= S 122251 CAGCCAAAGG AAGTTCCACA GCTTTTATCT TTTTATAGGA TGAATTACAT 

122301 ACTCTTTCTT TTTCTTAGGA ACACTCAGAG ACAAACAGAA AGGAGCGGAC 
* 122351 ATTCCTTTAC TCATTGAACA AATATTTACT GAGCACCTAT TATGCCTGTT 

S3 122401 ACAGTATTGT GCTAGTTTTT GGGACTATAG TGAAAGGCAA GATACACATG 

[J 122451 CTTCCTTCTC CACGTGGAGT TTATAATCTA CTGAAGGAGG CAACTCTCAA 

*^ 122501 CTACTGTAAT TAAAGTTATC TTGTTAAATC CTAGGAAGAA AAAGAAAAGG 

H 122551 TACTGCATAC GGAAGGAAGT TGGGCCTGAA TGTAGGAGTT AGCAGGTAGA 

I J 122601 CAGGGGCTGC ACTAGCCCAG GTTCTTTACT TAATTCAGTT AGGGGCTTTG 

#i 122651 GGGCCTCTGA ACTCTGAACT TCTGCCAGGG AGCTGGCATC CCAGTTGCCC 

^ 122701 CAGAAAGAAA CAGAGCACAT CCTCCTGCAG GGAAGTTAGG CTGAATCTCA 

H 122751 TCAGACAGGA CTTTTCTGGC TGGGCCAAGG GAAATCTTTC CTGTACCAAG 

122801 CAAACATATC CTTCAAGAGA GTAGCTGAAT TCACATCAAA TTCTAGGAAA 
122851 ACCTCTTTCC AAAACCCCAG CGCAGGCCAG CGGTATTATT TGTCCATTAG 
122901 TGATGCAAGA GATTTAGCTA TCGTGGAAAT GCATCAGAAG GTTGGAAATT 
122951 AGATGGATGA TCCCAGGAAG GCCTGTGGAT GAGATGCCCT GTGATCTCTG 
123001 TTCTCCAAGC CTTGGGGGAC CTGAACTATC AGAGGGGAGG GAGGAAATAT 
123051 GGGGGAAAGC ATAGAGGTGG GAAGAAATAT CAGAGGATCA GAAGCAAAAA 
123101 ACAACAATAA CAACAGAAAC AAAAACAAAC AAACAAACAA AAAAACAAGG 
123151 CCATAGGCAA GAAAGGGTAA GAGGTTTTCT CTGGGAGATC TAAAAAAAAT 
123201 GGCAATAATG AGGTAAGCCA GGCAGATACC TTTGGGCATC TCCAAGTCCT 
123251 TGCAATTGGC CAAGACAACA GCTAACAACA TTTGAGGCTT TAAGAAGGTT 
123301 ACCCTGTGAT CCACTCATCT GATTTAGTGG CTTTGGCTGA AGCTCTTTGG 
123351 ATATAGTTGA AGGTACGGAA AGGGTCCTTA CATGAGGACT TTAGGGTCAA 
123401 GTCTCTTGCT AACATCCTAT GTGACCTTGG GTAAATTCTT TGACCCTTAT 
123451 TTTTCTTACC TGTAAAATAA AAGAATTGGG CTAGATGTCT CTGACAGTCC 
123501 TCCCTGTATC TACAATCTGT GCCAAGATCT AAAGTCAAAC ACCCTGCAAG 
123551 GCCCTGTGAT AC AT AT AT AA ACCACAAAGA CAGAGCCCCG TCTTCCTTGA 
123601 GTCCACAGTT CACCCTGCAT GTCCCCATCA TGGTTCCCCA ACATGTCCTC 
123651 TGTCCCCAAA ATCCAGCACC TCACCCAGTG CTCAATCAGT AGGCATTGCT 
123701 CAATAACTGT TGGTGGTTCG TGAATAAATG CCCCATATGA CAGTTAAAAT 
123751 CAGGCATCTA CTCCAAGCAG CTTCCCAGGG TGTCAAGGTT CCCTGGGGAG 
123801 ATATTATGGG ATGGCAAACT TCCCTTACTG AAAAAGTAGT CAAAGGAGAA 
123851 CAATAAGCCC ACTCAGTAAA TATCAGAACT GGAAAGCCCT TCAGAATCTT 
123901 TCAGATCACT GCAGATGAGG AATGGGAAGC CCAGACTAGG GATGTGACCT 
123951 ACCCAGGGCC ACACGGCTTG CTTGCGGCAG AACTAGGAGT TAGGAGTGGC 
124001 CCCCTAGCCC TTGTCTCTCA TTCCTGGGTT CAGCCCACCA GCTCAAGCTG 
124051 CTTTTTGGGC ATACTGGAAG ACAAGCCCTG CACACCTTAG CCTCCTACCA 
124101 GTTCCCATGT GTCTTTGTCC TTTTCCAGAT ACGTTTGCCA GCAAAGCTGC 
124151 TGCCCTCCAG GATGTATATG CAGACGCCTC CATTGGCAAC GTGACGGGCA 
124201 GCAACGCCGT CAATGTCTTC CTGGGCATCG GCCTGGCCTG GTCCGTGGCC 
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124251 GCCATCTACT GGGCTCTGCA GGGACAGGAG TTCCACGTGT CGGCCGGCAC 

124301 ACTGGCCTTC TCCGTCACCC TCTTCACCAT CTTTGCATTT GTCTGCATCA 

124351 GCGTGCTCTT GTACCGAAGG CGGCCGCACC TGGGAGGGGA GCTTGGTGGC 

124401 CCCCGTGGCT GCAAGCTCGC CACAACATGG CTCTTTGTGA GCCTGTGGCT 

124451 CCTCTACATA CTCTTTGCCA CACTAGAGGC CTATTGCTAC ATCAAGGGGT 

124501 TCTAAGCCAC ACAACAGAGC CTCCAGCAGG GCAGGCCTAG GACTTCTCCT 

124551 AAGAGAAGGG CACTTCCCCA CCAGTGATCT CTCCCGACTG CACTGCCCTG 

124601 GAGAGGCAGC ATCAGGACCT AAGCCCCAGG AACTTCACCC AACTTAGGCC 

124651 CTGGCAATTA ACTGAAAGGG CAAAGTCTTA ATCAATCAAA CAATGGAGGA 

124701 ATCACCGACT TTACACAGTA TTTAATTGAA TACAAACAAG CAACAGCAAC 

124751 AAATCCACCT CCACCCCATC TCCCCCTCAT ATCCCTGACC CAAAGCAAAG 

124801 GTCAGAGCCT TTCGCCTCCT TCTATTCCAT CTTTTGATTA TTCCTTTGCC 

124851 TCTCATTTCT TTGGAAGCAG GGTTTCTCCT CTCTGCCCAA TTCCATATGT 

124901 CCCTATTATC TCACTCAGCT GACAAGACGT GAAAATGAGT CACATTCATG 

124951 TGGCTGGGGT GGGGTTCTTT TTTCATTGTA ATCATTATTG TGGTTGCTTT 

125001 CGTTTTGCCG TTAGGTTTTG CTTATTATTT TGTTTTGTCT TTTTTTTCTG 

125051 AAGTGAGTGA AAAAGGTGCC ACAAAGGAAT TCCAGGTCCG AGCCAACAGA 

125101 GAGAAACATG AATTTTTAGA CACATGCTCT CCTGCCACCT CTTGGCTCCA 

125151 TCAAGATCCA GTTCCCCATC TCACTGTTTT CTCTGAGTTC TTGGGAGGAG 

125201 TGATGGTGTT GGGGTAGAAA TAAGCTCACT CACCCACGCA GGGTACTAAA 

125251 GATCTTACAG GAGCTTCAAC TGGAGCAGGA GGAGCTTTTT ATGCTTATGT 

125301 TGAATCAAGT CAGATACAAA AAGCAATTGT CCCTCTTTGC CCAAGCCTTT 

125351 CCAATTCTGT GTGTCTTGTT GTGTCAGTGT CCACTTGTGT ATCCTTCTGC 

\J 125401 AGGAAGACCC GCCAAATAGA AGAGATGGGA CAAAAATAGG AATGGTGTGT 

ffi 125451 GACGACAAAG GGCTACTGGA AGAACAAAAG GGATACAGGC CTTCTTGATT 

125501 ATCTTTGGCT TTGTACCTGA GGCAGGAGAG AAGAGATGTC CAACCAGTGA 

C3 125551 GATCTTTAAG AGAAAAGTTT GTATTTTAAA TGTCAATGTG CCTGAGAAAT 

_2 125601 GTCAGCTTCA CCACGCTCTT GCTTCCTAAT GCTCTATACA AAGAGGGCTG 

"Z 125651 ACTATATTTC TTGAAGTGGT GTAAAAACTT AGAGATTTTA TAAGAGAACC 

= CJ 125701 AGGGGCTCCC TTCACCTCTC CTGGTCCCTC AGGTCACATA TGAAAGCATT 

%j 125751 TTTACAAGAT AGGAACTGGA ATTCCTCATT TCTCCCATGT TCCTGCTTGT 

== 125801 TCTTAAACTT CATGAAGCTA TTTTTCCAGC CTATGGGGTA GTTCTTGCTC 

"~ 125851 CAGTAAGAGG AATCTTAGTT GTCATAATCC CTTGGAGCCT GGGTTTTTGG 

3 125901 AGAAAGAGAT CTCCGTGCCC TACAGACCTT TTCTCAACGA ATGTGGGAAG 

n 125951 GACCTGGCTT TAAAACACGC ACACAAACAC ACAAATAAAC AGACATAAGA 

P 126001 TGTCATCACG AAACTGCCCA CGGATCTTTA GGCTTTCTGC ATTGACATAA 

^ 126051 ATACATTTTC TAAGGGGGGG GGGGAAGAAA TTAAAAAACA CCTGTTAATT 

jU 126101 TTAAACACAT TTTTTAAGAA AAAAATAATT AAAAAAGAAA CAGTGCTCAT 

126151 GTCATAAGCT ATGTTGACAG TTGCCAGTGG AAATGTTGGG TTGGTTCAAA 

126201 AAAAAAATAA AAGCTATACT ATATCTCTCT ACATACAGCT TGCTTCTACC 

126251 TGTGTTTCTT CAGTGAAAGG TCCAGGGGGC CACTGTGGGC TTCTTGTGAG 

126301 GAGACGTGAC TCAGGTGAAG GTGTCACCTC CTCTCACACT CAGGTGCCAA 

126351 TGTGTCAGAC CCAGTATATT CTAAGCAAAA ATACTTCAGG AAAATGCCAC 

126401 TTGTCAAAAC CTGGACTTTG CGAAGTTGGA AGATGTAAGT AGTAGTAAAA 

126451 GCTGTGGTAA TTATGGAGGA AGGAGGTTTC TGTATCAGAA AGGCATTGGC 

126501 CGTGACAGAC TC 
(SEQ ID NO: 3) 

FEATURES : 

Start: 2010 

Exon: 2010-3793 
Intron: 3794-109509 

Exon: 109510-109613 
Intron: 109614-118338 

Exon: 118339-118463 
Intron: 118464-119345 

Exon: 119346-119445 
Intron: 119446-121409 

Exon: 121410-121685 
Intron: 121686-124128 

Exon: 124129-124502 

Stop: 124503 



.3 SS 



SNPs : 

DNA Protein 

Position Major Minor Domain Position Major Minor 

378 C T Beyond ORF(5' ) 

742 T - Beyond ORF(5' ) 
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C 


T 


Beyond ORF(5' ) 




2381 


A 
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Exon 




5165 


C 


T 


Intron 




5402 


A 


G 


Intron 




6794 


T 


C 


Intron 




9883 
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G 


Intron 




10210 


T 


C 


Intron 




12220 


T 


G 


Intron 




13842 
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A 


Intron 




14200 
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Intron 




15878 
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Intron 




16030 
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G 


Intron 




16292 


T 


C 


Intron 




16506 


T 
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Intron 




17953 


C 


A 


Intron 




23832 


C 


G 


Intron 




25001 


C 
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Intron 




25141 
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Intron 




25191 
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Intron 




26147 
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A G 


Intron 




27400 
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Intron 




27401 
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Intron 
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29278 
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Intron 




31437 
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Intron 




31857 
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Intron 


%y 
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G 
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Intron 


C3 
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Intron 




41449 
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Intron 
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Intron 
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Intron 
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T 
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Intron 


S =3 
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Intron 
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C 


Intron 


S , H 

|y 
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Intron 
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Intron 


i ■ i 
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Intron 
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Intron 


C3 


61444 
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Intron 
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T 
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Intron 




63023 
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Intron 




63051 
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Intron 




64989 
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Intron 




65929 
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Intron 




66694 
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Intron 




66755 
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Intron 




66879 
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C 


Intron 




69156 
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Intron 




69280 
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Intron 




70647 
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Intron 
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Intron 
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Intron 
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Intron 
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Intron 
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88238 
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Intron 


89219 
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89331 
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90794 
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92404 
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92672 
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92684 
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93132 
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93537 
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95067 
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96000 
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97271 
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97470 
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Intron 


97518 
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Intron 


98476 
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Intron 


98779 
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Intron 


99218 
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100538 
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Intron 


101045 
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Intron 


101232 
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G 


Intron 


101266 


G 
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Intron 


101290 
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Intron 


101326 
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102342 
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Intron 


104489 
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105266 
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105338 
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Intron 


105570 
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Intron 


105928 
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Intron 


106459 


G 
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Intron 


107710 


C 
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Intron 


108062 
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Intron 


108214 


G 
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Intron 


108364 
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Intron 


108657 


T 
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Intron 


109746 


C 


T 


Intron 


111484 


G 


T 


Intron 


112879 


A 


G 


Intron 


113245 


C 


T 


Intron 


113265 


T 


C 


Intron 


113497 
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Intron 


114486 
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Intron 


114686 
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Intron 


114817 
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Intron 


115600 
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Intron 


115668 
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Intron 


115745 
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Intron 


117230 
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Intron 


118908 
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Intron 


120430 
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A 


Intron 


120830 
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Intron 


121926 
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C 


Intron 


122102 


G 


C 


Intron 


122950 


T 


c 


Intron 


123366 


C 


T 


Intron 


124947 


C 


T 


Beyond 


125010 


A 


G 


Beyond 
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DNA 

Position 

378 TGGCATGTAC AAAGGTCCTGGGGTGGACAGTCACTTGGTATAATCCAAGAGTGAACCTGA 

AGGCTATTGTTGTTGAAATGTAATAAGGGAGAGAGTGACGGGATGAAGGGGGATGAGTGG 
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GAAGCAGTGAATTCCTGCAAGGCTTTGAAGGTCATGGGAAAGAATTTGGTCTTTATATCA 
AGAGCAAGAGAAGACTACTAAAGGGCTTCAAACAGGGGAGCGATATGCTTAAGTCTGTTT 
GTTTGTTTTTTTAAAAAAAGATTACGGTGGCTATATGAGGAAAGTGGAATTGAGAACTAG 
[C,T] 

GAGAGTTGGAGTGGTGAGCTCCATTAGGAGGCTACTGAAGTAGATTCATGAGGTAAGGAG 
TGATGGTGGCCTGGGCTGGGATGATGGTGGTAGAAATGGAGAAAGAGTTGATAGGATTTA 
GTGATTGGATAAGGGACAGAAGAGAGATGAAGGCTTTCAGACTAACATCTGCTTTCTAAC 
ATGAGTAACTGGGTGGCTGAAGATGCTATTTTCTGAGCTGGGAAACAGGAGAAAAAGGAG 
CAAATATGGGGGATGAAGACTTTGAGTCTTTAAGGTGCTGTACAAACACAAATCAGCATT 



742 TGGTGGCCTGGGCTGGGATGATGGTGGTAGAAATGGAGAAAGAGTTGAT AGGATTTAGTG 

ATTGGATAAGGGACAGAAGAGAGATGAAGGCTTTCAGACTAACATCTGCTTTCTAACATG 
AGTAACTGGGTGGCTGAAGATGCTATTTTCTGAGCTGGGAAACAGGAGAAAAAGGAGCAA 
ATATGGGGGATGAAGACTTTGAGTCTTTAAGGTGCTGTACAAACACAAATCAGCATTCCT 
TTATTACTAAGGGTATCCCACACAGTTGTAGCAGAGGGAGAAAGATCGCCCCCCCCCCAC 
[T,-J 

TTTTTTTTTTTTTTAGCTATTCCATGGTATTTTCATTCTCATCCCACCCAAATGAGGCAG 
TGAGTGGTAAGATGAGTATATAATAGTTTCAATTGCATTTCATCCCATTCTTCTGAGCTC 
AAGCTCACCTTTTAGTGGTTTGAGGCCAGTAGATGAAGCTGCATATCACCCCCAAAATCT 
TGTCTCTAGTTTAACAAAACTTATTTGAGAGACATTTGCATGTTTTATTAATAATGATTT 
TTACCACTTGTTCCTTTCCATGTTTGGGTTTGAAATTTGAGTGGCTGGCGGATGATCATC 

fg 2005 TTTCCATCCCCAGTATTCCCAGCTATTTCAAGCCATTTTTCAACGGAGTCTCCACCAGAT 

*I GGTTTGGAGGACAGAGCAGCTATTTGTGCCTCCCATTGACATCTATTTTTCCAAGTGAGA 
^ GACTGCCCCATATGTTAGTGCAATATGTCACTGGAGGTGAAGCATCAGTTGTATTGGTGG 
[y GAACCTGCCGTTTGCTGTCCCCTTTTTCCTCATGCCTTTTCCTGCCTCTCTGATCTTTTC 

TAGGTCTCTGGCCTATCAGGAGGACAACTGGTGCTGCAATAGAAGCCAGTGGCTAAGTCT 
k t [C,T] 

GTGTATGGCGTGGTTAAGGTTGCAGCCTCTCACCTCTGCCTTCCTCCATTTTGGGCTGGT 
„~ TACCTTTGTGCTCTTCCTGAATGGTCTTCGAGCAGAGGCTGGTGGCTCAGGGGACGTGCC 
Z~ AAGCACAGGGCAGAACAATGAGTCCTGTTCAGGGTCATCGGACTGCAAGGAGGGTGTCAT 
"2 CCTGCCAATCTGGTACCCGGAGAACCCTTCCCTTGGGGACAAGATTGCCAGGGTCATTGT 
-~ CTATTTTGTGGCCCTGATATACATGTTCCTTGGGGTGTCCATCATTGCTGACCGCTTCAT 

^ 2381 CCTGAATGGTCTTCGAGCAGAGGCTGGTGGCTC AGGGGACGTGCC AAGC ACAGGGC AGAA 

1 3 CAATGAGTCCTGTTCAGGGTCATCGGACTGCAAGGAGGGTGTCATCCTGCCAATCTGGTA 
I ; 1 CCCGGAGAACCCTTCCCTTGGGGACAAGATTGCCAGGGTCATTGTCTATTTTGTGGCCCT 
GATATACATGTTCCTTGGGGTGTCCATCATTGCTGACCGCTTCATGGCATCTATTGAAGT 
? d CATCACCTCTCAAGAGAGGGAGGTGACAATTAAGAAACCCAATGGAGAAACCAGCACAAC 
|J [A,C] 

f ^ ACTATTCGGGTCTGGAATGAAACTGTCTCCAACCTGACCCTTATGGCCCTGGGTTCCTCT 
*f GCTCCTGAGATACTCCTCTCTTTAATTGAGGTGTGTGGTCATGGGTTCATTGCTGGTGAT 
r~ CTGGGACCTTCTACCATTGTAGGGAGTGCAGCCTTCAACATGTTCATCATCATTGGCATC 
TGTGTCTACGTGATCCCAGACGGAGAGACTCGCAAGATCAAGCATCTACGAGTCTTCTTC 
ATCACCGCTGCTTGGAGTATCTTTGCCTACATCTGGCTCTATATGATTCTGGCAGTCTTC 

5165 TTCCTCTGAATGACTGAACATATCCAC AAATAATAAGCGTGGC AGGAGATGGTGTGAAGA 

GTAAAAGGAGCATATAGGAAGTTGTGTGTGTGGGGTGTCTGTTTCAAGAACCTGCTAATT 
ATACCTTCAGTAAGAAATGAAGCCATACAACCTCTAGAAGAGGAGGAGGAAGGAACTCAT 
GGAAAAGTGGGGAGCCATAGAAGCTAGGGAGAGGTGTCCTAGGAGTGCTTCTGCCCAGGT 
CCAGCCATGAGACAGAGCTCAAAAAGAGCTGGGCACTGCTGGTGACAGAACTGAGTGACC 
[C,T] 

GGGGGATCCTGCATCTGTTCTTACTCAATCCCTTCTTAATAATGTGACTTGGGGCAGGTC 
ATTTATTGGTTCTGGAACTTAACTTTCTGATATGCAAACTGGGAATAACAATACTTTCCT 
TGCCTGGAGGCAAGGTCAGTCCTTTTTGCAGTTCCTTCCAGCTCTAAGATTTTCTGAACC 
ATAGACATAAGCACTCAGTGTAGGTCATATTCGCACTTGCCAAAAATGGATCAGGGAATA 
TTGTCTCCTGAAGGGAAATGGCCATTGACAAATTGATTTATTAGAGCTCTGTTTAGTCAT 

5402 GGTCCAGCCATGAGACAGAGCTCAAAAAGAGCTGGGC ACTGCTGGTGACAGAACTGAGTG 

ACCCGGGGGATCCTGCATCTGTTCTTACTCAATCCCTTCTTAATAATGTGACTTGGGGCA 
GGTCATTTATTGGTTCTGGAACTTAACTTTCTGATATGCAAACTGGGAATAACAATACTT 
TCCTTGCCTGGAGGCAAGGTCAGTCCTTTTTGCAGTTCCTTCCAGCTCTAAGATTTTCTG 
AACCATAGACATAAGCACTCAGTGTAGGTCATATTCGCACTTGCCAAAAATGGATCAGGG 
[A, G] 

ATATTGTCTCCTGAAGGGAAATGGCCATTGACAAATTGATTTATTAGAGCTCTGTTTAGT 
CATTTTGCTGGGAAGGATAATCATTTGTTAACGTAAGTAGAAACCTGTGCCTTCTGGAGA 
ATACTATCCATTTATATGTACTCTGGGGAGAGTGTTTATACATACAAATGAAGGACAGGG 
CTTCACTGGGAAAACAAACTCCATGGAATTTCACATGATTATCGCGATGTCAGTGTGGAA 
GAAGATATGGTAAGGCATTAAATGACATTAAGACCACAAAATTTGCCATAATTTGACGGA 

6794 CTCATAAAATATTAGAGCTAGAAAGGACCTTAGAATATCTTCTGC AGTC ATGGTTCTTAA 
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ATTTTAATGTGTTGCTCAATCATCCAGGGATCTCACTGAAGGGCAGATTAGGATCCAGGA 
GGTCTAGGGGAGGGATTGAGATTCCGCATTTCTAACAAGTTCTGGATGCTGCGGGCCCCA 
ACTTAGAGGTGAAAGGTTCTGAAGCTCTTGACCAAACCAGGAGACCCAGCAAAGAAGTGG 
TTTTTCAGACAACTTGCTTAATTGAATAATGATTGTTTGCTCTTTAATTCCAACTTTCAA 
[T,C] 

GCCAATTTAGCAAGAACCAGAGGCTGTGCTAATTGCCACACCAGTCTGGAAACCGAAATG 
GATAGCTTCAGGGTACTTGGACAAAGTTGGAACATCTGCTTTCTAATCTCTCCCTCTTTG 
TATAGCTTTATTTGCCTACCAAGCCTGGTAGTATTGAAAATCTGCCCTCACTATACTCCC 
CTAAATATAATCAAGTTGAGGCCAGGCCTGTGCTCTATCAATAATATAGGATCCACGAAT 
TCACATGTTTGGTTTTATGCTTTACTTCTTCAAAGGTGCTTTTAGCAGCATGGAAGAATG 

9883 GTCAAAGAATATGTCAAAGCATGACATATTCCAACTCCAGGATCCATAAAACACCCCAAG 
TTCTGTGGAGACCCTATCACATCTGCAAAACTCTCCAGGAAGTCCAGAGCCCTCCTGGTT 
AATTTGTTTTAGGGACTAGGCATGCGGTATCCCCTGACAACACTGGATCAGCAATTCTCC 
TACCTAAGTCAGTCCCACACCATGTGCAGCAGAGTATCCAGTGCCCCTGCCCTGGTCTGC 
TCACATTGGTTTGCTCTCCAGAATAATAATTCCTCAATATCCACAAGAGATTGATTCCAG 
[A,G] 

ACTACTCCGAGGATACCAAAAATCCTCAGATGCTCAAGTACCTGGTATAAAATGGCACAG 
TATTTGGCATATGACCTAGGCATATTCTCTCCCATATACTTTATTTATTTATTTATTTCG 
GGACAGAATCTCATTCTGTCGCCCAGGCTGTCACTCGCTTATTGCAACCTCTGCCTCCCA 
GGTTCAAGCAATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGACTACAGACGCATGTCAC 
CACGCCTGGCTACTTTTTGTATTTTTAGTAGAGACAGAGTTTCACCATGTTGGCCAGGCT 

f 1 

~Z 10210 CAGATGCTCAAGTACCTGGTATAAAATGGCACAGTATTTGGCATATGACCTAGGCATATT 

^ CTCTCCCATATACTTTATTTATTTATTTATTTCGGGACAGAATCTCATTCTGTCGCCCAG 
CO GCTGTCACTCGCTTATTGCAACCTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGC 
f~ CTCCTAAGTAGCTGGGACTACAGACGCATGTCACCACGCCTGGCTACTTTTTGTATTTTT 
* Z AGTAGAGACAGAGTTTCACCATGTTGGCC AGGCTGGTCTC AAACACCTGACCTCAAGTGA 

= * [T,C] 

_Z CCGCCCACCTTGGCCTCCCAAAAAGCTGGGATTACAGGCGTGAGCTACCACGTCCAGCCC 
CCCATATACTTTAAATCATCTCTAGATTACTTATAATACCTAATACAATGTAAATGTTAT 
ATAGTTGTTTTAATGTATTGCTTTTTTTATTTGTATTGTTTTTTATTGCTGTATTATCCT 

- S TTTTTATGTTTTATTTTTTCAAATATTTTCTACCCGTGGCACCCACAGTTGGTTGGTGGA 
ACCTGCGGTTGGTGGAGCCCATGGATGTGAAGGGCTGATAGTATGAGAAAACTCAGAGGT 

p 12220 ACATCCAAATAGTAACTTAATATTCCAAATATGGCTGCAAAACAAATTGTCGATTATGGA 

j[J TGACTACTACTGCCATCTCTCCATACCAGTCCATCTTCTGCCAGGCTGTTTGGTCTTGAT 
TTGTCGACCTTTTAGGTTTCTCCCCATGTATTCCACATGACCTTCACCAACCCCACTTCT 
^ ATCTCCAAACGTCTTTCTGAGTTGTGGGGATGCAGATGTATTCTGCCACCATCACAAGGG 
|y CTAACCGAGCCCTGGCTGCGGATCTTCATTGTTGTTCACATTATTTCCATTCTTACACCC 
H [T,G] 

; rf ACTTCATGTTTGTACACTATTTTCTTACATTTGCTGTCTCTTCTAAACATTCTTTGCTGC 
? = ATCCACTTTTTCTCTATTTGTGCTCTAGGTGCTGCAGAGGCTAATGCTGGGTTTCCTTTC 
ATTCCTCCTTGCACTCAGCACCTCCCTTCTCAATTCCTTTTGCCATGTCTCCACTTTAAA 
TCTTAACCTACTCCAGATAGTCTTTTCCTTCACACTATTGGCATCTGTGCTTGGGTTGCT 
T T C AG T C T AT TC TC TG AT C T AT GAT T T C T T T GC AT G ATC AAG AAGGT G C C AT G AAAGG AT 

13842 TCACTTTCAAAGCCTCTTTCTGGGTTTGGATTTCCAGAGCAGCCTGTGCTGTAAAGCAAG 
ACAGAAAGCTTCCCTGCCATTCATGCCTGCCAGGGATAGAATGACAGTACTCCTGAGGCT 
CTCCCTCCCCACCCCTCCCCTGCTGGACAGCTGATCTGCTGGACTCAGCCAGAGCCAGCA 
GGCACCCCCTCTTTATCCTAGGAGCTGCAAACTTGATGCCTTTCCAGGAAATCCCCAGAA 
GCTGGAGTATCCTCATCTACATGTGGCACAGTGTATGGTTGTGTCAGGTGCTCATGTCCC 
[G,A] 

TTGCATAGGACTGGGGTGGAAAATAGGGACCGTCCTTTTGTGTCAGCTCCAGTCAATGAG 
TAGTGGCCATCCAGGGGGCCATCTTGGAAAGGACTTGTGAGGCTGTATCTGCGCTCAGTT 
GTAGATGTGAGAAGAAAAGGCCAAATATCTGCCAATCCTAGTCCTGGGATTCAAGATAGA 
AAGAACTGCATGGAGTGAAGAAACTAGGAGTCTCCATTTCACTGAGATGCATAAGAATGA 
AATTATTGTCACTATTTCTTCAATACTGGGCCAATCCTAATAAGAAAACCCTTTTTGAGT 

14200 GAGTAGTGGCCATCCAGGGGGCCATCTTGGAAAGGACTTGTGAGGCTGTATCTGCGCTCA 
GTTGTAGATGTGAGAAGAAAAGGCCAAATATCTGCCAATCCTAGTCCTGGGATTCAAGAT 
AGAAAGAACTGCATGGAGTGAAGAAACTAGGAGTCTCCATTTCACTGAGATGCATAAGAA 
TGAAATTATTGTCACTATTTCTTCAATACTGGGCCAATCCTAATAAGAAAACCCTTTTTG 
AGTCTCTCTTTTCTTTATCCTACATATAACACAGAAGCTTTTTCTATTCCCTGGATGAAC 
[C,A] 

CACAGGGACAGAAATTCTTGTTGGACAGGTGAAGCAGATAATTTCTTTATCAGACTAGAA 
TCTTCCAGAAGCACTGCTAACCTAGTGAGTTTTGTACTCTAGACAGGTGGTTCTCAAGCC 
AGCTCCCCACCGCAGGCCTTTTTCATGGTCTGCCCCTCCCTGTGGAACCCATGTTTTAGG 
TTATTAGCTGATAATTGGATTTCTATTTTTTCTCATAAAATACAGCAAAAGATAGCTAGT 
GATATTATGATGAGTTAATGTAATTATAGCCAAAGCAGAGAGAAACAACATTTTAATTAA 



FIGURE 3, page 40 of 61 




15878 TGTGTCAAAAT ATCACTCTGTATCCATACATATGTATAATTATTATGTGTCAACTAAAAA 

TAAAAGGAAAAAAATCATTTCAGTGTATTTACAAAACATATGTAACCATTAAGAATAATG 
TTTTAAATTATATCTAAGGGTGTGATAAAATTACAGTATAAGATTGTGCTTGAAAAAGTG 
CAATAAGAAGTAAATATGTACAGATGAGAAAAAGTGCAAAGAACTAAGTCCTAAGCAGAC 
TATACCTTTCCTACTGCATGGTACTTCTCTGGCCTTTTGCTTTGAAAGATTTTGCACCCA 
[G, T] 

CATGGCAAGTGGTTAGCAGAGGCAGCCATTCTCACTTGTGCGTTGGCTTTGGGAGCCATA 
TATGTTGTTCAGCTGGGTGTGGAGTGGAAAGGCTGCATGTTGTATTAATGCATTGTTAAG 
AACCTCTAAGAGTGATTTCTTTTGGGAAGTGAGACTGACGGTCCGAATGGTGGAAAGACA 
ACTTTTAATCTTTTACTTTACACTTTGTGCACTTTTAAATGTTTAACATGAGCATGCATT 
TCTTTAATAATAAAAATACAAAAAAATTTTAGCCCTAGATCTTCTGATTTTAAACTGCAT 

16030 AC AGT AT AAGATTGTGCTTGAAAAAGTGC AAT AAGAAGT AAAT ATGT AC AGATGAGAAAA 

AGTGCAAAGAACTAAGTCCTAAGCAGACTATACCTTTCCTACTGCATGGTACTTCTCTGG 
CCTTTTGCTTTGAAAGATTTTGCACCCAGCATGGCAAGTGGTTAGCAGAGGCAGCCATTC 
TCACTTGTGCGTTGGCTTTGGGAGCCATATATGTTGTTCAGCTGGGTGTGGAGTGGAAAG 
GCTGCATGTTGTATTAATGCATTGTTAAGAACCTCTAAGAGTGATTTCTTTTGGGAAGTG 
[A,G] 

GACTGACGGTCCGAATGGTGGAAAGACAACTTTTAATCTTTTACTTTACACTTTGTGCAC 
TTTTAAATGTTTAACATGAGCATGCATTTCTTTAATAATAAAAATACAAAAAAATTTTAG 
CCCTAGATCTTCTGATTTTAAACTGCATATTCTTTCTATTGTGTTACATATTTTAGCATG 
AGAATAAGGTTATGAAGCTGGAAGTAGCAGGCTCCCTTTTCCTCATATGTAGGAAGTTAA 
r GAATGCATTCTACGTTTCTTCTTTAAGGAGTTGGCTTCTTTCCTTTTAACATAGGGGTAA 

. 

W 162 92 TGTTAAGAACCTCTAAGAGTGATTTCTTTTGGGAAGTGAGACTGACGGTCCGAATGGTGG 

lQ AAAGACAACTTTTAATCTTTTACTTTACACTTTGTGCACTTTTAAATGTTTT^ACATGAGC 

^ ATGCATTTCTTTAATTVATAAT^AATACAAAAAAATTTTAGCCCTAGATCTTCTGATTTTAA 

* £ ACTGCATATTCTTTCTATTGTGTTACATATTTTAGCATGAGAATAAGGTTATGAAGCTGG 

«S AAGTAGCAGGCTCCCTTTTCCTCATATGTAGGAAGTTAAGAATGCATTCTACGTTTCTTC 

_« [T,C] 

~ "[ TTAAGGAGTTGGCTTCTTTCCTTTTAACATAGGGGTAACTGGGCCCAGGGAGTTTGGCAA 

" '4 GGGCCAAATAAAGTCCTTAATGCCCAGCTCAGAAATCTGGATTCACCATCCTTGACTGCT 

a J GGCTCCAACCCACCCTCACCTGAGCTGGTCTGCAGAGGATTCTTGTTTGTGTCACTTCAT 
CACCAGCAACTACCGACAGATGATGCTTTGGCCTGCTGCCTGGGTAACAGGGCGAGGCTG 

S GCTCAGGACCATGTTTTCAGATCAGGGGACCTCCTTTGATGCCATGTCCATGGTGTCCGA 

f J 16506 GCATGAGAATAAGGTTATGAAGCTGGAAGTAGCAGGCTCCCTTTTCCTCATATGTAGGAA 

* 'J GTTAAGAATGCATTCTACGTTTCTTCTTTAAGGAGTTGGCTTCTTTCCTTTTAACATAGG 
F * GGTAACTGGGCCCAGGGAGTTTGGCAAGGGCCAAATAAAGTCCTTAATGCCCAGCTCAGA 
| J AATCTGGATTCACCATCCTTGACTGCTGGCTCCAACCCACCCTCACCTGAGCTGGTCTGC 
i i AGAGGATTCTTGTTTGTGTCACTTCATCACCAGCAACTACCGACAGATGATGCTTTGGCC 
H [T, GJ 

r « GCTGCCTGGGTAACAGGGCGAGGCTGGCTCAGGACCATGTTTTCAGATCAGGGGACCTCC 
TTTGATGCCATGTCCATGGTGTCCGAGGGCAGCCAGGATCAAGGGCTAGACGGGGCAGTG 
ATGAGATGAGAGCAGGAGGGGCTCAGCTGCAGCCCCAGGAGAGCCTATGCCAGCCCTGTT 
GACCAAGGAGGACAGAAGCAACAGGAGAGCGGAGGCAGAGGGGTGAGTGTCTATCGCTCA 
ATGTATAATCGGCAGACATTTGGGGAGCTCATACTGTGGGCTAAGCACAGGGAAGAAAGG 

17953 GATTGGACGCAGTTCTGCACAGCACTTTTCCGAATGCCTCTGAAATGAGTCCTCACTGAC 
AGAACGGGCCCACTCTGGGGGAACTGAGGGCTCTCTTGGTCCTGCACTGCTCTTTGCCAT 
ACAGATCTGTCTGCCCAGGATTTTTCTTGGGTGTGTAGGAGGCTGAGAGAGCTCCCCTTT 
CTTCTCATGGCTAAATCCCTTGGTCTTTCCAGCCCTCCTGGGGGTTAGAAGGGAGAGGGA 
AAAAAAAAAAGACTGAACTTGTTGTTGTTGTTTTTGTTGTTGTTGTTGTTTGCCTGTTTT 
[C,A] 

TATGTTGTCTTGTGGGGAGAGGGTATAAGATTGATTGACAGAGTGGCACACTTCCCCTGC 
AAATTCATCATTTGAATTTCTCAGGTAAGATGTTCACATTTCTCTGTTAAGATGCTCCAA 
TTTCTCTGGTTAAGATTTCTCTGGTAAGATGCTCATGAATTGGTGGAGGTGTTGGCGGGA 
TGTGGGAAGTGTGCCTGCTCTTTCTGAGTTTTGGGGGAAGTTGCCTTAATTCTCTGCATG 
ACTTTCTTTGCTCCTTTGGGCTTCATTTCTGTGCAATGTAGTCTGACATGAATACTGCTC 

23832 TAGGC AAC AGC ATTAT AACTCCTGCCTTC AC AAAGCTT ATCT AAC AC ACAC ATTTCCTCC 

TCAGGCACATCCCAGCCTTCTTGCACTTAGGATTCAGCAGTATGCTTAAGGGCCATTTTC 
AACAGCAAACTCATCAGCGCAAACACAAACATGTGAAAAACGTAGCACTAAAGAGACTGC 
AAAAAGGACACTGGCTTACAGCATGGAAGCTGGAAGGAGAAGGCAGAGAATCACCTTGTT 
CCACTTCAGCTATGAATATGCAGTCAGGCCACCCAGTCATTCAAATTTTATAAATATACT 
[C,G] 

TAATATATATATAAATACCAGGCAGGGTTATTTTTTTCCTCAAGTCATTTTTCTAATTTT 
TTTTAAATGAATAGATAGAAGAGCTGAAGTAAGGGTCAGGAGCAAGAGCTCTGCTTCCTT 
TTCCCTTGCTGGGCTTCGTTAGAGAGCCATCATCTCCTCAATATGTCTCCCAACTCTTCT 
AGGCATTGGATGAGTTTGCTGCAGATACGAAACCCAACTTTGCCAGTCACTTCATACTAA 
CAGGTGAAATGTAGTGGAGGAGCCTTTTGAAGACAGGGACTCAGCCCCCCATTAGCCTCA 
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25001 GGGCAGATGAGTTTATACGTTTCTTTCATGTCCCCTTCCTCCCACATAGACTTTTATTTC 
CCCAAAGGAAAACAGAAAACAATGATCTGTTTGACAGTGTTGCTATCATTGGGCATCAAA 
CCTATCATCTAAGGGGAATCCCCCTGTATAATCAGTCAGCCAAATGGAGCAGGACCCTGT 
GTTTTGTAGCTGATACAACAGGGCAGCATCTCTAGTGAGGGGGCCAGGGCTTCTATTTCC 
TTCATTAAAAAATGAAACAGCAGACCTGATTCCATATTTAGAGATTACACTTAGTTGCCA 
[C,A] 

TGTGGGTGTGCAGGCACCAACCAAACCCAGTTGGCACCGTTGTCTTTTCTCTGCAATGAT 
GTATTGAATTTAATAATGGAGGTATATGAAATTCAGAGTGATTGGAACTGAAGGTTTAGG 
GGCTTTGTGTAAAATTGATATGTAAGGGATTTGGAAGTAGGTGAGGGATTCTTCCCCAAT 
ACTTATTCAATTTTGGAGTCAAATAACCAAGCATTTACAAATAGCCAAAAAAGAAATTGA 
AAGAGGGTTTAATCCAATAAATTTTCATGCCTCATATGAACCACATCTTATAATAAGAAT 

25141 CCCCTGTATAATCAGTCAGCCAAATGGAGCAGGACCCTGTGTTTTGTAGCTGATACAACA 
GGGCAGCATCTCTAGTGAGGGGGCCAGGGCTTCTATTTCCTTCATTAAAAAATGAAACAG 
CAGACCTGATTCCATATTTAGAGATTACACTTAGTTGCCACTGTGGGTGTGCAGGCACCA 
ACCAAACCCAGTTGGCACCGTTGTCTTTTCTCTGCAATGATGTATTGAATTTAATAATGG 
AGGTATATGAAATTCAGAGTGATTGGAACTGAAGGTTTAGGGGCTTTGTGTAAAATTGAT 
[A, G] 

TGTAAGGGATTTGGAAGTAGGTGAGGGATTCTTCCCCAATACTTATTCAATTTTGGAGTC 
AAATAACCAAGCATTTACAAATAGCCAAAAAAGAAATTGAAAGAGGGTTTAATCCAATAA 
ATTTTCATGCCTCATATGAACCACATCTTATAATAAGAATTATGCTTTTTCATTTCATAC 
£*■ TCAGTTAACAAATATGATTTGTGAGCACCTGGTAAGTTCAGGGCACTAGGCTGAAAGGGG 
% f TTACCAAATGTCTTCATTTAACAAAGTCCAGCTGAGCTCTTACAGGTACCAGAACTGTGC 

hi 

IP- 25191 TGATAC AACAGGGC AGCATCTCTAGTGAGGGGGCCAGGGCTTCT ATTTCCTTCATTAAAA 

x 2 AATGAAACAGCAGACCTGATTCCATATTTAGAGATTACACTTAGTTGCCACTGTGGGTGT 
^ GCAGGCACCAACCAAACCCAGTTGGCACCGTTGTCTTTTCTCTGCAATGATGTATTGAAT 
S S TTAATAATGGAGGTATATGAAATTCAGAGTGATTGGAACTGAAGGTTTAGGGGCTTTGTG 
=» TAAAATTGATATGTAAGGGATTTGGAAGTAGGTGAGGGATTCTTCCCCAATACTTATTCA 
" [A,G] 

" '4 TTTTGGAGTCAAATAACCAAGCATTTACAAATAGCCAAAAAAGAAATTGAAAGAGGGTTT 

„ J AATCCAATAAATTTTCATGCCTCATATGAACCACATCTTAT AATAAGAATTATGCTTTTT 

CATTTCATACTCAGTTAACAAATATGATTTGTGAGCACCTGGTAAGTTCAGGGCACTAGG 
CTGAAAGGGGTTACCAAATGTCTTCATTTAACAAAGTCCAGCTGAGCTCTTACAGGTACC 

|3 AGAACTGTGCCTGGGCTGTCATATGAAGATGAATGTAAGAGTGTGTCAGGCCTTCAAGAG 

! i 1 

'7 26147 GCATGATCTCTGCTCATTGCAACCTCTGCCTCCAGGTTCAAGCGATTCTCCTGCCTCGGC 

IK- CTCCTGAGTAGCTGGGATTACAGGCGTGTGCCACCATACCCAGCTGATTTTTGTATTTCT 
[ j AGTAGAGATGGGGTTTTGCCCTGTTGGCCAAGCTGGTCTCAAACTCCTGACCTCAAGTGA 
^ S TCTACTCGCCTTGGCCTTCCAAAGTGCTGGGATTACAGGCATGAGCACTGTGCCTGGCCT 
* TTTTTTTTTTTTTTTTAAAAAAAAAAAAAAAAAAAACAGGAAGTTTTCGTTAGTTTTTTT 
M [ -/ A, G] 

TTTGTTTTACTTCCCATAAAAACTCTTTGTGTCACATGGAGGTGAATGGAAAGAGAGGCT 
GTGGCAACAGACGGGAGACTTTTCTGATATCAGAACCCAGTCCCATAGACCAGAATGTAT 
GCTTTCAATCCACGTTGTCTGGGTCCATCCTATTGAGTGCCCTGCCCCCACAGCGGGGTA 
TGGAGAAGAGTCAGACACAGCCCCAGTCCTCACGTAGCTCACAATCCAGTGGAGGAGACG 
GACTCAGAAACAGATAGAGATGAAGCCATGAGATCAGTACTGTCCGAGGCCATGGCCACG 

27400 TAAACTTTACAAATCCTTAATTTGTAAAATGTGGGC AATGATAGTACCTCCTCACAGGAT 
TATTACGAGGTTTACACGGAATACTCTCAGCTCATAATAAGCACTTGCACAGGCCTCATG 
GGCTAGGCCCTCAAAACTTAACGCATCTACAGGCAACAGCCATATGAAAGGAATTTTATA 
CCACCAAGTCAAAAAATCTGTGAGCACTGCTCAGAAGCAAAAGCCTGTCTCCAACAGCGC 
TCATTTAAGGGGTGGGCGAGCTACAGAGAGAAGAATGAGCCCCCACAGGGTAAGCTGGGG 
[A,G] 

AAGCTGGGGACAGAATGAGACTCAGGAAATCACTTGAATATTGATTATATTTGTGCTCAA 
TAATAAAATAACGAAATGAGTACAGCCCTAGACCTAAACATTGTGGGTGAGGCAAAGGCA 
ATGCGTTAATTTTGCATCCACTGAGGAAAAACTCTAAAACGGTGACTTCTTTTTTAAGGG 
ACCAGAAGAATCTAGATTATATTTAGTCTAAGTCAATACATACGACAGAACCTTGCCCTC 
TAGACTTGATAAGAAAGAAGTAAAATAAGAGAAAGAATAAAAAACCCTTCCACCAAAATA 

27401 AAACTTTACAAATCCTTAATTTGTAAAATGTGGGCAATGATAGTACCTCCTCACAGGATT 
ATTACGAGGTTTACACGGAATACTCTCAGCTCATAATAAGCACTTGCACAGGCCTCATGG 
GCTAGGCCCTCAAAACTTAACGCATCTACAGGCAACAGCCATATGAAAGGAATTTTATAC 
CACCAAGTCAAAAAATCTGTGAGCACTGCTCAGAAGCAAAAGCCTGTCTCCAACAGCGCT 
CATTTAAGGGGTGGGCGAGCTACAGAGAGAAGAATGAGCCCCCACAGGGTAAGCTGGGGA 
[A,T] 

AGCTGGGGACAGAATGAGACTCAGGAAATCACTTGAATATTGATTATATTTGTGCTCAAT 
AATAAAATAACGAAATGAGTACAGCCCTAGACCTAAACATTGTGGGTGAGGCAAAGGCAA 
TGCGTTAATTTTGCATCCACTGAGGAAAAACTCTAAAACGGTGACTTCTTTTTTAAGGGA 
CCAGAAGAATCTAGATTATATTTAGTCTAAGTCAATACATACGACAGAACCTTGCCCTCT 
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AGACTTGATAAGAAAGAAGTAAAATAAGAGAAAGAATAAAAAACCCTTCCACCAAAATAC 

29278 ATACACTTCAGCAAGTCACCTAACCTGCAAATTTCAAGCATGTGAATCTTGGATCTTTCA 
TGTGCTAGCTGTGAGACTTTGAGAAATGTATTTAATGTCTCTTTGCTTCCTTTTCTACCC 
ACACAATGGGTATAATAATGTCTACCATATATCTTTGCAGCAAGGTCTAAATGGGGTGAT 
ACATGCTGAATACATTTCCAACAGAGTCTGTGCAATGATAAGCTCTTTCCAAATGTTAGT 
TAAAGCTAACCAACTAACCCACCAACAAACCAACCTCTTAGCCAGGACTGATGGAAGGAG 
[C,T] 

CTGTGAGAGAATGCATTTAAAACACTTGGCACCATGCCTGACAAGAGTAAGTACTCGATA 
AATCAGTTATTGTTATTATCGCATCGGTATTATGACCATTATCCTCTTCTCTATAGGCTT 
CAGGTTTTCCTGTCTTTTTATCACAGCAGTATTCCAGCAGAAGCCTTTGATTTAACTAAG 
TCTCTACTGTGTGTGTGGCTAGATGCTATAAAGCATCCAGAGAAGTGAGAATTTGGTCCT 
GCTTTTAAGTAGCTTATAGTCTAATTAGGGGGAAGTAATCAGATAGAAAGGAAACTAACA 

31437 ACTTGGCTTTGCCGGGGTAAGAGGGGGCACTTCTCTCCTTTCCCTCATGAAAGGAGGGAG 
AGAAGCCAAAAATCTCCCTACTAGTCAACAACTCAGGCACCCCTCCTTCTCTCCTCTATT 
TTATAGACTGGGAAGGGAGTGATGGTTGTTGGAGGTGGCAGAGCCAGTTCAGCTGCCTTT 
TGTGAAGTCCTGAAGGAGGTGTCTATCCTCAACTGCTGGCTTCTGTCCTTAAGCCTGGGG 
AGAATTAAGTCCTCTTTGCCTCAGTTTGGCACTCCAATTGCCAACATTGGGACAGCAGGA 
[A, G] 

AAGTTCCATCCAACATCCCATTAAATATGTAATGTGTATTAGCACAGCGCCTGGCACTGG 
GCAGGTATTTTCTAAGTGATAGCCAATGCGAAGCCTACTTTATTATTTTCCTCTTTGCTT 
f ^ AACCTACAAGGTGTCTAAGACCATTTGTTTGTCCACACATAGTAAGATAAACAGCACTGA 
^ GACTGTGGTCCTTTCTGCCCTGTGTCCTTATCCCACCTGGGAATCTGGAAAGCCAAGCCT 
KJ AGACACACTCGTTCCACAAATGTTTACTGAAGCTTGTTCTATTCAAAGCACTGTACAGCT 

CO 

x ^ 31857 TAACCTACAAGGTGTCTAAGACCATTTGTTTGTCCACACATAGTAAGATAAACAGCACTG 

AGACTGTGGTCCTTTCTGCCCTGTGTCCTTATCCCACCTGGGAATCTGGAAAGCCAAGCC 

c ; TAGACACACTCGTTCCACAAATGTTTACTGAAGCTTGTTCTATTCAAAGCACTGTACAGC 
= TACAAAGACCATCTTTTCTGAACTCCAAACCAGGCCACATGGTTGGAATAACTTCAAGTA 
TGGAGACCAAGAGAAAAGGTGGTTGTTGTCAGCAAAGCTCTGAGTCCACACCTTCCAGGA 

''4 [A, G] 

^ CTTATAGTTGATGCAATGGTGGGAGAAGTCTGAACCTGGATTCAATCTGCTTGATTCCGA 
TGAATGGTGCAGTAGGCAGAGCCATGAGTTCAGAGCAGGAAGAAACCACTGGTTCAAAGA 
2 AGCATCTGTCACATCGAAGCTGCTTTATAGTCTGTTGGGAAGCATGCATAATAATTTATT 
£3 CTTTCTTTCTTTCCTTTGGTCAACAAAGATTTCTTGAGTCCCTACTATGTGCCAGGTACT 
sTi CTTCTAGGTACTGAAGATGCAGCAGTGAACAAAGAAGATACAATCCCTGCCCAGCGGAGC 

I « 33155 AC AGTGCTGAATTTTC AC AAATTGCGAATTAGGAAATTGTTGCTC ATTTTAC AATTTGGT 

| j S TTCCCTCAGGATTCCTTTTAAGTAGCCAGCTACCCCAGTACTTTTGAAATATGACTTGCT 
^ TATAAAAATTTGATAGGCTTGGCACGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAG 
^ GCCGATGTGGGGTGGATCACGAGGTCAGGAGTTCAAGACCAACATGGTGAAACCCTGTCC 
H CTACTAAAAATACAAAAACTAGCCAGGCATGGTGGCACATGCCTGTAATTCCAGCTGCTC 
[G,Aj 

GGAGGCCAGGCAGCTAGGCAGGAGAATCACTTGAACCCAGGAGATGGAGGTTGCAGTGAG 
CCAAGATCATGCCACTGCACTCCATCCTGGGTGACAGAGCAAGACTTCATCTCAAAAAAA 
AAAAAAAGATATATAAACAAGTTTTTATAATATTCTCAATATGAACTAGTAGAAAAAAAG 
CATGTGTTTTTAGGTCTTAGAGGCCTGGTTCCCAGTTTTATCTCTGACTCTAATGAGGTA 
TAGTATTACCTACATTGATTAGCCCTTCTATACTTCATAGGAGATGCTCCAAGACTGCTA 

39487 C ACTTTGCTCC ATCCCTTGGCCTTCTGC AGTCC AAGCTCC ATTCTG AGATC ATCC AAGGC 

TTCTCTTCTGTGTTGATCCTTGGCCTTCTTGGAGTCTCTTTCTCCCATGTTCTCCACAAC 
AGAGCATTCTCCTGACTGTTTTCATTCTGCATCTCACTCTTTCATCAGTATCTTTTTCTC 
TACCATGCCCCATAAATTTGGGTGCTCCTGAGGGTCCTGTCCTTGTCCCCTGCTTTCTTG 
TTGTACAACCTCCTTGATCTACTTCATCTACTCAAGTTTGGTCCACAATTTCTATATTGT 
[G,CJ 

AAGATTCAAATCTGCATCTCTAGCCATATATCCATTTGCCTGCTAGGCATTTCTACCTGA 
ATATTTTATAGGCATGCCAGTGGCTCTTACTCTATGGCTCTTACTCTAAGTCTAGACTAC 
AGCAGAAAGCAATGCTCTTTTTATTAAGGCATAGTGCCTCTTTCAGAATAATTTACAGCA 
TACAACCAGGCCTGCTGTGCAGCATTACAATTTGTCATTAAAACTCCATTCCTCTTGCCA 
GAGTAAATGAGCCATTTACAGCCAGGGCGCCAAGATGGACTGTTGTTATTTTTTCTGCCT 

414 49 TCAGATTCCAGGACACCAAGTTTTCTGTGGGAGCTTCCCTAGGAATATAACTAAGGAATT 
TAAATCAGGTTCAGCTCATGCTGTTACACTCTCTTCCTCCACTCAGGCATTGGGTGTGGC 
TTTTCCAAGCTTGAGAAGGGTGTGATCTGAGATGGGCTTGGGTATAGAGGGGAATTATAT 
TTAGGTCTACCCTGTATAGGAAAAAGTGCCTTCCCAAAGTCTCCCTGGCCTAAAGTATAA 
GAGATATGTGTTGGGATTTAGACCCAGAGCCCAAGCCAATAATGGGACCCCCTTCTCACA 
[T,C] 

GTGGCTACCTCCTGCTATCACCACAACAGCTATCATACCCATAACTACAACAGAGGCCAA 
TTAACGTGGTGATAATTGACAAATGTCAAGACATCCTACATTGAGGCACACTGTGCGTTT 
TGCGTGAGCTTTTAAATTGGTAGGGAAGGAAAACTTTTATACCTACACCTATCATGGAAG 
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• # 

GCAGAAGGTAAGAGCTAAAATAAAGGTATGCCAAGAACAAAGGCAGGAAAGAAGGGTTTT 
AACAACTTGAGGCCTGATCCATTGATTAGTGAAGAGGAAACATGTTCAAAAACCACTCTA 



42420 GGGTGAC ATGATAGATCTGTATTCT AGAAAAGTTAGTTTTGCAGCAGTTGTGTCC ATTGA 

AAGGGACAGGATAAGGGAGATAGATAAGAAGACATGCTATGATGATAACTAGATTTGGAT 
ACCAAGTGGTATGGTGGAAAGGAATGAGAGAACAGGGTCACAGATGAATGACTGCCCAAT 
TTCAATCCATCATAACAGGATGTATAGGATTGCCCTTAAGTAAGATGGGGAATCCAAAAA 
CGAGGAACAAGTTTGTAAGGTTTTGGGGGCCAATGATGAATTCCATTTGGGACATGTTGC 
[T,C] 

TTGGATATACCAATGGGACATTCATGTGAAAATGATCTCGGCAATCCTATCCTGGAATTC 
AGGATAGGATCAGAATGAGGGACACAGTTTATAAGGTAAACAGAATGGAGGTGATATAGA 
AGATAAGGGCATAGATGAGCTTACCAAAGGGGAGAGTTTAGAATGAAAAGAAAAGACCAA 
AGGCTAAGCCTGTGCTATTCTTTCTCCTCACAATACGCTTCAGACCTGGGCACAAACCAT 
CAGTGAGTGTCATGATAACACTACTGTGGGCAAATCCCCCCTCTATAAGGGCCTGATTTC 

43256 AGAAAAAC AATT AG AATGGAG AGCT AACTCTTTGGAAATGGTCAAAGAAC ACGGGTCT AC 

AAAACCGTCAATAAAGCGCTAAGATGCCTGGGCGGGGTCAAAAAGTCTACCTGGGCGGGG 
TCAAAAAGTCTACCTGCTCAGCATATGGGGCCCAGACATCTGACCTTTACCAACTCCACA 
ATAACCACTTCATCTATGGATCCAGTCTTGGTATCACCTAGTCGCTGTTTTCAAGTAACA 
GAATATTTGGTTCTCAATGGTAGGTGACTGGAATACAGCTTACTTTCTCCCACCCCTACC 
[G,C] 

CCAATCCTTTCTGCCCCCTTATAGTTTAATTTGCTTGTAAATTACTTGGGAATACATTTG 
GGAGCCATTATAGGGAAATAGAAGGCAGACATGATGAACAGAATGCAGGGTGTTTTTTAT 
\J TACTTCACATTGTGCTCAACAATTAGGAGGAATTCTAGAAGCCCCTCCCAGTGGCCAGGA 
rg ATTGGTCATAGCATGAATAAACTCAATATAGGTTGAGTATTCCTTACCCAAAATGCTTGA 
I-* TACCAGAAGTGTTTTTGGATTTTGGATTTTTTTTTTGAATATTTGCATTATATACTTACC 
l«? 

s Z 43967 GGGTTTTGGGATTAGGGATACTCAACCAGTGGTAGGTTTGGGATGATATCAGCATGCTAA 

GGTCAAAGAGACCTAGCTGGGAAGGGTGGGAGGAACATGGAATTTTCATTCTCTGGGCAC 
* ** CCCTTGAACAGTCTTACTATTAGGGCCCCAAATTTGTTCTAAGTGTGTGTGTGTGTGTGT 
""J GT G T GTGT GT G AG AG AG AG AG AG AG AGAG AG AG AG AAT TTTCTTTCTTCCTTTATATTCT 

_ Z AAGTTCCTCAGGACAAAATTTTGGGTTTCTTTGTATTCTCCCTGCAGCTCCTCATGTAGT 
[T,C] 

s CTAAGCAAATAAAGGAATTCATTAGGTCCTTGATTTCAGAAGCCTCCCAGTTCTCTATGT 
l_2 AGGAGGAATCTTAGGGTGGCAAGATAAGTTGAGGGACTTTTCTTCAAGCACATTTCACAA 
5 " j GTAAGAGAAAATGTTGACTGTGTATATCTAAGAATGGGTGGGGCTCAATGATGCCCCCCT 
- W AAGTTACTCTTTACTATTATTGATTGATTGATTGATTGATTGAAGAAGCAATGTTTTGAT 
f & TGATTGAAGAAGTAATGTTTCCAATGGCTACAGCAGACTGGAGCAAAAGAACAAAATGAA 

s , S 

l't 48 604 TTTTGGCTCTATCCTGGCTTCTTCACACAGGGGTGTCCAGTCATCTCATCCTGGTGGGAC 

AGGGATAGAGCTGTGGCAGTGGAGATGAGGAAGCTCGCCTCCTAAGTGAGTCTGAATTCT 

| £ TAAATATGGAGCCACTCCATAATCATTTGGAGTGAATATTGGGCCATGGCCCTTTTTCTT 
GCCAGCTGAGCTATGAAAAAAGGATGTCCTAAGACCAGAGGCTGTGGGACCATTCCCAGC 
CCCTGCAGGAATCAAAGGAGCTGACAGAATTGTTTGTTTGTTTTTTTCACAAATTGAAAA 
[-/A] 

AAAAAT GT AAAAT T T T T G AAAAG AAAGC C T C AT T G AAAAG AAAT CCC TC T CCCCAGCTGG 
GCTCCCAGGCAGCCTCCTGCAGAACATCCTTAGCATTGCAGAGTTGTTCCCATGGCAACC 
GAGTAAGGGGCTTTTTGTTTTCCTTAGAAGATTGAATCCTTTCAACCAGAAGGTAACCAC 
TGGTTCTTCCCCACAATCCACACTCCAAACCCCCTACCCTTATTTGACTACATGACTAGT 
TTTGCATTTATGGATTTTTTTATGCCTAATTGAAAAAGGCTAAATATACAGAAACTGAGG 



49560 TGAGGGGTTATGAGACCATAGGCTCATTTTGGGGGGGGTCTAAAATGCAGTATTTTTTGA 
ACTGATATGGGGAAAAAAAGACATTTCTGAATTGTTGTCATGTTGCAGATTCTGGGCCGT 
TCCAGCATAAGCACCTTTCTTAGAGTACTTGGCTTTGTGAAGTAGTCCTTATCCCCTCCT 
TCCACTATTTTACATCAAGTTAAAATAGAGGAAGATGCCTAGAAATGGCCGTATAGACAG 
AGAAAACTGCACTAAAACTCCCTCCGTCATGCCTGACTCCTCTCTAGACTATGACCATCG 
IA,T] 

GGGGCCAGAAATCATATCTTAAAGATCACTGTGCCTCCAGTACCCAGCACGGTGTTTAAT 
AAATGTTTGTTGAATGAACGAACTAGTAAAATTTTCAAATCATTAGAGCTGAAGTATCCT 
TTAAGATTCTTTAGTCCCTCATTTTACAGATAAGGAAGCTAAGGCTCAAGACATTGTGTG 
GCTTGGCCAAAGGCACACAGCAAGCTAAAGGCAGAGGGAGGACAGGACCCGGCTGTCTCA 
ACCCCCTGGCTGCTACACTTCCTGCAGCATTTCTAATTCTTTTACCATTCTTGCGAGGGA 



52729 CCAATGGGGAAGCACCAGGGTCAGCCGCAAGGCAGAAGGAGCAAGAGGAAAACATGGACA 
AGAGGCTCTACTGTGGATTCAGTGGCAAAGAATGGGAGGGGCAGAGTAAGCAGGTTTAGG 
ATTATCGGGTTTGAATGACTTGATTGAGCTGTAGGGTGTAGAGACTGCCTCTACTGTCTG 
GCACCAGGGGTAATTAGGGCAGCTGGATAGTGGTCTGGAGTGTGAGAGCTCCCTAAAGGA 
GGTGGTTGGAGGTGTAGGTTTTGGATTGGTTGATCTGTATATGAAAGGTGCACGTGCAGG 
[G,T] 

TGAGTCCTCTACTATCACTAGAAATTGGCTGGTCCCAGGAGAAGTAGTCTCTCTAGAGAC 
AGCAATGCCCCAGATGTCAAAGCATCAGAAAATACAGAAAAAAAATTAAAAGCATGATTA 
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ATTCATACTCACAGGTCTAGTTTTTGTGTAGTTAAGAGCAACCTAAAGAAGTTGATAACT 
CGTGTTGCAGGTCAGGTTTCCCAGAAATCATATTCTCAGATGAAGATTTGCATGAAGGAG 
GTTTAATGCTCAAACTAAGCCCTAAGGCTCCATACCTGTGGAGGAAGTGAAAGAAGCCCA 

55031 TAGTGAGGCACACTTACTTCTTAATTTGTGCC ACCCACTTTTCAGGCTCCCTT AGGACAG 

CCTCCACCTGCTCCTACTGTGCTTCCCATCGTCCCTCTCCTCAGGCACAGGCTGAGGAGT 
AATAAGAGCACCTGATATGTGTCAGGCCTTACTGTGTGCTAGGAATTGTGCTAAGTACTT 
CCTATGAATTTTCCATTTATTCTTTATAATAACTTTGTAAAGTTAGAGCCATTATTCCAG 
AAGGGAAAACCGAGGCAATGGGAGTCAAAGCAAAGAATTTGGGCTTTTAACCATTACACT 
[A,G] 

TTTTGCACAAGTAGCCAGTAATGAAAAGGCTGCTATCCGGAATCATCTTTGCAAAAGGTA 
ATTTCTTTAGCACTTTATCAGAAGAAGGGGGCTCCTTCCTCAAATTCTGAGGGAAGAGAA 
GTGGGGAAGAAAAGATGACTGAATCCAAAGCTCGGGCAGGGAAAGCACATCGAGTGCCAA 
GTGCGCTGCGCTGGGGTCTAGTCCTGACTCAGCCGCCATCTTCCCAAGTGCTTCCTGGAA 
TTCTCTCCTCTCGTGGGGCCTCAGCTCCTTCATCTTAGGAAAGAAGGGTAAAGATCTACA 

55066 CACTTTTCAGGCTCCCTTAGGACAGCCTCCACCTGCTCCTACTGTGCTTCCCATCGTCCC 
TCTCCTCAGGCACAGGCTGAGGAGTAATAAGAGCACCTGATATGTGTCAGGCCTTACTGT 
GTGCTAGGAATTGTGCTAAGTACTTCCTATGAATTTTCCATTTATTCTTTATAATAACTT 
TGTAAAGTTAGAGCCATTATTCCAGAAGGGAAAACCGAGGCAATGGGAGTCAAAGCAAAG 
AATTTGGGCTTTTAACCATTACACTATTTTGCACAAGTAGCCAGTAATGAAAAGGCTGCT 
[A,C] 

Q TCCGGAATCATCTTTGCAAAAGGTAATTTCTTTAGCACTTTATCAGAAGAAGGGGGCTCC 
TTCCTCAAATTCTGAGGGAAGAGAAGTGGGGAAGAAAAGATGACTGAATCCAAAGCTCGG 
:jf GCAGGGAAAGCACATCGAGTGCCAAGTGCGCTGCGCTGGGGTCTAGTCCTGACTCAGCCG 
1^ CCATCTTCCCAAGTGCTTCCTGGAATTCTCTCCTCTCGTGGGGCCTCAGCTCCTTCATCT 
p TAGGAAAGAAGGGTAAAGATCTACAGACAAATTGATCTTTAAGTATCCTTAGAGCACTAC 

°2 56912 TGAAATACTTTAAAACTTGTAGCTTCCTTCAGCACAGAAGTGGCTCTCTGAACCAATTTT 

AAGCAATCCTGGCTCTATCTGTGCATGTTGATTTAGCCTGTGGTTATAGTGTTAACAATT 

fej TAGTGATTCACCTCATTTTTAATCTCTCTTTCCCTTTAGCAGGATCATTTTCTCTGTGTT 
2 AAGGGATCAACATTGAGGTAAGAATGGCTAAATAATAGCATCTTCTGGAATACAAATGAC 
TTTATAAATAAAAGAAGATAAAAGGAAGAAGTAGGATGATTTCTCAGCTCTAATACACTT 

£ [A,G] 

?*% GCAAATGCCATATGCTTTCTCCTGCGTGTACTGGTCAGGCCAGTTCTAGATACAATCATG 
H CGCTGCATAATGATGTTTTGGTCAACAGTGGATTGCATATGTGACGGTAGTCCTTTAAGA 
Ll| TTATAATACCATATTTTTGCTGTGCCTTTTCTAGGTCTAGATATGTTTAGATACACACAT 
l th ACTTACCATTGTGTTCCAATTGCCTACAGTTTCCAGTACAGTAACCTGTTGTACAGGTTT 
f ~ GTAACCTAGGAGCAATAGGCTATACCATACAGCCTAGGTGTGTAGTAGGCTATACCACTT 

U< 

tj 58480 ACTGTCCTTCCTGTGTCTGAGGGAAGGCATGTAACTCTTGCTTATCTTCACCTGTGCTCT 

12 AGATCCTGACCTTCTCTGGCAACCTCAGGGACCTTGCACCATCCATTCTTCTCGCCTAAT 
?SS GGCGAGACTCAGTCTCTCCCTCTCCCTTTCCACTCTCCCTTGCCATTCTTAGTATCTTTC 
TACAAGCAGGTCTTCCAAAGTACTGCTTGAGGTCTGAGTTGGAGGGAACATGCCTCTACC 
CTACTA7WVAGAGAAATTCCTCTGCAGAAGACCCAAGCTGACTGACAAATCCCTTTACTG 
[C,T] 

AACTGCAGCTCTAGCTCCCACCATTTTCCTGTACTTACTCTCCTGCTCAGGTTCCCTGGC 
ATTGCTGATGTCTTTCAGCCTTTGTGCCCTGGCCCCTTTCCTCCTCTCCCCTCATCTAGC 
ACTACCTGTCAAAATCAGGGACTTACTTTAAAATTTATCCCAAATTATCATTGCCATCAT 
CTCCACTGTCACCTTATCATATGTTTGAATAGCGTTTCCATTTCCCAAATGTTTTCGCAT 
GCACTTTCTCAATTGAGCCTTACGAATCCTAGAGCTGAGAAGGGTAACAATTTATGAGTC 

61128 ATACAAAAATTAGCCAGTTGTGGTGGCATGCACTGTAGTCTCAGCTCCTTGGGAGGCTGA 
GGCAGGAGAATTGCTTGAACATAGGAGGTGGAGGTTGCAGTGAACTGAGATTACGCCACT 
GCACTCCAGACTGGGAAACAGAGTGAGACTCTGTTTTATATATATATATATATACACACA 
CGTACATATACATGTATATATATACACATTATTATTGAAAGCAGCCAAAGAAAAATAACA 
CATTATATATAGAGAAAGAGCAAATGATGAGTGACTTTATATGTATATATATGTGTGTGT 
[G,A] 

TATATATATAATGTGTATATATATACATATATATATATAGGTTAAGAACCTTCAGCACAT 
GTATACCTATGTAACAAACCTGCATGTTCAGCACATGTATCCCAGAACTTAAAGTGAAAA 
AAAAAAAAAAGAACCTTCTGCATGCCAGTAACTGTGCTAAGTGATTAGGATGCAATGGTA 
ATAAAAACAAAGTCCCTCTCCTTAAAGAATTTTCTATTTAGAAGGGAAAACTGGTAAATA 
AAAAATAAATATATAAATTACAATTTGTGAAAAGTGCTACACATGAAAGAGTGCTGAGAC 

61320 TGTATATATATACACATTATTATTGAAAGCAGCCAAAGAAAAATAACACATTATATATAG 
AGAAAGAGCAAATGATGAGTGACTTTATATGTATATATATGTGTGTGTGTATATATATAA 
TGTGTATATATATACATATATATATATAGGTTAAGAACCTTCAGCACATGTATACCTATG 
TAACAAACCTGCATGTTCAGCACATGTATCCCAGAACTTAAAGTGAAAAAAAAAAAAAAG 
AACCTTCTGCATGCCAGTAACTGTGCTAAGTGATTAGGATGCAATGGTAATAAAAACAAA 
[G,A] 

TCCCTCTCCTTAAAGAATTTTCTATTTAGAAGGGAAAACTGGTAAATAAAAAATAAATAT 
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ATAAATTACAATTTGTGAAAAGTGCTACACATGAAAGAGTGCTGAGACAGACATCAATGG 
ATAAACTTTAGATTGAGAAGGGCTCTGACAAAGCAACATTTAAGGTGCAACCTGAGAGAA 
TAGAAGTTAAACAGGCAGATATTGGTGAAAGAGCAGTCTAGGCAGAGGGAACATCATTTG 
CAAAGGCCCAGGGTAAAGAAGATCCTGGTAAGGAAATGACAGTGGAAGAAGGTTAGTGTA 

61444 TAT AT AT ATACATATATAT ATAT AGGTTAAGAACCTTCAGCACATGTATACCTATGTAAC 

AAACCTGCATGTTCAGCACATGTATCCCAGAACTTAAAGTGAAAAAAAAAAAAAAGAACC 
TTCTGCATGCCAGTAACTGTGCTAAGTGATTAGGATGCAATGGTAATAAAAACAAAGTCC 
CTCTCCTTAAAGAATTTTCTATTTAGAAGGGAAAACTGGTAAATAAAAAATAAATATATA 
AATTACAATTTGTGAAAAGTGCTACACATGAAAGAGTGCTGAGACAGACATCAATGGATA 
[A,C] 

ACTTTAGATTGAGAAGGGCTCTGACAAAGCAACATTTAAGGTGCAACCTGAGAGAATAGA 
AGTTAAACAGGCAGATATTGGTGAAAGAGCAGTCTAGGCAGAGGGAACATCATTTGCAAA 
GGCCCAGGGTAAAGAAGATCCTGGTAAGGAAATGACAGTGGAAGAAGGTTAGTGTAGCAG 
GACTGTGGCTAGGGCGGAGAGGCAGGGAAGTAGTTTAGAATTTCAATGCAATAGGAAATA 
TGGAAGATTGAAGGCAGTTTTGCATTATAAAATAATATGATTGCTATTTTAAAGCTACTT 

62641 CCAGGCTGTACCAGGCACTCAGATATGACAGTGAATGAGATAGGCAACATCTTTGCCATT 
GGAGAGCCTACACTGAAGTGGACATGAGGGAGTTGAAAGCAACTCTTATAGGAAATCATG 
GTAAAGACGTCCAAGAGAAGAAAGATGAAGGGCAAACACATGCACGGATGCCAAACATCT 
ATCAGAGAGAAAGGAATTTTCAGACCTGACCTGAATGATGAAAGGAGGTTTTTGGAAAGG 
AAAATAGAAGGGAAGGACAAGGGAAATTATCTGGGCAGCAATATTTATCTGCTGTGGTGC 
£3 [T,C] 

"~ TCACTCTCTCTCTAATCCTTTTCCACCCCAGCCCCAAATTTGAAAGGATTGCAGGGAGCT 
CCTGCTGGAGTCATTTCTGGTATTAAAAATGTACAGAAAGGAAAGCTTTGGTTCTGAGTT 
£9 TGCAGGCTTCCCTGTCTTTCATTCCTATTGTAGAAAGCAGCTTATATAAAAAGATGTGCT 
f 3 GTGTGGCCCTTTGAGCTGCTGTGATTGTGTTAGGACCCCACTGGATGGTATTCGCATGAA 
TTAATCTACTGTAGCATCTCTACAAATCAAGAGGCTGGCTTCTGTTTGAAATGTCCCAAG 

B Z 63023 ATT AAAAATGT AC AGAAAGGAAAGCTTTGGTTCTG AGTTTGC AGGCTTCCCTGTCTTTC A 

TTCCTATTGTAGAAAGCAGCTTATATAAAAAGATGTGCTGTGTGGCCCTTTGAGCTGCTG 
^ TGATTGTGTTAGGACCCCACTGGATGGTATTCGCATGAATTAATCTACTGTAGCATCTCT 
*Z ACAAATCAAGAGGCTGGCTTCTGTTTGAAATGTCCCAAGGCTTTGTGCACAGGGCAAGCT 
AAATGTCTCCCTACAGTGAGACTGAAAATGCCTTGGGTGCCCTTGTCGATAGGATCTGAT 
[A,G] 

%J TATAGATGCATGTCTACAATTGCACAGTGGCTGCTGGCAACATTTATTACAATCTGAATG 
|y TGAAATGGCTATTCTGTTCAAGGATTCTGATAAAAAGTATCAGCCACAGTAGATGTATAA 
'I , GGAGCCTGGTTTCACTGCAACTGACTACAGTTATCTGATTTTTTTTTTCTAGTTCATTTT 
*~ TAGTCTGTGGAGCAAACAGAGATTTCCTCCCCAAATGATGTCCTTTCTCAGTCACCAGGG 
[ J TGTGGTTATTTGGTTTTATGTAGAGGAGATAGAAACCAATCAGTCTAAATCATATTCTGT 

£3 

;7 63051 GGTTCTGAGTTTGCAGGCTTCCCTGTCTTTCATTCCTATTGTAGAAAGCAGCTTATATAA 

H AAAGATGTGCTGTGTGGCCCTTTGAGCTGCTGTGATTGTGTTAGGACCCCACTGGATGGT 
ATTCGCATGAATTAATCTACTGTAGCATCTCTACAAATCAAGAGGCTGGCTTCTGTTTGA 
AATGTCCCAAGGCTTTGTGCACAGGGCAAGCTAAATGTCTCCCTACAGTGAGACTGAAAA 
TGCCTTGGGTGCCCTTGTCGATAGGATCTGATATATAGATGCATGTCTACAATTGCACAG 
[T,C] 

GGCTGCTGGCAACATTTATTACAATCTGAATGTGAAATGGCTATTCTGTTCAAGGATTCT 
GATAAAAAGTATCAGCCACAGTAGATGTATAAGGAGCCTGGTTTCACTGCAACTGACTAC 
AGTTATCTGATTTTTTTTTTCTAGTTCATTTTTAGTCTGTGGAGCAAACAGAGATTTCCT 
CCCCAAATGATGTCCTTTCTCAGTCACCAGGGTGTGGTTATTTGGTTTTATGTAGAGGAG 
ATAGAAACCAATCAGTCTAAATCATATTCTGTTGAAATCAGAACCAAAGGATCCACAATC 

64989 GGTTTAAGAAAGC AAGGTC AGGT AAGCTTC AC AAAGT AAGTC AAGAAGT ATTTTC ACCTT 

TATCTTCTGAAAGAATTTATGCAACGTTGAAATTATTTGTTTCAGAGATGGTCAACAGAA 
TATACCAGAGAAACTATTTGGACTTAGAGCTTCCTTGGGGGAAGGTTTTTGATAAATAAT 
GCAATTTCTTTAATACATAGTACTTATATTTTCTATCTTACCTTGTGACAATTCTGATGA 
ATTGTGTTTTTCAAGAAGTTTGCCCATGTCATCTGAGTTGTTAAACTTACTACAACAAAG 
[T,G] 

CTTTGATAATATTCCTATATTAGCCTTTGAATGTCTATAAGATCTGTCCTGATGTTCCCT 
CTCTCACTTTTTTAAAGAAGTCTTGCTAGAGGTTTACCAATTTTATTTTGTTTTATTTTA 
TTTTATTTTTTCTTATTTGAGACAGAGTCTCGCTTTGTCGCCCAGGTTGGAGTGCAGTGG 
CTCGATCTCGGCTCACTGCAAGCTCTGCCTCCCAGGTTCACGCCATTCTCCTGCCTCAGC 
CTCCCGAGCAGCTGGGACTACAGGCACCAGCCACCATGCCCGGCTAATTTTTTGTATTTT 

65929 TTAAACTTACACATTTCCCTTTAAGCACTGCCTTAGCTGTATCTCACAAATTTTGATATT 
GTCTTTTCATTGTCTTTTATTCAATATATTCTAATTTTTCTTGTGATTTCTTCTTTGGCC 
CATAGGCTGTTTAGAAATATGTAGTTAGTTTCCAAATATTCGAAGACTTTCACAGATACC 
TTACTATTATTGATTTCTAATTTAATTCTGCTACAATCCAAGTATATACATTATAAAGTT 
TCAGCCTTTTGAAATGTATTAAGAATATTACCAGAGATAAGAAGATAAGAATATTACCAG 
[C,A] 
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GATAAGTAGGGATATTTCATAAATAATAGACGAATTGATTCATCAAGAATATACAACAAT 
CATAAATGTGTATGTGTCTAATAACAGAGTCTCAAATTATATGAAACAAAACTGACAGAA 
CTAAAGAGAGAAATGGCCAATCCCACAATCTTTATCTTTATCAGGTGATTTATCTTGGTG 
AACATTCCTTGTGCTCTTGAAAAGAAAGTGTATTCTGTAGTCATTGGGTATAAAATTCTA 
TATATGACAATGAGGTGATTGAT7VAAATTATTTAGATTGTCTATATCCTAAGTTTTGTAG 



66694 TCCGTTATTATTTATGC AATGTCCCTATTT ATCTCTGGTCATATTCTTTATCTTGAAGTC 

TTTTTAACTGATATGAATGTAGCCACTTCATCCTTTTTATGCTTACCATTTGCATAGTTT 
ATATTTTTCCATTATCTTATATTCACACTATTTATCCCTTTATACTTAAGTCCATGTCTT 
GTAGACAGTATGCAGTTAATTGTGTCTTGATTATTTTTACTCCTTTCTGACAATTTCTGC 
CTTTCCATATAATATGCTTATCAATACAGTTGGAGTTAAATCTACCGTCTTGTTATTTGT 
[C,G] 

ACATCTCCCATCTTTTGTTGTTGTTCCTCATTTCCTTGTTTATTACCTTCTTTTCAGTTA 
TTTTTTTTTTGTATTCCATTTTAATTCCTCAATTGGCTTTATAGCTATATATCTTTGTAT 
TATTTTTTATTGTTTGCTCTAGGGATAGCAATATGTATACTTACCACAGACAATTTAGAA 
ATCATATTGTACCACTTCACATAAAATAGAAGAAGCTTGCAGCAGTCTATGTCCCTTTAC 
ACTCCCATTCTTTGTGCTATTGTTTCCGTATGTATTACATCACGTACATTGTAAAATCCA 

66755 TTTTAACTGATATGAATGTAGCCACTTCATCCTTTTTATGCTTACCATTTGCATAGTTTA 
TATTTTTCCATTATCTTATATTCACACTATTTATCCCTTTATACTTAAGTCCATGTCTTG 
TAGACAGTATGCAGTTAATTGTGTCTTGATTATTTTTACTCCTTTCTGACAATTTCTGCC 
TTTCCATATAATATGCTTATCAATACAGTTGGAGTTAAATCTACCGTCTTGTTATTTGTC 

fst ACATCTCCCATCTTTTGTTGTTGTTCCTCATTTCCTTGTTTATTACCTTCTTTTCAGTTA 

"* [T,A] 

'W TTTTTTTTTGTATTCCATTTTAATTCCTCAATTGGCTTTATAGCTATATATCTTTGTATT 
lQ ATTTTTTATTGTTTGCTCTAGGGATAGCAATATGTATACTTACCACAGACAATTTAGAAA 
» TCATATTGTACCACTTCACATAAAATAGAAGAAGCTTGCAGCAGTCTATGTCCCTTTACA 
M CTCCCATTCTTTGTGCTATTGTTTCCGTATGTATTACATCACGTACATTGTAAAATCCAC 
AATAGAGTGTTATAATCTTTTTCCAAATCCTTGTGTGAATTAAAAATTTTATGAGTAGAA 

66879 CAGTATGCAGTTAATTGTGTCTTGATTATTTTTACTCCTTTCTGACAATTTCTGCCTTTC 
"~"4 CATATAATATGCTTATCAATACAGTTGGAGTTAAATCTACCGTCTTGTTATTTGTCACAT 
CTCCCATCTTTTGTTGTTGTTCCTCATTTCCTTGTTTATTACCTTCTTTTCAGTTATTTT 
TTTTTTGTATTCCATTTTAATTCCTCAATTGGCTTTATAGCTATATATCTTTGTATTATT 
5 TTTTATTGTTTGCTCTAGGGATAGCAATATGTATACTTACCACAGACAATTTAGAAATCA 
0 [T,C] 

I : j ATTGTACCACTTCACATAAAATAGAAGAAGCTTGCAGCAGTCTATGTCCCTTTACACTCC 
CATTCTTTGTGCTATTGTTTCCGTATGTATTACATCACGTACATTGTAAAATCCACAATA 

H GAGTGTTATAATCTTTTTCCAAATCCTTGTGTGAATTAAAAATTTTATGAGTAGAAAAAT 
ACATATAACATTTTATTCTTACCTACATACTTACCAGTTCTGCTTTCTTTTCATTCTTAC 
CTGTTTCAGTCTTATCTGTAAACCCGTTTTCATTTGGTGTCATTTCCATTAGCATTTCAG 

H 69156 GGCATGTCACTTCCTGCCCCAAACCCCTTGGTAGCTTTCCATTGCTCTTAGAATAACTTT 

GTGATCTACAACATCTTCTTCAAGGCCCCGCATGATACAAATTCTGGCTATTTCTCTAGT 
TTCTTATTGCACCACCTTGTCCCTCATCCACCTTTTTTTTAGTCTTCTCTCTTTCTTTGA 
ACTTCTACCACCAGGTTTTTTCACACGTTCTTCTTTCCCCATTAACAATGATCCACCATT 
CTCTTTCTTTATCCACTGTTACTCATCCTCATAACTGAAACATCATTTCCTAAGGATGGC 
[C,T] 

ATTCCTGGTTCAGTCAGTCTATATTTCATCCCCCATCACATACTCTTGTTTTACCCTATA 
TTTTTCCTTCAAAGCACTTATTTAAGTTGTAATTATGTGTTGTTTATTTTATGTCTGTCT 
GCCCTCACAGAATCCACAGTCCAGGAGAACAGAAATCCTGCCTCTTTTATTTATACCACA 
TCCACAGTATTATTAGTGCCTGTCACCTAGTAGGTATGCAGTATGTACCTATTGAATAAA 
TGAATTGACTTCTGTCTTTTAGATCGTCTACTCATTTTATCATTGATGACAAACATAATA 

69280 TATTGCACCACCTTGTCCCTCATCCACCTTTTTTTTAGTCTTCTCTCTTTCTTTGAACTT 
CTACCACCAGGTTTTTTCACACGTTCTTCTTTCCCCATTAACAATGATCCACCATTCTCT 
TTCTTTATCCACTGTTACTCATCCTCATAACTGAAACATCATTTCCTAAGGATGGCCATT 
CCTGGTTCAGTCAGTCTATATTTCATCCCCCATCACATACTCTTGTTTTACCCTATATTT 
TTCCTTCAAAGCACTTATTTAAGTTGTAATTATGTGTTGTTTATTTTATGTCTGTCTGCC 
[C,T] 

TCACAGAATCCACAGTCCAGGAGAACAGAAATCCTGCCTCTTTTATTTATACCACATCCA 
CAGTATTATTAGTGCCTGTCACCTAGTAGGTATGCAGTATGTACCTATTGAATAAATGAA 
TTGACTTCTGTCTTTTAGATCGTCTACTCATTTTATCATTGATGACAAACATAATACCTT 
ACATTCGTGTAGTCTTTTTCACTCCTCAAAGAGGATTTTCTGCATAGCTCCTCTGAGCCT 
CACAAAACCCTTTAAGGAAGATTGTGAATATTATCAGATAAAGATTGTGAGACACAGAAA 

70647 TCCAGTCATTTATAAAAGATGAAGAGGAGAACAAGGTAGGCCAAAGTGGCTTTGTACTAT 
TAAAGGCTGCTTGATTTCTAAGTACATGTTCTTTGCCACCTTTCTGCCATTCCACATTCT 
AGAAGCCATGGGTAAGTCAGCACAGGGATCTTAACATGATAACATTGGTTTTAGGAGGTC 
TCGTGCATAATGGACCAGACTTAGAGCACAATGCTGTAAGGTAGTGATTTAGGTGAGCAG 
CAGATTCTGGCTTTAGGAGTTTATTATCAGATGCTTTTTAAACGACTTGTGGCCCAGGAT 
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[C,T] 

CCTGCACCCATGGGAAGCATTGTAGCCTTAGAACTCTGGGAATTCTGAATATAATTCCTG 
AATCAATCGTAAGGATGCATATCTGATGCTTAGTGCAAACCAAGAGGCAGAATATTTGCA 
GGCAGTGTATCCTTGAAAAACAAATCTAGGTCATTTTCCTGCCATGCTTCAAGCTTACTT 
TTCCATCCTTCCTGATGGTAGTACTAACTACATTTGTAGACCATTTACGTGGTCAACACT 
GTGCTAAGCTGTTAGCTTCATTCTCTATGAGACAGGCACTCTTAGCCCAACTTTACAATT 

7 1 8 67 TCTGTCTGGCTTTTCTCAACCTTTCTCTTCTGCACTTTCTTGGATATAATCAAAGCACTA 
CCAGGAACTCCAGAGTCGGCACCTTTTCATTTTTGTGTTTTCATTTAATTATTTCTCAGC 
TGCTAAGTGTTTGACTGTTTAAGGGACTCTAGTGGTAAATATTTGTCTTTAGCCTGGCAG 
AAGCTGTGGTTTCCTTTGATGAGCTCACACGGTGTGGCTTTTAAGATGCTGCTGACCAGG 
ACAGCTGACTGTCCCCAGTGGGTGCAGTCCCCAGCAGTGGGCTGGACCCCTTCCAGAAAG 
[C,T] 

GCTGCTGGGCCAAGAGGCTTCCTCCAACTTCCCGCTGCCCCCATCTAACCAACACCTCAG 
TCTCTTCTCCACCTGCTTCCCTGCCCTCTTCCTTTCCCTCGCAGACACTTTCTTCTGCCT 
GGCAAAAGGAATCTTGTTTCCATGGAAGCCTCATTAAATCTGCATCTTGCTCAGTTTGGG 
TTTGATCACGGCTGCCAGAAGTATTTTTAGCCCATGCAGTTGCGTAATGAGATAGAGATT 
GGGGAAAGGGGGAGGTGACTGTATAGGCAGAGGGTTTTTTTAAAAAAAAGTGAGAAAGAG 

71900 ACTTTCTTGGAT AT AATC AAAGC ACT ACC AGGAACTCC AGAGTCGGC ACCTTTTC ATTTT 

TGTGTTTTCATTTAATTATTTCTCAGCTGCTAAGTGTTTGACTGTTTAAGGGACTCTAGT 
GGTAAATATTTGTCTTTAGCCTGGCAGAAGCTGTGGTTTCCTTTGATGAGCTCACACGGT 
GTGGCTTTTAAGATGCTGCTGACCAGGACAGCTGACTGTCCCCAGTGGGTGCAGTCCCCA 
13 GCAGTGGGCTGGACCCCTTCCAGAAAGCGCTGCTGGGCCAAGAGGCTTCCTCCAACTTCC 
%2 [C,T] 

GCTGCCCCCATCTAACCAACACCTCAGTCTCTTCTCCACCTGCTTCCCTGCCCTCTTCCT 
^ TTCCCTCGCAGACACTTTCTTCTGCCTGGCAAAAGGAATCTTGTTTCCATGGAAGCCTCA 
[ J TTAAATCTGCATCTTGCTCAGTTTGGGTTTGATCACGGCTGCCAGAAGTATTTTTAGCCC 
I » ATGC AGTTGCGT AATG AG AT AGAGATTGGGGAAAGGGGGAGGTG ACTGT AT AGGC AGAGG 

" ^ GTTTTTTTAAAAAAAAGTGAGAAAGAGAAGGAAAACCTCTAAAGAAAAGAGTTTTATGGA 

j 71901 CTTTCTTGGATATAATCAAAGCACT ACCAGGAACTCCAGAGTCGGCACCTTTTCATTTTT 

~ GTGTTTTCATTTAATTATTTCTCAGCTGCTAAGTGTTTGACTGTTTAAGGGACTCTAGTG 

GTAAATATTTGTCTTTAGCCTGGCAGAAGCTGTGGTTTCCTTTGATGAGCTCACACGGTG 
E TGGCTTTTAAGATGCTGCTGACCAGGACAGCTGACTGTCCCCAGTGGGTGCAGTCCCCAG 

CAGTGGGCTGGACCCCTTCCAGAAAGCGCTGCTGGGCCAAGAGGCTTCCTCCAACTTCCC 

r; [g,aj 

? 5 y CTGCCCCCATCTAACCAACACCTCAGTCTCTTCTCCACCTGCTTCCCTGCCCTCTTCCTT 

|£ TCCCTCGCAGACACTTTCTTCTGCCTGGCAAAAGGAATCTTGTTTCCATGGAAGCCTCAT 

5 . j TAAATCTGCATCTTGCTCAGTTTGGGTTTGATCACGGCTGCCAGAAGTATTTTTAGCCCA 

* ^ TGCAGTTGCGTAATGAGATAGAGATTGGGGAAAGGGGGAGGTGACTGTATAGGCAGAGGG 

f s J TTTTTTTAAAAAAAAGTGAGAAAGAGAAGGAAAACCTCTAAAGAAAAGAGTTTTATGGAA 

f ~ 72369 TATTT TT AGCCC ATGC AGTTGCGTAATGAGAT AGAGATTGGGGAAAGGGGGAGGTG AC TG 

TAT AGGC AGAGGGTTTTTTTAAAAAAAAGTGAGAAAGAGAAGGAAAACCTCTAAAGAAAA 
GAGTTTTATGGAATTGGAAGAAGGATGGAGCACCTCTTTTGGGAGCATGAGGCTGGTGTT 
CTCTGGTTAGCTCTTCCCACTGGAAGCCCATGGACACTTGCCATAATACCTGTCCTGGTC 
ACATGTCAGGGGAACCTCTGATCTCCCTTTCCATGAGCTTAGTTGGCCCAGCCAGGGTGA 
[C,T] 

ACTTATGCTAGGGAGTGTGATTGATGTTGCTGCTTACAGATTTCCCCTCCCACAGACCTG 
ATGGGGCAGCCAGGATAGTGGCAGAGAAGAAGACAGAGCAATAGCAGGAAAGAGAGGACA 
ACACTAACACATTGGAGGTTTATGTTCAAAGACGGGATCTAGGGGGTCAGAGAAAGCACA 
CCTACCATGTAATTGGTGCTGGAATCTGATGCCAAGTGCACCCTTGGCTTCTGAGGTTCT 
GAGAACTCTTGCTTGTGCTTTTCAGCCAGACTATGCCCTCACCTGCCCCTGTACTTTAAA 

72992 TGTTTGCATTGGATTGTTGGAGTGTGTGTGCATGTTGTTGTGTTCTTGTATTACAAGACA 
AAGAGATTAAAAAAAAACCACATGCAGCTGTCACAGCTAATGTTTATTGAACTTTTACTA 
TGCCACATGGTGTTTTAAGCATTCTATATGTGTTAACTCATTTTCCCTAATTCTATGGAC 
TAGACACTTAAACAGTCTCCATTGTACAAACAAGGAAACTGAGGCACAGAGAGGTTGGGA 
AACTCATTTGAGGTCCTCCAGCTAATTAATAGTGGAGCCAGGTTTTGTACCCAGACAACC 
[T,G] 

GATTTGAGAATCTGCAGTCCTAGATTAGTAACGTGTTGTTGGCCTGTCACACATTTTAAA 
TGACATTCTGTACACAGAACCATTTATAGTAACTTTGTATTGTTGAGCTGAAAGCAGTCT 
GCAGATGTGCTGCTGGGATTTCATTCATCTTCAAAGAGGTGTTTTTTTTTTTTTTTAAAG 
GAAAATGCTTTTCTGAGGGTGGTATCTAAATTCATAAAAATCTTTACGATCAAGATTTTC 
ACAAATTTCATTCTGACTCTGTTGCATTGCCCTTCTTCCCATATTCCCAGTTAGTTTGTA 

73154 TTCCCTAATTCTATGGACTAGACACTTAAACAGTCTCCATTGTACAAAC AAGGAAACTGA 

GGCACAGAGAGGTTGGGAAACTCATTTGAGGTCCTCCAGCTAATTAATAGTGGAGCCAGG 
TTTTGTACCCAGACAACCTGATTTGAGAATCTGCAGTCCTAGATTAGTAACGTGTTGTTG 
GCCTGTCACACATTTTAAATGACATTCTGTACACAGAACCATTTATAGTAACTTTGTATT 
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GTTGAGCTGAAAGCAGTCTGCAGATGTGCTGCTGGGATTTCATTCATCTTCAAAGAGGTG 
[-,T] 

TTTTTTTTTTTTTTAAAGGAAAATGCTTTTCTGAGGGTGGTATCTAAATTCATAAAAATC 
TTTACGATCAAGATTTTCACAAATTTCATTCTGACTCTGTTGCATTGCCCTTCTTCCCAT 
ATTCCCAGTTAGTTTGTATTGATTGCTGCATCTCCCTTGAGCCCATGGTCCCCCACAACA 
TTTCTTGCAGAACTGTGTCCTGCCTTCACACTGTCAGGCAGCAGGAGCCTCTCTAGCGGC 
CAGCCCACAGTCCTGCAGCTCCTTCCTCAGGACGTTTAATTTCCCACATTTCTATGCAGT 



73164 CTATGGACTAGACACTTAAACAGTCTCCATTGTACAAACAAGGAAACTGAGGCACAGAGA 
GGTTGGGAAACTCATTTGAGGTCCTCCAGCTAATTAATAGTGGAGCCAGGTTTTGTACCC 
AGACAACCTGATTTGAGAATCTGCAGTCCTAGATTAGTAACGTGTTGTTGGCCTGTCACA 
CATTTTAAATGACATTCTGTACACAGAACCATTTATAGTAACTTTGTATTGTTGAGCTGA 
AAGCAGTCTGCAGATGTGCTGCTGGGATTTCATTCATCTTCAAAGAGGTGTTTTTTTTTT 
[-,T] 

TTTTAAAGGAAAATGCTTTTCTGAGGGTGGTATCTAAATTCATAAAAATCTTTACGATCA 
AGATTTTCACAAATTTCATTCTGACTCTGTTGCATTGCCCTTCTTCCCATATTCCCAGTT 
AGTTTGTATTGATTGCTGCATCTCCCTTGAGCCCATGGTCCCCCACAACATTTCTTGCAG 
AACTGTGTCCTGCCTTCACACTGTCAGGCAGCAGGAGCCTCTCTAGCGGCCAGCCCACAG 
TCCTGCAGCTCCTTCCTCAGGACGTTTAATTTCCCACATTTCTATGCAGTTACCTCACAG 

74149 TTTGCTCAAGGTCAC ATAACTAGTAAGTGGGTGGAGCTGTGATGTGAAACTGGGCAGTCT 

GATTCTGGGACCTGTGCTCTTAATCACCAATCTATATTGCCTCCTACTTGAAAACATCCA 
f 3 GGGAAAATGTTGAGATAGATCAGCTGAAATCTTCTTGCACAGTAAAGCAGGGGCCACCTG 
* Z TCCTGGAGTTACATTCATCTTGTTCATTGTCAACGATTTGTGTTCAGTGACACCCTCTTC 
^ AGCCCAAGAACTTACCTGGGTGCTGTGACAATTGGACATGACTAGGAACAACCAGTGACA 
CO [T,A] 

f ^ TGTAGCCCATCC AAACACAGGGT AGGAAGTGGATGCTTGTCACTCTCTTTTGGTTATAAG 

AAGCAGGAACCCAGTAAAGGCACCTTTTATATATCTATAAAGTTGAATATATAAGATATA 
<=~ TGGGGGCCAGGCACAGTGGCTCACACCTGTAATCCGAACATTTTGGGAGCCCAAAGCAGG 
„^ TGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCCATCTT 
I , TACTAAAAATACAAAAATTAGCTGGGCGTGGTGGCACACACCTGTAGTCCCAGCTACTTG 

74171 GTAAGTGGGTGGAGCTGTGATGTGAAACTGGGCAGTCTGATTCTGGGACCTGTGCTCTTA 
ATCACCAATCTATATTGCCTCCTACTTGAAAACATCCAGGGAAAATGTTGAGATAGATCA 
Z„ GCTGAAATCTTCTTGCACAGTAAAGCAGGGGCCACCTGTCCTGGAGTTACATTCATCTTG 

0 TTCATTGTCAACGATTTGTGTTCAGTGACACCCTCTTCAGCCCAAGAACTTACCTGGGTG 

1 = I CTGTGACAATTGGACATGACTAGGAACAACCAGTGACATTGTAGCCCATCCAAACACAGG 
5 "T CG,A] 

*~ TAGGAAGTGGATGCTTGTCACTCTCTTTTGGTTATAAGAAGCAGGAACCCAGTAAAGGCA 

|j CCTTTTATATATCTATAAAGTTGAATATATAAGATATATGGGGGCCAGGCACAGTGGCTC 

f ACACCTGTAATCCGAACATTTTGGGAGCCCAAAGCAGGTGGATCACCTGAGGTCAGGAGT 
TCAAGACCAGCCTGACCAACATGGTGAAACCCCATCTTTACTAAAAATACAAAAATTAGC 

H TGGGCGTGGTGGCACACACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGATACTTG 

74918 T AAC AGGTGCTGAAAAC AGGAACTGGGAAGTTGCC AGT ACCTTCCTGTCTTTTCCCCTGG 

AACCAAACGGTTTCTTACTTGCTTCTCTCTGCACCTCTGTCTCATTTCCCTCTCTCTTCA 
G ATG AT T T T TC AT T GT T GC AT C AC AC AC AT AG AAAAAT C AGG ATCC AC C CT C C C AAGT T T 
ACATATCGTTGTTTCAGGCAGCCATAGTATCCTTAAAACTCCACATTCCAGGGAGAAAGC 
TTGGGTCAAGGATTCAGCCAAAGGGCAGCGAAATGGAGTAAAGATGCAACTGCCAGGTCT 
[A,G] 

TGGGCAGCAAGGAGGCCGGGAAGGAAGCCGCTGTTGTGGTCCAAGTGACAATTCAACAGC 
TCAAAGCATAAGTAAGTTGTGTGCTTTTCACAGATGGAGAAACTGAGGCACAGAAGGAAC 
CTGGCTGGGGTCCAGGTCTCTGGCCTTTGTGTCAATGCTAGGTCACTGGATGTGGCGTCT 
GATTTCTACAGGAAATGTGGTTTCTCTACTTTGTCCCAGAGCCCACTCAGAGCACTGGCT 
GGCCAGGGGGTCCTAGGGCCCTCTTAGGATAGTCTCAGGCCAACAGCCCCAGGACAGAAG 

75386 GGATGTGGCGTCTGATTTCTAC AGGAAATGTGGTTTCTCTACTTTGTCCCAGAGCCCACT 

CAGAGCACTGGCTGGCCAGGGGGTCCTAGGGCCCTCTTAGGATAGTCTCAGGCCAACAGC 
CCCAGGACAGAAGCAACCAAAGTGAAGTTATGAAAGAAAGCTCTTTGCTGATCTGTCAAT 
GGCACCCTTGTAGAGCCAATACTTAGAACACCTGGATTTGAATACTCATCTCCAAAACCT 
GTGTTCTTTCTACCACGTGACAAGCCCTTGTAAACCTCACAACGTCTCTATGAGGTGAGC 
[G,A] 

CTTGCAGATCCACACTTTAGATAAGCAAATGGAGGCTCAGAGGGTAAGCAGCTAGTTCAA 
GGTTATGCACCTGAGCCAGGATGTGGACACAGCTCTGTGTCTGATTCCTAAGGGCCTGTG 
CTTTAGCCACTTTGCAATACTGCTGCTGTCTGCTTCATTTCCTCATCTGTCAGATGGGAA 
CGATAATACTCAACTCACATGGATACTGTATGAGGAAAAACAGATAAAAGAAGAGAAAGT 
GCTTTGAAAACATAAGCAGCCCTGGCAGATGGGAATTATTTTTGCTGCTGACACACATCC 

77751 CAATGCCAATGTTTCTGAAGCCCATATTAAATGCCAAAATCTGAGTCAGCTACTGGAGGT 
AGAGACATGAATAAGATGGTCCATATTATTTTAGAGGATTCTTTGGTTGCAAAGGGCAGA 
CACCCAGCTTGAATTCACTTTGGAGAAATTGGGATTTTTTTGGCTTGCATAAGCAAAGCA 



FIGURE 3, page 49 of 61 




TGAGAAAGAAAGTTCCAGGGATGATGAAAACCAGGAATGCAAATGTCTCCAGAATTCTTT 
CTTTTTTCTTTTAGGCCATCTTTTTTCTCTCAAACTGGTTCCCTCCACTGGGCTGGAGAC 
CG,A] 

TTACTACCAGCAGCACTCAGACCCACATCTTCAGTTTAAATGTTGGAAATGGACTGTCAG 
AGAACATTTAGGCCATTCATTCTGTGGGAGAGATAGGCTATGTAAAAAGATAGCCACTCC 
CATGTGAACAATGTGGTTAGGATTAGAGGCATGAATATACCCCAAACCAGGGGTGTGGGA 
AGGAGGTTGACACTCTAGGTGATAATACCCAGACCTTAAGGAGCTTTCTGTCTAGAGGGA 
GGTATGGACATGGACAAGTAATCAACAGCTACAAAGCAGAGCTGCCAGCTCTGCAACACA 



78264 ACCTTAAGGAGCTTTCTGTCTAGAGGGAGGTATGGACATGGACAAGTAATCAACAGCTAC 
AAAGCAGAGCTGCCAGCTCTGCAACACAAGAGCCCTGAGAGGCATGACAGGGGCAGGGTG 
GGGATCCATGTGGGTCTGGATTGAAGTGAGGAGGGGCATCAGGAAAGCATTCCAGGAGAG 
CTGAGGGACACTTGAGCACACCCTCAAAGAATGACTGGGGGTCATGAGGTATACAAGGGA 
GGAAGTGCACCCGAGACAGAAACAATCACATAAGCAAAAATGCAGAAGAATATGAGGATC 
[G,T] 

GGGAAGGGCAAGTAGCTCAGTAGTGTTGGAGGCCAAGGGACACGAAGGAAGGTGATAAAG 
CCCTGATGTTAAGGATAGAAAAATCAAAGTCCTTTGAAAATCATGTGGAGTTAGGATCTC 
AAGAACCCTACAAGGATTTCTTTAGAATAGAATCAAAGAAAAACAAAGTTTACAGTCTGT 
GAGGGTTGCATAGGAAGTAACGTGGTGAGAAATGTTGGCTTGAGAACCACATATCCATAA 
CACAATGGTGTTTTAGAGGATTTGGGGGAAGGGAGAGAAAATCTCAAATTGTCTCAGTAA 

80986 GCATCATATTGCATGAAAACAGCAAACGGAAGTCACAATGGCTCGACGGTGTAATGAAGC 
CACACAATATGTATTAAACACATCATCTACACAGATGGATTCAAAGATACCTTCTTTGTG 

13 TCTAAGTCCCAAATCTGTGTTTCCTGGCTCTGTTCCCTCATATCTAGTCATTCTCCAAGT 

t =1 CAGCATGCCCAACTTGAAAGTGTCATTTTCAAAACCTGCTTCTTCTCTTCTGGAAGTTCT 

*J TCCTCTGCCCATTGCTCCACAATCCCCACCTCTTTCACCCAGTAGCAAACCTTAAATTTA 

Cy [T, A] 

Q CTTTTACTTTGTCTTACTTCCCCTTCTTATATTCAAAATGTTTCTCACTTGCATCTCTTT 

~== TCATTCATTTCATAAGCATTTATGAGCTCCTGTTATGGTTTGGAAACTGTTCTTCATGCT 

"~ GGAGGTGGTCTTATAAACAAGTAATTTCAATTGAGTATTTAGTATGTTAAGTGCCATCCC 

= 5 AAAGGCAAACACCAGCTGTGGGAGGCTCCCCAAATCAGTCTAAGGAAGTTGGGAAAAGCA 

S J TCTCAGAGAAGATGGTGTCTGAGATGGGGAGGATGTGTGGAACTGGGCAAGGAAGAGAAC 
.ss 

83609 TTTGGGC AATTGT AGC AATTTT AAAACT ATGTT AGATGGCT AGAGATTCTTGAGAAT ATT 

2 TCTTTTCTTGGAAAATCATAAGGCTTTGGATAGTGGTACCTATAGAAGCTGACATCAGCA 
GCAGCCTGCCTCCAGTCGATCAGGGCCTTTGGAACTTCACGGGGCTCCTCTACTGACAGC 
CCCATCGGTTTCCCTCCAGCACACGTAACTCAGCATTGACTCTGGGTAGTAGAGGGTGGT 

ij TTATGGAATCTGATTCATCTCAGAAAGAGGTGGATGCAAACACATTCCCAGAGCAGAAGG 

U CC,T] 

; : TTGGCATGTCTGGTCTTAGGCAGAGGGAACTGGAGATACTTGTCCTATTGTTCTTGAGAT 

^ TCCAGCAAAAATAGCCCATTACAGAGGAAGAAGATATCAGGTCAAATGAAGGCTTTGGTG 

|1 CTACAACATTGTCTTAGAAAAAAAAAGAAAGAAATTGGCCAAGTGCAGTGGCTCAGCACT 

^ TTGGGAGGCTGAGGGGGGCAGACCACTTGAGATCAGGAGTTCGAGACCAGCCTGGCCAAC 

r ~ ATGGCGAAACTCCGTCTCTACCAAAAAGTATTAAAAAATAGCCGAGTGTGGTGGCGGGCT 

85271 CCTTGGGGCATCACATTAAGTAGTTACCAGATTGAACTGCAAACATTGCTATCCAGGAGA 
AATCAGGTCAATATTTCACCTTCATGGCAATACCAGTACAGTCCAAGGAGAATGCATAGA 
AGGAAAGAAATCATAATCTGATTGTATGTGTTTTTTTAGTAGTAAATAATAATAATTATT 
ACTATTCCTATACAATTTTGTGTGTTGGTGTGTTTTGTTTTGTTGTGCATGAAAAATGGG 
GTGCTAATCTATTCCCCTTCCCAACACCAGTGCTCAGAAGAAATTTCCACAGATAGAGAA 
[G,T] 

CTATAGGTTATGAATTTGGCCTTGATGGATTCTGGGTCACTATTTCTCAATGTTTGTCCA 
TGTCATGTGAAGCTCTTAAGATAAAGAACAATGTCTTACTCGTCTTTTTAACTTCTTTAC 
CCCCTAATGCCTATCACATACTTTGCCCATGGAAACTCAATAGACATTTGTAAATGGAAT 
TTAATTTCTGAGGTCCAGTAAAGCCTTTTTCCATCCTTCCCCTACTACACAGTTTGTCTA 
ACCATGTCTTCCCTTCCATCATCCACCTTATAAACGTTATTACTCATTCTTCCATCACAT 

87770 C T C C C T AC CTGTCCCTCCTT G AC C CC AGG AAAAAT T GCC GGG AT AT G AAAG T T AAT T AT G 

ACCCAAGGGAATTGGTACAGATGGGGAAGAAAGAAATGCATTCAAGAGCATTTCCATCAG 
TATTGAAATTACACAGAAGGCTGGTGAATTTGGGCTATCCATTCTTGCCTCCCTCTGTGC 
CCATAATTCCTTGGCCTCCTTCAATTTCATTTTCCCTTTGGTTCAGAGGAATGCTTGATG 
GCTTAAGCTAGCCTCAGTTGGCCAAGCATTGGAGAAACAGAGAGGTGTATGACACAGCTA 
[C,T] 

ACTCCCATGGGGCTTACAGGGCAAGGTGAGAGAAGACAGAAGTTGTATGTGCTGGGTGCC 
ACGTGGTAGCTACAAACTAGAAATGAGACCAGGTTCGGAAGAGGAAGAGGGCTTGCAGAC 
CTGAGTCATGGGGACAGTTTCTTCAGGAAATGGGATCTCAGCTCTGCCTTGTATGCAGGG 
CTTACATAATAAATATGTTTCATTGTTGTTGTTGTTATTGTTGATTTAATAAGATTTTGT 
TTTAAGAAGATTTTGTAAAAACAACTGAACAAATGCAATCTCCTGCCAGAGCAGGCAGCA 

87837 GGAATTGGTACAGATGGGGAAGAAAGAAATGCATTCAAGAGCATTTCCATCAGTATTGAA 
ATTACACAGAAGGCTGGTGAATTTGGGCTATCCATTCTTGCCTCCCTCTGTGCCCATAAT 
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TCCTTGGCCTCCTTCAATTTCATTTTCCCTTTGGTTCAGAGGAATGCTTGATGGCTTAAG 
CTAGCCTCAGTTGGCCAAGCATTGGAGAAACAGAGAGGTGTATGACACAGCTACACTCCC 
ATGGGGCTTACAGGGCAAGGTGAGAGAAGACAGAAGTTGTATGTGCTGGGTGCCACGTGG 
[T,CJ 

AGCTACAAACTAGAAATGAGACCAGGTTCGGAAGAGGAAGAGGGCTTGCAGACCTGAGTC 
ATGGGGACAGTTTCTTCAGGAAATGGGATCTCAGCTCTGCCTTGTATGCAGGGCTTACAT 
AATAAATATGTTTCATTGTTGTTGTTGTTATTGTTGATTTAATAAGATTTTGTTTTAAGA 
AGATTTTGTAAAAACAACTGAACAAATGCAATCTCCTGCCAGAGCAGGCAGCAGCAAAGG 
AGATTAGGAATATAACCCCCTTGGAGACGTTCCTTCACCTACCTGGTGCTGGATTACCTA 



87866 TGCATTC AAGAGCATTTCCATC AGTATTGAAATTACACAGAAGGCTGGTGAATTTGGGCT 

ATCCATTCTTGCCTCCCTCTGTGCCCATAATTCCTTGGCCTCCTTCi\ATTTCATTTTCCC 
TTTGGTTCAGAGGAATGCTTGATGGCTTAAGCTAGCCTCAGTTGGCCAAGCATTGGAGAA 
ACAGAGAGGTGTATGACACAGCTACACTCCCATGGGGCTTACAGGGCAAGGTGAGAGAAG 
ACAGAAGTTGTATGTGCTGGGTGCCACGTGGTAGCTACAAACTAGAAATGAGACCAGGTT 
[C,T] 

GGAAGAGGAAGAGGGCTTGCAGACCTGAGTCATGGGGACAGTTTCTTCAGGAAATGGGAT 
CTCAGCTCTGCCTTGTATGCAGGGCTTACATAATAAATATGTTTCATTGTTGTTGTTGTT 
ATTGTTGATTTAATAAGATTTTGTTTTAAGAAGATTTTGTAAAAACAACTGAACAAATGC 
AATCTCCTGCCAGAGCAGGCAGCAGCAAAGGAGATTAGGAATATAACCCCCTTGGAGACG 
TTCCTTCACCTACCTGGTGCTGGATTACCTAAAAGCTTCAGCTAAGTAGGGTCACCCCCC 

£3 

* :? 88238 CTTGTATGCAGGGCTTACATAATAAATATGTTTCATTGTTGTTGTTGTTATTGTTGATTT 

^ =? AATAAGATTTTGTTTTAAGAAGATTTTGTAAAAACAACTGAACAAATGCAATCTCCTGCC 
C 3 AGAGC AGGCAGCAGCAAAGGAGATTAGGAATATAACCCCCTTGGAGACGTTCCTTCACCT 

i ^ ACCTGGTGCTGGATTACCTAAAAGCTTCAGCTAAGTAGGGTCACCCCCCCAAGAAATTAT 
^ f TTTAAAAAAATTGAAATCTGATATTTTTAG7UUVATCTTATCAAGGATATTTAATTGGACT 
*» [A,C] 

9 !f TTTACACCTATTTAGGGTCAGTCGGTTTTGGACAAGTATGCAGGGGTCTTGGAATCAGAC 
J"! CACTGGGGTCAAATCCTAGTTCTGTCACTTCCTAGCTGGGTGACCTTGGACAAAGTTACC 
' TGACTTCTAATAGCTTCAGATTCCTCATGGGCAAAATAGAAATGCTACTAGTACTTAATA 
s 2 GTGCTCTGAGAAGGATTCAATGAGAAGGATTAAATGTATGTAAAGCACAGTGTTTGCCCA 
TAGGAAGCTGTTATTTATAAGGGAGGGGAGCATCCTAAGGTCCTCCGAATTTAGGAGAAC 

13 89219 AGAGGGCAGTTGGAAAACTTCACAAGACAATCCAGCCTGATTGTTTTGACATGCCTGACT 

[ y TCAGGCTGCTAAAAATGAGCTCGAGGAATCAGATAGGAAAAAGAGATAGGTGATGCAATT 
1 . TTATTCCATCTCCCAATTTTCTGAGTCAAGAGTTGTTTGTTTAACTCCAGTTAAATTAGT 
f " ATTTATCCAAATTTCCTGGGTGCTTGTCCAAAGAAAAGTACCCCAGATCTACAAATTAGA 
[ J ATCTGGGACTGGGACTTAGGAATTGGCACTTTTACAATTATACCAGATGTTTCTAATATG 
?3 [A, G] 

f f GTACTTCAACCACTACCCTTATAGAAGTGCTGCCTAGGACCCTCTCTTCTGGCAGGTGAA 
? « GTGGAAGGAGGTTTTGTCGAAGGGAGATTCTCC ACTTCAACTTGAGTGTCTTGGCTTGTA 

TCCGCTTTGTTTGGTTCTATTTCACCAAAGGCTTTCATCTTCACATAAATTTTCTTCAGC 
TTTAAATAATTAGTTTTGGTAACCATTGGTATACTGGAAAGAACATTAGATTTGGAGTCC 
AGGTGGCTTGAGTTCAATTCTCTGCTCTGCCATTTACCAGCTGTGTGACATTGGGCAAGT 

89331 ATGCAATTTTATTCCATCTCCCAATTTTCTGAGTCAAGAGTTGTTTGTTTAACTCCAGTT 
AAATTAGTATTTATCCAAATTTCCTGGGTGCTTGTCCAAAGAAAAGTACCCCAGATCTAC 
AAATTAGAATCTGGGACTGGGACTTAGGAATTGGCACTTTTACAATTATACCAGATGTTT 
CTAATATGAGTACTTCAACCACTACCCTTATAGAAGTGCTGCCTAGGACCCTCTCTTCTG 
GCAGGTGAAGTGGAAGGAGGTTTTGTCGAAGGGAGATTCTCCACTTCAACTTGAGTGTCT 
[T,C] 

GGCTTGTATCCGCTTTGTTTGGTTCTATTTCACCAAAGGCTTTCATCTTCACATAAATTT 
TCTTCAGCTTTAAATAATTAGTTTTGGTAACCATTGGTATACTGGAAAGAACATTAGATT 
TGGAGTCCAGGTGGCTTGAGTTCAATTCTCTGCTCTGCCATTTACCAGCTGTGTGACATT 
GGGCAAGTTGCCAACCTATCTATGTCATTTCCTCATGTAAAGATAATCCCACTTCACCAG 
GCCACTTTTGAGGACCCAGTGAAATGATGTGTAACCATTTTAGGAACACTGGATCATTCT 

90794 GATTTGGCCAAGGTCACACAGCTATAAGCAGTAGAACTAAGATTTTAACTCAAGTTTCTA 
TGGCCCCAGAATTTATGTGTTTCTCTCTCCATACCACAGGGACAGGTGCAAGTGAGAGAT 
TTTGCTGGAAGCACTGGGCTTTTTGAGCAGGCCATATAAAAATTCTGAGCCCAGAGCTCA 
ACTAAATTATTGGAAGAGACTGGGCCAAATATAAGGCTTCTATCTAAGCAGCACCTGTGT 
TTCTCAAGGACTGAGGAAAATGAAGGGGGAGGGTTGGCAAGGCTGCATTTCCCAGGGTGC 
[A, G] 

TGATTATATGGCATGGGGGTGGGGGCCATTATGATGCCCGGACATGGAACTTACACCAGT 
GCAGAAAGGGTGTGATTAGAAGCCCTAAGCCAGAGAATGTTCAGTGTGATAAATGCCATT 
ATTTTTTCCCTCATTCATTCAATAGATTTTTTTTTTAGATGGAGTCTCACTCTGTCGCCC 
AGGCTGGAGTGCAGTGGCACCATCTCAGCTCACGGTAACCTCTGCCTCCTGGGTTCAAGC 
AATTCTTGTGGTCCAGCTTCCTGAGTAGCTGGGATTACAGATGTGCACCACCACGCCTGG 

92404 TGCTCTGCTACCTACCTGCCAGCTGTTTCCCAGGGATGTGGTAAAGATGAATGGGCAAGA 
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TCTGGGAAAGTGTTTTGAAATCCTTGATTAAAGGCCCTCCAGGCAGATGTAGAATTTTAA 
ATGTGTTATATTACTGCCACTATTGTTATGCTTTCTTTTATCACCCCAGAATTTCACCAT 
CTCCTGTTTCAGGTGAACGAGTCTGCCTGACTCTTACCTGCCCTGAATGGCATTGGAAAG 
GTAGCAGCCCTGAGATGTGCCATATAAACAAACATGTTTTTAACCAAGGGATCAGGAGGC 
[C,T] 

TTCCTGGCTGGCTCCTGTCAGCTGGTCATCACCTCTCTATAACTCTAGGCTTTCCCAAGC 
TTATTTTATTTCCATCAATAGGACAGGAATATGTAAATGTCCTGCTTGAAATGAGTATTG 
GCTACAAGCCATCTGCCTCTGAACAGAGGTGAAAAGTGGAAATCGGAGGAAGGGCAGATG 
TCTTTTGCAAGGGAAACAGACTGTTTTCTGCCACTGCACTCTGCCCAGGCAAAAGAGTAA 
AGGAACAGCACTCAGGAGAATTCACTGAAGCGAGGGCAGGGTGCAAAAGGAACTTGAGAA 

92672 CAAACATGTTTTTAACCAAGGGATCAGGAGGCCTTCCTGGCTGGCTCCTGTCAGCTGGTC 
ATCACCTCTCTATAACTCTAGGCTTTCCCAAGCTTATTTTATTTCCATCAATAGGACAGG 
AATATGTAAATGTCCTGCTTGAAATGAGTATTGGCTACAAGCCATCTGCCTCTGAACAGA 
GGTGAAAAGTGGAAATCGGAGGAAGGGCAGATGTCTTTTGCAAGGGAAACAGACTGTTTT 
CTGCCACTGCACTCTGCCCAGGCAAAAGAGTAAAGGAACAGCACTCAGGAGAATTCACTG 
[A,C] 

AGCGAGGGCAGGGTGCAAAAGGAACTTGAGAAATTGGTACTGGGACCCAAAATCAGATTC 
TGGCATTTCTGGGAAAAGAAATGGGCATGGGTGGGGGTTTTATCTGTCAATAAAAGCATC 
CAGAATGGGGCTAGAAGGAAGTAAATTCAGTTGCCACCTCTGCCTACTGGACAGCCACGG 
AGAACTTCTCCTTATCCAAGGTCGAGGAGCCCTCCGGAGTACATACTGATACCATTGGTT 
? H CTCCCACACATACCCCCATGGAGATAAAAACAGGACCCTGGAAGCCCTGTCCGTGTTTAA 

!»=? 

\Q 92684 TAACCAAGGGATCAGGAGGCCTTCCTGGCTGGCTCCTGTCAGCTGGTCATCACCTCTCTA 

ffs TAACTCTAGGCTTTCCCAAGCTTATTTTATTTCCATCAATAGGACAGGAATATGTAAATG 

TCCTGCTTGAAATGAGTATTGGCTACAAGCCATCTGCCTCTGAACAGAGGTGAAAAGTGG 
C J AAATCGGAGGAAGGGCAGATGTCTTTTGCAAGGGAAACAGACTGTTTTCTGCCACTGCAC 
= f] TCTGCCCAGGCAAAAGAGTAAAGGAACAGCACTCAGGAGAATTCACTGAAGCGAGGGCAG 
"Z [A, G] 

GTGCAAAAGGAACTTGAGAAATTGGTACTGGGACCCAAAATCAGATTCTGGCATTTCTGG 
^ j GAAAAGAAATGGGCATGGGTGGGGGTTTTATCTGTCAATAAAAGCATCCAGAATGGGGCT 

AGAAGGAAGTAAATTCAGTTGCCACCTCTGCCTACTGGACAGCCACGGAGAACTTCTCCT 

TATCCAAGGTCGAGGAGCCCTCCGGAGTACATACTGATACCATTGGTTCTCCCACACATA 
3 CCCCCATGGAGATAAAAACAGGACCCTGGAAGCCCTGTCCGTGTTTAACCAATGGGATTG 

i? 

S S "c 93132 CTGCCTACTGGACAGCCACGGAGAACTTCTCCTTATCCAAGGTCGAGGAGCCCTCCGGAG 

^ TACATACTGATACCATTGGTTCTCCCACACATACCCCCATGGAGATAAAAACAGGACCCT 
I & GGAAGCCCTGTCCGTGTTTAACCAATGGGATTGAAACATGGAAATGAACTGCCCCACAAT 
f ; | CCACCCTGTGAGAGACCAAAGAGCAGTGTTGGATTAACAGGGAATGTTACCCTGAAAAGG 
J J' CATTCAGCTTCCACTGGGGCAGCAGGTACAGTGCAAAGATGATCCCACTTAAATTCCTAA 
C3 [G,C] 

| £ AC AGGAAATAAGGAAAGATGTTGTGGAAACTCAAGACCTCTCAAAGCATACTCCTTTGTA 

GTTCTTCCGCAGACCAGACCACGGAATTCAGAAAACACCCTACCTGGTTCCAAACCAGCA 
CCTGCCAAACTTCTCACCCTCTTCTGACCCTGTCCTGGGAGTTAAGAAAAAAAAAATCAC 
TTTATTGGTTGCTCCAGTTATAACTTAAACAGACAGACCATCATCAAATTAAGTGACATG 
TACGACTGCTTATTGTATGCCAGTTACTGTGCTGTGGGGTTTTGGTTCCATTATCTCATT 

93537 TGGTTCC AAACCAGC ACCTGCC AAACTTCTC ACCCTCTTCTGACCCTGTCCTGGGAGTT A 

AGAAAAAAAAAATCACTTTATTGGTTGCTCCAGTTATAACTTAAACAGACAGACCATCAT 
CAAATTAAGTGACATGTACGACTGCTTATTGTATGCCAGTTACTGTGCTGTGGGGTTTTG 
GTTCCATTATCTCATTTAATCCTCTCAAAAACCCTGTTAGGTAGGTTTTATTATTGCACT 
CATCTTAGATTAAGGAAACTGAGGCTCATAGAGATTCGGTAATTTGTCAAAAGCCCTAAA 
[A, T] 

CATAATTACTGCCTCCAGATGTCTCTGATTCTAAGGCCCAGGCTCTTAATCAGTAAATGA 
TCAAATGAATAATGATTTTCATGGCATCTGTCATCGGAAAGAACAATGGAGAATATGCTT 
AACCAAAGTCATAACCAAATAAATGAACTTGACAGCAGAGCCGTGATTCTAGCCAAGATG 
ACTATTTTCATGCATGTTTTGAAGGCCAGGAAAAGGAGGTTAGACTTGTTTGGGAAGGGA 
AACAGGAGCTATCAAGGTGAACTTTTCCTAAGAGTAGCCCAATAATAGTGCTCGGGAGGG 

93557 CC AAACTTCTC ACCCTCTTCTGACCCTGTCCTGGG AGTT AAG AAAAAAAAAATC ACTTTA 

TTGGTTGCTCCAGTTATAACTTAAACAGACAGACCATCATCAAATTAAGTGACATGTACG 
ACTGCTTATTGTATGCCAGTTACTGTGCTGTGGGGTTTTGGTTCCATTATCTCATTTAAT 
CCTCTCAAAAACCCTGTTAGGTAGGTTTTATTATTGCACTCATCTTAGATTAAGGAAACT 
GAGGCTCATAGAGATTCGGTAATTTGTCAAAAGCCCTAAAACATAATTACTGCCTCCAGA 
[T,C] 

GTCTCTGATTCTAAGGCCCAGGCTCTTAATCAGTAAATGATCAAATGAATAATGATTTTC 
ATGGCATCTGTCATCGGAAAGAACAATGGAGAATATGCTTAACCAAAGTCATAACCAAAT 
AAATGAACTTGACAGCAGAGCCGTGATTCTAGCCAAGATGACTATTTTCATGCATGTTTT 
GAAGGCCAGGAAAAGGAGGTTAGACTTGTTTGGGAAGGGAAACAGGAGCTATCAAGGTGA 
ACTTTTCCTAAGAGTAGCCCAATAATAGTGCTCGGGAGGGAGTAATGTGTGCAAGAATAG 
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AGAGAAATGGAAGCAGGGAGATAAATTAGGTGGTTATTGCAAGAGGCCAGGTAAGAAGAG 
AAAGTGGTTTAAGTAGGGTGGTGTGGCAGAGAAGACGGTTCCAAGCAGAGGGGGACCACG 
CTGACAAATAAGCGCGGGCCACTCACGCAAGCCCAACAAGGCAGAAGGCAGAAGGCAAAA 
GTGAAGGCCAGAGAAAACTGGACACCACCTTTCCAGAGCACAGTTCAAAGGCAATGTCCT 
CAAAGAAGACACTCCACCCTCCTCCCATTTCCTCCCTATTGCCTAAAAATAAGAAGGATA 
[C,T] 

GCGGCCTATGGCAAACCTTGGGCAGGCACGTGGGAGCTGAGCTCTTGCAAAGGGCAGATA 
GTTCCTCTGGTGAGAGAGAAAAGGAAGGGCCAGTGAGGAGTGAAGGAAGAGACGAACAGA 
GAGCCCGAAAGGCTGAGAACGTTGTCTGGCTTCCTGAAAGGCTTAAGGGGTTAGCTCTGG 
AGGGTGAACTAAAAGCCCTAGTTATATTAAACACACACGCACACACGCACGCACACACAT 
GCGCGCACACACACACACACATACACACAGTTGAAGGAGACCTGCAGTTTCCAAAAACAA 

TATTATTGATCTTGATTACTGAGTTTTTAGGTGTACCCTTAAATGTTGCACCTCTGACTT 
ACTAGTCTCACCCTGATCCCTGTCCTGGATCTATGCCTGTCTGTTCTATATCAGCCTCTT 
GCTTTGACCATAAGAATAACTTCAGACCTTTAAGCATAGAGGAAATAGGATTTCTGTCTC 
CCTTCCCCACCTTTGTGATAATCTCAGCTTCTGCTTTTAAAGTCTATCTCCCAAGTAGTT 
TGCCTACTATGTTCCTCCCAAGGTCACTAGGTTCTGTGAAACTAGCAGCAGGCTAGATTG 
[T,C] 

CACATTAGCACAAAGGATCCACTATTCCTGCAGCCGAGCTGGGACAAGCACTTAGGCCCA 
CTGACTCCAACCCTTCAATAGCCTGGGACCTACGTTGTCTCCAGGTGGTATAAAACAAGA 
ATTTCCCCTTTGACTGGGAGAAAAAGGGAAGAACTCTAAATTGGAAAACAGGTCATCTCG 
AATTCTCACAGGTGGAAATTTCTGACAACCCCTTTGGGACCCACAATTCAACACACCCCA 
AATGGGGACAGTAGCTAACATGCAACCTGTAGGCTGTTCTGTCATCCAGTGCCACTGTGC 

GGGAATTAAGGTGGAAGGCAGGGCGTTTTGACTGCATTTGACCCAAGTCCTGAAGAGCCA 
GCTCCTCTCTCTTCCTAATTATTAGAAGGTTTTGTTTGGACCCAGTGTTTCACGTGTATA 
CAATACAAACTTCTCTCTTTTCTACTTGGATCAAATTTGTTCTCTCAAAATAAGATTCCC 
AGCAGTGAGAGAAGACAAGACAGAGAGATCCAACATCTCTAAAGCCATGAATCAGATAAC 
CAGCCACTTGTTCTCTTCAGTGCTGGGAACAGATACACTGTTAAATAAAATGATTTTATA 
[G,T] 

ATTCTTCTCACTGCCTTTCCAAGAAGGGGATTTATCAACTTCAGGGCACAGCAATCATTT 
ATTCCCAGACTACTGGCATGCATATATATATATATTTACTTCTCTTGACTTAGAAAAAAG 
AGAGAATTGGAGTTGTGAATATTCCTGTCTCCCTCACCCCAGCCCCCTTGAAGTGAGTCA 
GGACAAACTTGGGGCCCAAATGGAGCTGTAAGTAACTGAGTCACATGCAGAGATGAAACC 
TTCACAGACCCACTGATATGGAGGTTGAAGATTAAATTCCCCTTTGAGAATAACTGGGTA 

ATTTACTTCTCTTGACTTAGAAAAAAGAGAGAATTGGAGTTGTGAATATTCCTGTCTCCC 
TCACCCCAGCCCCCTTGAAGTGAGTCAGGACAAACTTGGGGCCCAAATGGAGCTGTAAGT 
AACTGAGTCACATGCAGAGATGAAACCTTCACAGACCCACTGATATGGAGGTTGAAGATT 
AAATTCCCCTTTGAGAATAACTGGGTAACACTCATACAGAGACTACTTTCAAGAAGGCCA 
GATCCTCCCTCTAATGTATAGTGCAACGTTCCTAACCCTCAGCCCACTCCGTCATACCCC 
[A,C] 

ACTCACATGAATACACACATAAGCAGTAATATAAAGCACTTCCCACCATAGGGCAGCAAA 
GAAGGAGGGAAATCTTTATTATGGAAGAGTGGAAGGAAGGAAGGGAAGGGAAGGGAAGGG 
AAGGGTAAGAGGAAGAATTCTCAGGGTGAGCAGAGGAATGACATGTTTGGGGCATAATGA 
AGATAATTGAAGTGCAGAGTTTGTATGGAAAAATTTGAAAATATCAGGTGGCAGGCCAGG 
CATGGTAGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAAGCAGGCGGATCACCTG 

ACTGGGTAACACTCATACAGAGACTACTTTCAAGAAGGCCAGATCCTCCCTCTAATGTAT 
AGTGCAACGTTCCTAACCCTCAGCCCACTCCGTCATACCCCCACTCACATGAATACACAC 
ATAAGCAGTAATATAAAGCACTTCCCACCATAGGGCAGCAAAGAAGGAGGGAAATCTTTA 
TTATGGAAGAGTGGAAGGAAGGAAGGGAAGGGAAGGGAAGGGAAGGGTAAGAGGAAGAAT 
TCTCAGGGTGAGCAGAGGAATGACATGTTTGGGGCATAATGAAGATAATTGAAGTGCAGA 
[G,T] 

TTTGTATGGAAAAATTTGAAAATATCAGGTGGCAGGCCAGGCATGGTAGCTCATGCCTGT 
AATCCCAGCACTTTGGGAGGCCAAAGCAGGCGGATCACCTGAGGTCACGAGTTTGAGACT 
AGCCGGGCCAACATGGCAAAACCCCATCTCGACTAAAAATACAAAAATTAGCTGGGTTTA 
GTGGCGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCATTTGAGCC 
TGGGAGGCAAAGGTTGCAGTGAGTCGAGATCATGCTACTACACTTCAGCCTGGGTGAGAG 

CCTCTAATGTATAGTGCAACGTTCCTAACCCTCAGCCCACTCCGTCATACCCCCACTCAC 
ATGAATACACACATAAGCAGTAATATAAAGCACTTCCCACCATAGGGCAGCAAAGAAGGA 
GGGAAATCTTTATTATGGAAGAGTGGAAGGAAGGAAGGGAAGGGAAGGGAAGGGAAGGGT 
AAGAGGAAGAATTCTCAGGGTGAGCAGAGGAATGACATGTTTGGGGCATAATGAAGATAA 
TTGAAGTGCAGAGTTTGTATGGAAAAATTTGAAAATATCAGGTGGCAGGCCAGGCATGGT 
[G, A] 

GCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAAGCAGGCGGATCACCTGAGGTCAC 
GAGTTTGAGACTAGCCGGGCCAACATGGCAAAACCCCATCTCGACTAAAAATACAAAAAT 
TAGCTGGGTTTAGTGGCGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGA 
ATCATTTGAGCCTGGGAGGCAAAGGTTGCAGTGAGTCGAGATCATGCTACTACACTTCAG 
CCTGGGTGAGAGAGCTTTCTTTTTTTTCTCTCACAAAAAAAGAAAAGTTCAGGTTGCAGA 
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98476 TGTCCCTTTCCCTCTAGCCACAGGTAACACGCTCTCCAGGCACTGGGAAAGTGGGTAATT 
AGGAAAGCAGAGGAGTACCCATGGGCTGTGATGCCCAGTTATAAACCCAGACATTTCAGA 
ATTAACAGAATGAGCATCAAGTCCTCAAATGGGTCTACATCCATAAACATGTCCAGCAGT 
CAGCTCTTTACTGTCAGTAGAGACAAAATGTTCCTACACTTTCCCTAGGGGAAGCCACAT 
CCTCAGTAGGTTATCTCTGATGAGTCCAGCTAGTCACAGGTATGTAGAAGCTGCATGCAG 
[C,T] 

AGAGGGCTCAAAGGAGGGTCCAGAATAGATACCAAAGCAAAAGGGGAGTCTGTGCACGTT 
CTCACACGCACCCCGAAACACTCTTTTTGTTCACAAAATAGATGGTGTAGGGTAGTTCCA 
AGAGATCATTTAGCTCAGGTTCCTGCCTCCATAAAATAAATAAGCCTTCCATATTAGTTG 
TCTGTTGCTGTGTAGCAAATTGTCAGAAACGTAGAGGCTTAAAGCAATACCCATTTATTA 
TCTCGCAAGTTCTGTATCTCAGAAGTCCAGGCAGGCTTGACTGGGTTCTCTGTCCAAGTT 

98779 AGGGCTC AAAGGAGGGTCC AGAAT AGAT ACC AAAGC AAAAGGGGAGTCTGTGCACGTTCT 

CACACGCACCCCGAAACACTCTTTTTGTTCACAAAATAGATGGTGTAGGGTAGTTCCAAG 
AGATCATTTAGCTCAGGTTCCTGCCTCCATAAAATAAATAAGCCTTCCATATTAGTTGTC 
TGTTGCTGTGTAGCAAATTGTCAGAAACGTAGAGGCTTAAAGCAATACCCATTTATTATC 
TCGCAAGTTCTGTATCTCAGAAGTCCAGGCAGGCTTGACTGGGTTCTCTGTCCAAGTTCT 
[C,T] 

GTGAGACTGAAATCAAGGTGTTGGCCAGGCTGGGATCTTATCTGGAGGCTCTGAGGACAT 
ATACGCTTCCAACCTTATTCAGGCCATCAGCAGAATCCCGTCTCTTGTGGCTTGAGGTTG 
GAGGTCCCCGTTTCCTTGCTGGCTGTCATCCAGGGACCACTCTTTGCACCTACAGGCTGC 
p CTATGTTCCTATTCACAAGACACCGTTCATCTTCAAACCAAAGCAGCATGTAGAATCTTT 
J ^ CTTGTGGCTCGTATCTTTCTGGCTTTCCCTTCTTCTTTAGCCAGAGAAAGTTCTTTGCTT 

|3 99218 CTGGCTGTCATCC AGGGAC C ACTCTTTGC ACCT AC AGGCTGCCT ATGTTCCT ATTC AC AA 

f*\ GACACCGTTCATCTTCAAACCAAAGCAGCATGTAGAATCTTTCTTGTGGCTCGTATCTTT 
CTGGCTTTCCCTTCTTCTTTAGCCAGAGAAAGTTCTTTGCTTTTAAGCGTTCATGCGATT 
* » CAATCAGGCCCACCTGGATAATGTCCCTATTTTAAAGGTAACTGTGATACCGTATAACAT 
a Z TTCAGGAGTGATAACAGCACATTTACAGGTTCCAAGGATTGGGGCAGAACATCTTTGGGG 
[C,G] 

^ AACATTTTAGAAACTCTGCCTCCCCACTCACCCATAATCCTTTTAAAAACCAAATCTTGA 

* 2 AGCCTTTTTTTCCCAAAGGCCTTTTTGAATAAGCACATTTATACCTAACTTCATCAGACA 

CCCACTTTGAGCAAACACTAGCATGTGGCAAAATAGGCTGTAAATCAATCAGAACTATTC 

* ~ TTTCCCACCACAATCTTTCTCAAACACATTGGGAGAATCTGACACTGTCAGTGGTATACC 
I J AGAGCAGACTCCTACCATCTCACAAGAGCTGACTGTTAAATGTTTAGTAATTGTGGACAT 
s . i 

{I 100538 TGTAACTATTGGTAAGTTAATTTGAAATGTGGTTTCTAGATCTCTCATCATCCTAGTC AC 

F ~ CCTACTCTGGATGTACTCCAAAGTCCCTCTCAAGATATAGTGTCAGAATTGACCTAATTA 
1 y GTCCAGCATTTGACTGAAACGCTAGACTTTGACTCCAGCCCCCCATCCTTGACTGGCACT 
r AGCATTCAAGCCGCTTCTCCTCTTTCCCTGGGTCTTTAATAGAGTCAGAGCGACTTCTCC 
? 'f AGGGGATCTTTTGGCCATGGACCAGTAGCATCCACACACGCTGGGGCCTTGTTAAAAAGG 
H [C,A] 

AGGCTCTCAGGCCCCACCCCAGATCTACTGAATCAGAATCCACACATTAACAAGATGCTT 
GGGTGATTCATGTGCACATTAAAGTTTGAGAAGCACCGCTTTCAGGGACGAGATGACACA 
CTTATTTTAAAGAGAACGCCAATTAGAGACCCTAAGCCTTCTCATGGAACAGGGGCCTTC 
CCCTCAGACCTTGGGAGAGGGGTCAGGGAAATATCAGTGTTGGGTTGTTGGTGACAGGTG 
GCGGTGGGGGGTTCAGTCCACGTTCAAAGAGCCAGAAACCTGGCAGGGGAAGAGATGGGG 

101045 GGAAAT ATC AGTGTTGGGTTGTTGGTGACAGGTGGCGGTGGGGGGTTC AGTCCACGTTC A 
AAGAGCCAGAAACCTGGCAGGGGAAGAGATGGGGCAGTGACACCCAACCGGAAAAATAAA 
GGAAACTACAAGAAGAACCCAGCTAAGAGATGTGAGGCTTCTGAAAGCTCCCATGGAAAG 
GTTCGCAGCTCCTCCACCTGCTCGGTCCAGCTGCCCCAGGTCAAGGAAGCTCTGTGAGTG 
TTAGCTGACCCGGAGCAGCAAGGATACATTCAGAAGTGATGAAAGGGAACGCTTCTTGAC 
[A,C] 

GGGTAAAGAGTCATTCAGTAGGAATGAGACAGGAAGAGGTCACAGAGTCAGAAGCCCAGC 
CTGTACTCAGAGATTATTTCTGGCATGGGAGGGCCGAAGGGTTAGGAGGCCACCTACTCA 
CAATACAATACAGAGGCAGATCCACTTATTACCTGCCTGTGCTGCTGGGATTTCAGTGTG 
GAAATTCTGTGCCTCCTCACTGTGGCTGCAGCTTGGGAATGACATCCAGAGCTTACCCAC 
CTGCATAAGAAATAAGCTATAGGTGTAATAGGGGGACATAGGCTAAAATCCTAGCTCAGC 

101232 GCTCCTCCACCTGCTCGGTCCAGCTGCCCCAGGTCAAGGAAGCTCTGTGAGTGTTAGCTG 
ACCCGGAGCAGCAAGGATACATTCAGAAGTGATGAAAGGGAACGCTTCTTGACAGGGTAA 
AG AGT C AT T C AGT AGG AAT GAG AC AG GAAG AGGT C AC AG AG T C AG AAGC C C AGC C T G T AC 
TCAGAGATTATTTCTGGCATGGGAGGGCCGAAGGGTTAGGAGGCCACCTACTCACAATAC 
AATACAGAGGCAGATCCACTTATTACCTGCCTGTGCTGCTGGGATTTCAGTGTGGAAATT 
[C,G] 

TGTGCCTCCTCACTGTGGCTGCAGCTTGGGAATGACATCCAGAGCTTACCCACCTGCATA 
AGAAATAAGCTATAGGTGTAATAGGGGGACATAGGCTAAAATCCTAGCTCAGCTGCTTAA 
TAGCTGTGCGACTGAGCAAGTTACTTAACCTCTTTGAGCATCTGTTTTCTCATCTTTAAA 
ATGGAAGTAATCATAATTGACCAGGCCCAGTGGCTCACACCTATAATCCCAGCACCTTGG 
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AAGGCCGAGGCCAGTGGATTGCTTGAGCCCAAGAGTTTGAGACCAGCATGGTGACACCTC 



101266 CAAGGAAGCTCTGTGAGTGTTAGCTGACCCGGAGCAGCAAGGATACATTCAGAAGTGATG 



AAAGGGAACGCTTCTTGACAGGGTAAAGAGTCATTCAGTAGGAATGAGACAGGAAGAGGT 
CACAGAGTCAGAAGCCCAGCCTGTACTCAGAGATTATTTCTGGCATGGGAGGGCCGAAGG 
GTTAGGAGGCCACCTACTCACAATACAATACAGAGGCAGATCCACTTATTACCTGCCTGT 
GCTGCTGGGATTTCAGTGTGGAAATTCTGTGCCTCCTCACTGTGGCTGCAGCTTGGGAAT 
[G,A] 

ACATCCAGAGCTTACCCACCTGCATAAGAAATAAGCTATAGGTGTAATAGGGGGACATAG 
GCTAAAATCCTAGCTCAGCTGCTTAATAGCTGTGCGACTGAGCAAGTTACTTAACCTCTT 
TGAGCATCTGTTTTCTCATCTTTAAAATGGAAGTAATCATAATTGACCAGGCCCAGTGGC 
TCACACCTATAATCCCAGCACCTTGGAAGGCCGAGGCCAGTGGATTGCTTGAGCCCAAGA 
GTTTGAGACCAGCATGGTGACACCTCGTCTCTAGAAAAAATACAAAAATTAGCCAGGCAT 



101290 TGACCCGGAGCAGCAAGGATACATTCAGAAGTGATGAAAGGGAACGCTTCTTGACAGGGT 



AAAGAGTCATTCAGTAGGAATGAGACAGGAAGAGGTCACAGAGTCAGAAGCCCAGCCTGT 
ACTCAGAGATTATTTCTGGCATGGGAGGGCCGAAGGGTTAGGAGGCCACCTACTCACAAT 
ACAATACAGAGGCAGATCCACTTATTACCTGCCTGTGCTGCTGGGATTTCAGTGTGGAAA 
TTCTGTGCCTCCTCACTGTGGCTGCAGCTTGGGAATGACATCCAGAGCTTACCCACCTGC 
[A,G] 

TAAGAAATAAGCTATAGGTGTAATAGGGGGACATAGGCTAAAATCCTAGCTCAGCTGCTT 
AATAGCTGTGCGACTGAGCAAGTTACTTAACCTCTTTGAGCATCTGTTTTCTCATCTTTA 
AAATGGAAGTAATCATAATTGACCAGGCCCAGTGGCTCACACCTATAATCCCAGCACCTT 
GGAAGGCCGAGGCCAGTGGATTGCTTGAGCCCAAGAGTTTGAGACCAGCATGGTGACACC 
TCGTCTCTAGAAAAAATACAAAAATTAGCCAGGCATGGTGGCAGGTGCCTGTAGTCTTAG 



101326 AAAGGGAACGCTTCTTGACAGGGTAAAGAGTCATTCAGTAGGAATGAGACAGGAAGAGGT 



CACAGAGTCAGAAGCCCAGCCTGTACTCAGAGATTATTTCTGGCATGGGAGGGCCGAAGG 
GTTAGGAGGCCACCTACTCACAATACAATACAGAGGCAGATCCACTTATTACCTGCCTGT 
GCTGCTGGGATTTCAGTGTGGAAATTCTGTGCCTCCTCACTGTGGCTGCAGCTTGGGAAT 
GACATCCAGAGCTTACCCACCTGCATAAGAAATAAGCTATAGGTGTAATAGGGGGACATA 
[G,A] 

GCTAAAATCCTAGCTCAGCTGCTTAATAGCTGTGCGACTGAGCAAGTTACTTAACCTCTT 
TGAGCATCTGTTTTCTCATCTTTAAAATGGAAGTAATCATAATTGACCAGGCCCAGTGGC 
TCACACCTATAATCCCAGCACCTTGGAAGGCCGAGGCCAGTGGATTGCTTGAGCCCAAGA 
GTTTGAGACCAGCATGGTGACACCTCGTCTCTAGAAAAAATACAAAAATTAGCCAGGCAT 
GGTGGCAGGTGCCTGTAGTCTTAGCTACTCGGTAGGCTGAGGTGGGAAGATTATATGAGC 



102342 ACCCTGTCTCAATAAATAAATAAGAAGAATGAAACAAGAAAGTTCTTCTTATGGTTCTCA 



TGGTGGTGAGCACAATGTAAGCATATATATTATCTTAGAATTCTTCCTTCCTGTATAAAG 
AAGGCCTCCTCCAATGTATTAATCATCTGTTCAACTAATAAATGCTGCTTACTCCCACTT 
TCACTCTAAAGGAACTCAATGGCTAAAGAGAACCCTTCCCCTTTGCAGCACCCTGAGGAT 
CAGAGGCCTGATTTGAATGTCCTCGATGCAAAGGACTATTTCAAAAGGCCAGCCAGGCAG 
[C,A] 

CCAGACATGTATTTCCTAATCGTCTCCAGGTTGTTTGATAGAAGATCTCCTGGGAGCAGG 
TTTCCGCAGCAGCTCAGCCAGGTCTGTTCTGGGAACGCTGTGTGCATTGGCACCTCCCTT 
GGCAGAAAGCTTGGAGGAAAGGCAGGTGCAGGTCCTGGAGCCTCTGACAGCATTACTGGC 
TCTAGGAGTAGCTGCTCAGGATAATCTGTCCCCATGACCATTAAGTAACTGCCACTGTGC 
GGGAAGAAGAACTGGAAATGGGGGGCCCAAAAAAATCTGAAAACCCTCACTTGAACCAGT 



1044 89 GTTCAAGAGCTGGAAGGGATTTTTCTAGCCTCCAGGCAAGGTAATACCATAAGTCCCAAC 



AGTGATGCCCTCCCTGGGAATGATCTCAATGGGAGAATCCTATACCCTGCCTCCTCCATT 
CATTCCTTGCTCTGATGGTGGTTCTGGCTGGCTAACCTAAGTTACTCTTGCCACTAGTTA 
ACGCCTGTCCTTATTTCTCTTGTCCCCACCTAAGATGTCAATCAAAACAGCACGAGCCAT 
GCTATGTCACATGACATGTTGTCTGTCCAGCCCAGAGCTTGTTGCTGATGGGGGCACAGA 
[C,T] 

TAGATTTTGAGAGAAATCTCTCTGTTACCACCCTTAACATTCCAACCCCCTCTAATAGCC 
CATTTAGGATTTATCATACTGTTTCATCCAAACCTTTCATGACCTGATTTCTATTTCCAG 
CTTCAACCACCCCTTGGGTCACCACCTGTACTTATTGAGTTTCCCTAGTTTTCTGAATTA 
ATGACTGAAGATGATAAGCTTCCCTTACATATGACTCTCAAACCACCAAACTGGGATTGT 
TGTTACTCTTAGTGATAATGGTTGCTATTTATGAAACTTTTAATAGGGAACACAAACCCT 



105266 AGGCC AGAGC ATC ATGGCCTTTC AC AAGTTGAAG AGCCACGGGCTTTCT ACGGT AGCCAG 



CCACGCTTTTCCATGACTGGGGTGGGTGTGGCAAGTGATGAGGGTTTGGAGTTCATGTGG 
TGGGGTGGCAGGGACCAGGTGTCTTGGTAACTGCTGTTGCATTCACTTCAGGAGCAAAGG 
ACCAGATCTGATTCTGCAGGATCAACAATATGGACACTGCAGGCTCTGTAGACATCCAAA 
GCTCTAATGGTGACTTGGGGAAGCTCAGGAGGGCAGGGAGGTTGTACCCATTTAGAATGT 
[A,G] 

AAGATTCCTATTTTATAAAAAAGAAAAAAAGGAGACTGAAGGCCTCAGTCTCCTCCAACA 
AAGCCAGGCTGTGGGGTAGCAGAGTCTCAAAGGGTGCAGGCCCATGGCCACTGCCCAGGG 
CTCCTGCTCAGGCCTCCTCACTCCCACAACTGAGGGGAGACCCAGTTCCACACCCACCCA 
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CCTAGCAGTGTCTCACACCCACCGGGAGAGGTCTAAACATCTTCCCTGGGAAATGGTCCC 
AAAATGTCCCTGCAGTAAGCAACCATCTGGAGAGGCCCAGGTCTACATCTGTTTTTAAAG 

105338 ATGACTGGGGTGGGTGTGGCAAGTGATGAGGGTTTGGAGTTCATGTGGTGGGGTGGCAGG 
GACCAGGTGTCTTGGTAACTGCTGTTGCATTCACTTCAGGAGCAAAGGACCAGATCTGAT 
TCTGCAGGATCAACAATATGGACACTGCAGGCTCTGTAGACATCCAAAGCTCTAATGGTG 
ACTTGGGGAAGCTCAGGAGGGCAGGGAGGTTGTACCCATTTAGAATGTAAAGATTCCTAT 
TTTATAAAAAAGAAAAAAAGGAGACTGAAGGCCTCAGTCTCCTCCAACAAAGCCAGGCTG 
[T,C] 

GGGGTAGCAGAGTCTCAAAGGGTGCAGGCCCATGGCCACTGCCCAGGGCTCCTGCTCAGG 
CCTCCTCACTCCCACAACTGAGGGGAGACCCAGTTCCACACCCACCCACCTAGCAGTGTC 
TCACACCCACCGGGAGAGGTCTAAACATCTTCCCTGGGAAATGGTCCCAAAATGTCCCTG 
CAGTAAGCAACCATCTGGAGAGGCCCAGGTCTACATCTGTTTTTAAAGCTCCAATAAATA 
AATAAATGAAGGAAGAAAAAAAGAAGAAGAAATGCAGAACAGGGTGACTAAAATTGGCAT 

105570 ATTCCTATTTTATAAAAAAGAAAAAAAGGAGACTGAAGGCCTCAGTCTCCTCCAACAAAG 
CCAGGCTGTGGGGTAGCAGAGTCTCAAAGGGTGCAGGCCCATGGCCACTGCCCAGGGCTC 
CTGCTCAGGCCTCCTCACTCCCACAACTGAGGGGAGACCCAGTTCCACACCCACCCACCT 
AGCAGTGTCTCACACCCACCGGGAGAGGTCTAAACATCTTCCCTGGGAAATGGTCCCAAA 
ATGTCCCTGCAGTAAGCAACCATCTGGAGAGGCCCAGGTCTACATCTGTTTTTAAAGCTC 
[C, A] 

AAT AAAT AAAT AAAT G AAGG AAG AAAAAAAG AAG AAG AAAT G C AG AAC AGGGT G ACT AAA 
|3 ATTGGCATGTATTTTTAAATGTTTATATTAACAAACTAACACCTTTTAACATGAAAAGCA 
i 3 ATATAATTGTGCTAGCCACAAAATCATCGTAGGACTGAGAAAGGAATCGTGATTCTGAGA 
12 GCCCTAGAGTTAATGTGATCCAGCTGGCTCATCCCTGTGACTGCAGAAGCCTGTTTGGAG 
\ y ATAGTGTC AGTAGCTTTTCAGGCCCTCTGTGAATTGCCAGAATGTGTGACATGAGCCAAA 

3* ""jj 

" « 105928 AAAATTGGC ATGTATTTTTAAATGTTTATATT AACAAACTAACACCTTTTAACATGAAAA 

s ~ GCAATATAATTGTGCTAGCCACAAAATCATCGTAGGACTGAGAAAGGAATCGTGATTCTG 
AGAGCCCTAGAGTTAATGTGATCCAGCTGGCTCATCCCTGTGACTGCAGAAGCCTGTTTG 
% j GAGATAGTGTCAGTAGCTTTTCAGGCCCTCTGTGAATTGCCAGAATGTGTGACATGAGCC 
^ AAATTTCCCCCCAGCATCCCCGCCGCCGCCACCACCACCCCCGACCCAACCCTCCCGCCG 
[G, A] 

5 CTCCCATAGAATAGTCACTGCCATACAGAAAAAGAGAAGTTCTACTATTTCTGGGCAAGA 
f <~ TTTCCACAAACCAGTTTGTCCCTTTCTGCTTTCATGAAATAAACCATTTGGATCAACGTC 
*~ AGCTGATTGCAAAAATTTTCCCTTGTCTCAAAAGCAAGACTGATAAGGAAGCAAACATGG 
ly GAGGACCTTAGTGGCCGAGCCTTTATGTGTATGTTATTTCATTGCTCTCATAACTGCCCT 
L -L GGGATGCTGTAAGCATGATTCATCCTGTTTGTTTATCAGTTAAATTATGTATCCAAGATT 

I J 106459 TAACTGCCCTGGGATGCTGTAAGCATGATTCATCCTGTTTGTTTATCAGTTAAATTATGT 

[ 3 AT C C AAG AT T AC AC AGC CT AT CC AGG AT TAG AAC T C AG AGCC C T CGGC T GTG AAGC TT G A 

I x GCTCTTTCTTTTCAGTCTTCAAATATGATCATGCCATGAAGCAGCACAAAGCCCAGGAGG 
' " AGCCCAGTGAGGCTGGAGGGGTCCACTGGCAGCCACTCTCCTCCGTGCCCCTGTGGTGTT 

GGGGCAAACTTGGATCTTTCTGAATCTTTTAACTGTTTCCTTCTCTTCCCGTTTTTGTCT 

[G,C] 

CTGGCTGACTTGTCCTACACTCTACTCCTTGCTTATGATACTTATTTTTCCATCCACAGC 
AAAACAATTCACATCAAGGTAATTGATGATGAGGCATATGAGAAAAACAAGAATTACTTC 
ATTGAGATGATGGGCCCCCGCATGGTGGATATGAGTTTTCAGAAAGGTGTAGTACCCTGT 
CCTCCACACTAACACTAACATTCTTCTCTCCTCTTCTGTTTCTTCCTCTCCAACCCATTT 
GTCTCCTCCTCCTCTTGTCTTCCACCTCTCTGGTTCCCTTTCCCTTGTCTCCTCTCTTGC 

107710 CTTC AATGACCCC AT AC ATCCC ATGGCCTCC AAT AGAC AAGTC AAGAAGTCCTTTCCTGA 
ATAGATCATACTGTGGAGCAGGGAGCTGCCAGTACTGAGGGCAATGTTCCTTCCCCTTCC 
AAGCTGTCCCTCATGCCCTCCAGTACATGCCTGTTGTCACAGAGCACCCCAATCCCATCC 
CACAGCAGAGTTCCTGCAGCAGAGAAACAGGCTCACACCTTGTAGACAGCCCTGGGGTCC 
CATATCTAGGGCCAACAGAAATATTCCCAAAAAAATGCCTCTTGACAATCAATGAGCTTT 
[C,G] 

TCTTTTGTCCGCTGAGCAAGGTATAAAAAGATGTCAAAAGAAGTACCCAAAAAGGTAATA 
AAAATGTACAGTCGTGCATCACTTAGCAATAAGGATACATTCTGAGGAAGGTGTCCTTAA 
GCAATTTTGTCATCGTGGGAAAATTATAGAGTGTACTTTCACAAACCTAGATGGTGTAGC 
CTACAACACACCTGGACTATGTGGGCCTATTGCTCCTAGGCTACAAACCTGTACAGCATG 
TGCTTGTACTGAATATTGCAGGCAACTGTAGCACAATGGTATTTGTGTATCTAAACACAT 

108062 AAGGTAATAAAAATGTACAGTCGTGCATCACTTAGCAATAAGGATACATTCTGAGGAAGG 
TGTCCTTAAGCAATTTTGTCATCGTGGGAAAATTATAGAGTGTACTTTCACAAACCTAGA 
TGGTGTAGCCTACAACACACCTGGACTATGTGGGCCTATTGCTCCTAGGCTACAAACCTG 
TACAGCATGTGCTTGTACTGAATATTGCAGGCAACTGTAGCACAATGGTATTTGTGTATC 
TAAACACATCTAGACATAGAAAAGGCACAGTAAAAATATCGTAGTATATAGCCTTATGGG 
[G, A] 

CCACTATTGTAGATGTGGTCTGTCATTGAGCAAAACGTTTTTATGTAGCATGTGACTGTA 
CTTGTAAAGTACACACACCACAAATGCACAGCAAGTCCTGTGCCCTACAAGCCCCTTTGG 
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GTCAGTCTACTACATTATAAATGGCAAAGCCGAGCACGCCCACAGAAGGTAGCAGGAACA 
TCAGAGGATCTGAAGAGACATTTAGGTAAATGCTCTTTACCCTTTAGAGCATTTAGTTCT 
TAGGCCTCCCCTCCCCCAATCTCCCCCCCGCCCCCCGCCAAAAAGAAAAAGAAAAAGAAA 

108214 GGCCTATTGCTCCTAGGCTACAAACCTGTACAGCATGTGCTTGTACTGAATATTGCAGGC 
AACTGTAGCACAATGGTATTTGTGTATCTAAACACATCTAGACATAGAAAAGGCACAGTA 
AAAATATCGTAGTATATAGCCTTATGGGACCACTATTGTAGATGTGGTCTGTCATTGAGC 
AAAACGTTTTTATGTAGCATGTGACTGTACTTGTAAAGTACACACACCACAAATGCACAG 
CAAGTCCTGTGCCCTACAAGCCCCTTTGGGTCAGTCTACTACATTATAAATGGCAAAGCC 
[G,A] 

AGCACGCCCACAGAAGGTAGCAGGAACATCAGAGGATCTGAAGAGACATTTAGGTAAATG 
CTCTTTACCCTTTAGAGCATTTAGTTCTTAGGCCTCCCCTCCCCCAATCTCCCCCCCGCC 
CCCCGCCAAAAAGAAAAAGAAAAAGAAAGCAGAAAATTACAATTCTGGCTCACTAGTAGG 
ACCTGCTAGCCACCATTGTGATTCCATGAAGGACCAGAAGAAACCATATAGGAAGAATCA 
GGCCCACACGGCAACCTCTCCACATGACAAAGAGCCAGTCTTTGGAGGGCAGTGAATTTC 

108364 C ACT ATTGT AGATGTGGTCTGTC ATT GAGC AAAACGTTTTT ATGT AGCATGTGACTGT AC 
TTGTAAAGTACACACACCACAAATGCACAGCAAGTCCTGTGCCCTACAAGCCCCTTTGGG 
TCAGTCTACTACATTATAAATGGCAAAGCCGAGCACGCCCACAGAAGGTAGCAGGAACAT 
CAGAGGATCTGAAGAGACATTTAGGTAAATGCTCTTTACCCTTTAGAGCATTTAGTTCTT 
AGGCCTCCCCTCCCCCAATCTCCCCCCCGCCCCCCGCCAAAAAGAAAAAGAAAAAGAAAG 
[C,A] 

AGAAAATTACAATTCTGGCTCACTAGTAGGACCTGCTAGCCACCATTGTGATTCCATGAA 
GGACCAGAAGAAACCATATAGGAAGAATCAGGCCCACACGGCAACCTCTCCACATGACAA 
\J AGAGCCAGTCTTTGGAGGGCAGTGAATTTCAAGGAAAGTTTTCTTCCCTGGGTGACTTGT 
TTTTAAAAGATGTTATGTTTTGTTGAGATACCCAGAGATGAACAGAAACTTCCATCACCT 
TGTGCCCCAGACCCATGATAATTCACATTGAGGAAACCAGTTTTGGAACACATCACCCCT 



£3 



-■sis 



O 

W S 108657 AAGAAAGCAGAAAATTACAATTCTGGCTCACTAGTAGGACCTGCTAGCCACCATTGTGAT 

TCCATGAAGGACCAGAAGAAACCATATAGGAAGAATCAGGCCCACACGGCAACCTCTCCA 
CATGACAAAGAGCCAGTCTTTGGAGGGCAGTGAATTTCAAGGAAAGTTTTCTTCCCTGGG 
"''4 TGACTTGTTTTTAAAAGATGTTATGTTTTGTTGAGATACCCAGAGATGAACAGAAACTTC 
_~ CATCACCTTGTGCCCCAGACCCATGATAATTCACATTGAGGAAACCAGTTTTGGAACACA 
[T,A] 

* CACCCCTAAGTGATAGAAGCCCAAAGGTGATTTAGAATTTGATGATTTACATCATTTTCT 
Q TCACATTTTCCCAGAAATGCATCAGCTGTAAATAGTAAAGGATTCCTATGTAATATTGTG 
GTTAATACATATTTATTTTAGTTCCCACCACTGAAGCCCTATGAGATAAAGAATGAGAAA 
GATCACACAATTCTACCTCCCTTTCTTCTCTCTCTCTCTCTCTTTCTCTTTCTCTCTCAC 
TCTCTCTCTCTCTCTCTCTTCTCTTCCTCTGTCTGGTTTTCCTTCCTCATAAATACTTTT 

109746 GCTCCAGGTGACCAACCAATCTACCGACCCAGTCGACACACTCTCTCTCTTGTTGTCCCT 
ACAGGAAAACCATAAGGGTTAAAATAGTAGATGAGGAGGAATACGAAAGGCAAGAGAATT 
TCTTCATTGCCCTTGGTGAACCGAAATGGATGGAACGTGGAATATCAGGTGTGAGATTCT 
TTAAAAACAAAACAACAAAAAAAAAGAAAGAAAAATTAAAACAAACTGAAAAACAACAAC 
AAAAAAGAAAAAGCAGCTATATTTTTGTCTCCCTCCTTTTCTTCCCTTCTCCTCCTTTCT 
[C,T] 

TTTTTGACCAATGGATTTTTTTATTCTTTTCCCTCCTGTATTCTCGCTCTCACCCTGTTT 
CGGTATCATCTCTGCCTTCTTAGCCTTAGCTTATTCCAAATTCCTCCTTTACCGCCTTCT 
GGGCAGCACTGCAGCCTCAACTCCTCATTACCCTAATGAGTTATTTCCCTGTTTTGCTAC 
AATTTTCAATTATTCAATTGCCATGGGCCCCTGCACTCTCCCCCACCCCACCCCTACACT 
GTAACCTGTAAATGTGAAAATTCCTTGGTGGGTGGGGAGGAGAAGAAAAAAAAGGAATGT 

111484 AC AGGCCTTCTCAGTGTGATTGGTCATTTCTC ATTGTCTGCTGGGGACTCTCCTGC AGAG 
CTGACCACTTCTGTGCCTGCGCTGGTTTGGACACACCTGATGCTCTAGGGGCAGAACTCC 
TCTCCTTCTTCACTGCTGGTTCTCTTCGTCACCACTCAATAAAACGTTGCCCTCAGCCTG 
ACTGCCAAAAAGTGCTGGAAGAAAGAAATTATCTCTGGTTCTATTGTTTCCCACATTGTA 
TTCTTGCCCAACTTCCAGTTCTTGCCACCAACAATATTCTCAGAGGTTGCCTCAGCACCT 
[G, T] 

CCCTACCTCATTCCCACCTCCCTTGAGCATTTATTCCATGTATTCATAATTGGTTGGAAG 
CAGCAGATACCCAAGGCCAATTGTAAGTCACCTTCATCAGTTTCCACAGTCCAAGCTACT 
TAGATGCAAACGAAAGCAGCACATGTACAGCGTACAGGAAGGAAGGCAGTGGTTCCAGAC 
AAGAGGAAGAGATTGGAAGTCCATACATGCCTTTATTCCACCAGTAAAAAGGCTCTTCTC 
TTATGCCTCCCTTAAAACCTCTACCAACAGCAGGACAGAGAGTGACCCAAGATAAGTCTT 

112879 TTGGTCCTCCTTTTTCGACAACCGTGGGCTCATCTTGACAAGCTGCCC AGATGCTTCCTA 
ATTACTCACAGTCCTATGCTCTTTCCAGCTTGTCCCTGGGGTGTCTGAGCAGGAATAAAT 
GACTCTCACCTGACCCAGGGGATCAATACAGGGGAAAGTTCAGCTCCAGCTTCTCTCATG 
AGCAGCAGCAGGAAAAACACCCTCGAGGTATTGTGTCAGTCAAAGCTGGCCTACCCAGGT 
CTTGCTGACCCATCTATAACTGCTGAGCAGAAAGTCTTGGATTCATGGAGACAATGACCA 
[A, G] 

AGAATGATGGAATTCCAGCCAACTGCAGGCCTTCTCACTACTCTAGGGATGGGCCAGATG 
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TTCGGTGGCATGTATGAGTGAAAACCAGGGCATCAGGGACCTTTCTGGAAGAGCTGCCTT 
TGTCTGACCCACCTGTGTTCATTTATGTGCTGGGATCTCTGATCTCCCCTGGAACTTGGG 
GGAAGCTCTTCCACGCAAACTCCCGGAAGGAGCAGAATAAACAAGCTCTTGCCTATCTAT 
CTATCTATCTATCTATCTATCTATCTATCTATCTATCTACCTATCTGCCTATCTATATCT 

113245 TGGC ATGT ATGAGTGAAAACC AGGGC ATC AGGGACCTTTCTGGAAGAGC TGCCTTTGTCT 
GACCCACCTGTGTTCATTTATGTGCTGGGATCTCTGATCTCCCCTGGAACTTGGGGGAAG 
CTCTTCCACGCAAACTCCCGGAAGGAGCAGAATAAACAAGCTCTTGCCTATCTATCTATC 
TATCTATCTATCTATCTATCTATCTATCTATCTACCTATCTGCCTATCTATATCTATCTA 
TCTCAATGTAGTGAGGAAAGCCATTGATCCATTAACCTTTGGAATTCTACATGGGAGATA 
[C,T] 

CTAAAAAAGTGAACTGCCTTGTTTATGTATCATGCAGACTCTGGATCCACATATATCTCA 
GTGGCTGTGAATATAGGATGATTGATCACAGGCCTGAGTTGCATTCCTACAGATTCTTAG 
GAAAAAAATTGATTCACAGACATGTCCCCCCTGGTTCCCCCACAACACACACTCCTTCCT 
CAGCAATCTCTATCAGTCACCAACTACACGTTGAATATGTGGCAAGCTCTTCCCAGACCT 
TTATCTGAGAGCCAAGGAGTGAGGGGCTGTACTAAGATATCATAGAAATGAAAATGTGGT 

113265 CAGGGCATCAGGGACCTTTCTGGAAGAGCTGCCTTTGTCTGACCCACCTGTGTTCATTTA 
TGTGCTGGGATCTCTGATCTCCCCTGGAACTTGGGGGAAGCTCTTCCACGCAAACTCCCG 
GAAGGAGCAGAATAAACAAGCTCTTGCCTATCTATCTATCTATCTATCTATCTATCTATC 
TATCTATCTATCTACCTATCTGCCTATCTATATCTATCTATCTCAATGTAGTGAGGAAAG 
CCATTGATCCATTAACCTTTGGAATTCTACATGGGAGATACCTAAAAAAGTGAACTGCCT 
[T,C] 

% f GTTTATGTATCATGCAGACTCTGGATCCACATATATCTCAGTGGCTGTGAATATAGGATG 
%J ATTGATCACAGGCCTGAGTTGCATTCCTACAGATTCTTAGGAAAAAAATTGATTCACAGA 
1 1% CATGTCCCCCCTGGTTCCCCCACAACACACACTCCTTCCTCAGCAATCTCTATCAGTCAC 
I Z CAACTACACGTTGAATATGTGGCAAGCTCTTCCCAGACCTTTATCTGAGAGCCAAGGAGT 
* J GAGGGGCTGTACTAAGATATCATAGAAATGAAAATGTGGTGTGTCACAAGTTTCCTTAAT 

« 113497 GAGGAAAGCC ATTGATCCATT AACCTTTGGAATTCT AC ATGGG AGAT ACCT AAAAAAGTG 

" AACTGCCTTGTTTATGTATCATGCAGACTCTGGATCCACATATATCTCAGTGGCTGTGAA 

*4 TATAGGATGATTGATCACAGGCCTGAGTTGCATTCCTACAGATTCTTAGGAAAAAAATTG 

s ^ ATTCACAGACATGTCCCCCCTGGTTCCCCCACAACACACACTCCTTCCTCAGCAATCTCT 

atcagtcaccaactacacgttgaatatgtggcaagctcttcccagacctttatctgagag 
[c,gi 

|J CAAGGAGTGAGGGGCTGTACTAAGATATCATAGAAATGAAAATGTGGTGTGTCACAAGTT 
I ; = TCCTTAATTCTTAGATCTTAAACTCTAAGAGGGTTC AGCATAAGTACAAATTCAAGGGCT 

*~ AGAGACAACCTGTATTGGGTGTGTCTTTAACTCAGTTTCCCAATCCACATAGGGACCTTG 
H CATTTGTCATCTCTCATCTATGTATAGCTGTTGGTATGACAGTTTCTCTGTTCCAGAATA 
I j I CCTGAACTCTGACTTAGCCTGTCCTTTCTGAAACAGAAAAATCACCCAACCAGAGATCTA 

* J 114486 CCCC ATGGTCATTTTTGCCACTCATAAGTTAGCTACTCTGGCAGGGTTGCAACTTACACA 

1 & GTTTTCATGATAACTGGATTCTCACTCCTTTTTTTACAGAATGGATGTGATAACCTGGT A 

TCCTACACAGTCATGAGTGACCAACCTACCCATTTGGTTCCCCATCCTCATTCCTCCATT 
CCTAGCCCTAGGGTAGCCGGGAAAGCATAGGAGCAAATGCCCTTACCAGGGCCCTGGTGC 
TCAGCAGCCTCTCCGGCTGCTCACACCTCTTGCTGCTGCTCTGTGCATGCTCCAAAGGCT 
[G, T j 

CTTTTTGCGTATGGCTGCTGAGCTCTCACCTACTAAGCTCTCTGCTTTCCTTATGCTGCC 
AGCAACCACAAAACCTGGTGATACTTTCAAGATGGGACATTAATGCTCTTTCCTTTTCTT 
TCTTCCATTTTTCTGGTATCCATTTGCAAACAGCGCTCCTGTTATCTCCAGGTAAGAGGT 
GTCTTGTCCCCCTCTTTTCTTTCCACTTCTTGCCAGTGCCATTATTTGGTTTAAGACCAA 
TGTCCTTTGATTTATTGAATAAGAACTGCAGGCTCAAGTTAACCTGACAATTTCTCCCAA 

114 686 GAAAGCATAGGAGCAAATGCCCTT ACCAGGGCCCTGGTGCTCAGCAGCCTCTCCGGCTGC 
TCACACCTCTTGCTGCTGCTCTGTGCATGCTCCAAAGGCTGCTTTTTGCGTATGGCTGCT 
GAGCTCTCACCTACTAAGCTCTCTGCTTTCCTTATGCTGCCAGCAACCACAAAACCTGGT 
GATACTTTCAAGATGGGACATTAATGCTCTTTCCTTTTCTTTCTTCCATTTTTCTGGTAT 
CCATTTGCAAACAGCGCTCCTGTTATCTCCAGGTAAGAGGTGTCTTGTCCCCCTCTTTTC 
[T,C] 

TTCCACTTCTTGCCAGTGCCATTATTTGGTTTAAGACCAATGTCCTTTGATTTATTGAAT 
AAGAACTGCAGGCTCAAGTTAACCTGACAATTTCTCCCAAGGACTGGGAGATTTATTTTC 
CCACATGAAGCAATTATGAGAAAGCAATTGTGAGGAAGGCAATTCCTTGAGCATCACTTC 
TGTCTGGGGACGTGGGTTAAGGCATAGCTGATCCTCTCTGGGACCAGGAAGAGAAATTAA 
GCTTAACAAGGAGATGGTGGGTCATAGACTTCTCCTGAGTCTTAATTCATCTGCCATCTC 

114817 TACTAAGCTCTCTGCTTTCCTTATGCTGCCAGC AACCACAAAACCTGGTGATACTTTC AA 
GATGGGACATTAATGCTCTTTCCTTTTCTTTCTTCCATTTTTCTGGTATCCATTTGCAAA 
CAGCGCTCCTGTTATCTCCAGGTAAGAGGTGTCTTGTCCCCCTCTTTTCTTTCCACTTCT 
TGCCAGTGCCATTATTTGGTTTAAGACCAATGTCCTTTGATTTATTGAATAAGAACTGCA 
GGCTCAAGTTAACCTGACAATTTCTCCCAAGGACTGGGAGATTTATTTTCCCACATGAAG 
[C,A] 
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AATTATGAGAAAGCAATTGTGAGGAAGGCAATTCCTTGAGCATCACTTCTGTCTGGGGAC 
GTGGGTTAAGGCATAGCTGATCCTCTCTGGGACCAGGAAGAGAAATTAAGCTTAACAAGG 
AGATGGTGGGTCATAGACTTCTCCTGAGTCTTAATTCATCTGCCATCTCATGTTGTGGGG 
GAAGAGACAGTGAGATTCAGAGCTGGAATCTCCTAATATAATTGTGACAGGATTTGAAAA 
AAAAATACTTTAATCCCAAGGGATCCAGGAAATAACCAAACCTGTTGTGAGAATAGGAAA 



115600 AGAGAATTTATTTTGAAGAGATTCTCATGCAGAATCTAGGTGCTATAGAGGACGTACACC 
TACTTTGAGAGTATGCTTGCATGAGTGGAAACCAATCATAAACAACATTCAACTTCATGA 
GCAGATATGAAAGCATTTTCAGCATATCTAGCAATACTATAACTCTTTGTGCAAGCAGAG 
TGGCCTACACAAGACAGTTTCAATATATTTTAAAAGAACGTCTTACATTTCATCAGTCCT 
TTGAACACAGAAAAAAATGTTAAGGCCACTTAAGAGGCAAAACATCTTACAGAGTTCATT 
EG, T] 

ATATTCAAAGTCACCTACAGGCTACATCTTGGGTTCAGGAAGGGGCGGTGTACATAGTAA 
GGACATACGCCTTCTGGGAGCCTTAAACAAACAAAAAAAATGTAGGTAACTCCTACATTT 
TTCTTTTGTGGAAAAAACACAGTTACTCCAGCTTCCTTGGCTTTTTGCTTCTTTTTTATA 
CCAACAAAATAAGGGCTATCCTCAACCCTCTGTTCTTCATTCTTCTCCCAGGGTATTGAT 
TTCATAACATTGGGTTTTTCTTCTCTACTTCACTCATCCTCTTGCCTGTGAAGGTATGTA 

115668 GAGTATGCTTGCATGAGTGGAAACCAATCATAAACAACATTCAACTTCATGAGCAGATAT 
GAAAGCATTTTCAGCATATCTAGCAATACTATAACTCTTTGTGCAAGCAGAGTGGCCTAC 
ACAAGACAGTTTCAATATATTTTAAAAGAACGTCTTACATTTCATCAGTCCTTTGAACAC 
AGAAAAAAATGTTAAGGCCACTTAAGAGGCAAAACATCTTACAGAGTTCATTGATATTCA 
AAGTCACCTACAGGCTACATCTTGGGTTCAGGAAGGGGCGGTGTACATAGTAAGGACATA 
13 [A,C] 

±2 GCCTTCTGGGAGCCTTAAACAAACAAAAAAAATGTAGGTAACTCCTACATTTTTCTTTTG 
I - TGGAAAAAACACAGTTACTCC AGCTTCCTTGGCTTTTTGCTTCTTTTTTATACCAACAAA 

\ y ATAAGGGCTATCCTCAACCCTCTGTTCTTCATTCTTCTCCCAGGGTATTGATTTCATAAC 
C3 ATTGGGTTTTTCTTCTCTACTTCACTCATCCTCTTGCCTGTGAAGGTATGTAAGGCTTCT 
TTGTTCCAACTCTTTCCTCCACCCGCCCCCCCTCACATAAATGCATAACAAAGATTGTGA 

a e= 
xxi 

°^ 115745 ATCTAGCAATACTATAACTCTTTGTGCAAGCAGAGTGGCCTACACAAGACAGTTTCAATA 

TATTTTAAAAGAACGTCTTACATTTCATCAGTCCTTTGAACACAGAAAAAAATGTTAAGG 
» CCACTTAAGAGGCAAAACATCTTACAGAGTTCATTGATATTCAAAGTCACCTACAGGCTA 
CATCTTGGGTTCAGGAAGGGGCGGTGTACATAGTAAGGACATACGCCTTCTGGGAGCCTT 

s AAACAAACAAAAAAAATGTAGGTAACTCCTACATTTTTCTTTTGTGGAAAAAACACAGTT 

H tA,G] 

J" CTCCAGCTTCCTTGGCTTTTTGCTTCTTTTTTATACCAACAAAATAAGGGCTATCCTCAA 
CCCTCTGTTCTTCATTCTTCTCCCAGGGTATTGATTTCATAACATTGGGTTTTTCTTCTC 
|U TACTTCACTCATCCTCTTGCCTGTGAAGGTATGTAAGGCTTCTTTGTTCCAACTCTTTCC 
I , | TCCACCCGCCCCCCCTCACATAAATGCATAACAAAGATTGTGATTTAATTTAAGTTTCTT 
^ TCTACTTTTAACATATTTGCAAACATCAATAGAAGCTAAAATGGGAAAAAGGAAATGTTT 

if s 

| J. 117230 AATAATACTGTCGCTGCTAAGATAGGCATTGTGATATGGTGCTTAAACCTGCAAGTAAAG 

e GAAAAGAGTATGGAATCTGTGTGTCTTTTTCTAAGGGCTTTTTCCCAGAGTAGCTTGCAG 
TCTGGCTTCTAGGGTTGCTGGCCTATAGCCAGAACCCTAGATTCACCCAGATTTACCTTC 
AGAATTAACTAATCAGAGACTCAAATTCAATAGACTAAATGAAGTCAGGCTGCTAGAGGA 
TGTCTGCTGACTTGGACATATGCAGAAAGACATGGATCCTTGAGAAAACATTGTTTCCAA 
[A,C] 

AGTGGCCACCAGCACTAGAGGAAGGACAGCACCACGGACAGCTCCCAGACATTTTAGGAT 
TGCCTTCTGTGTTTGGTGCCCGAACACTGAGCAAAACAGCGAACTCAGGAAGTCTCCACA 
CACTCTCATACCATCTTCATGCAGTCCAACTAAGAAAATTCTTACATAAAATATAAGGCT 
GTCTGCTTGGTAATTTAAACCCTTGGCTTATAGTCTTTTCAGTGAATTTCTTTCCTTGCA 
AACTCGAGAGTTGGAGTCTCACGACTGCCCTTGCTTCACCAATTCCCCAGCTAGAGACAA 

118908 CCCATTTGTAACATGAAACAAATAGTGCTGACCATTTGTATGCTAGGAATATTGTTAGGA 
AACATAATATAGAATGTGAAATAAGTGGACTAGAAAGTCCTGAGATGTATTATCATTATT 
GTTTAACTGTGTTTTTAAAGCAAAAATATTAAAACTCACTACTACAGGGCAAGATATATT 
AACATCATTATTATTATTCATTATTGTATTATTCTAAATAGCCAATTTCAAAAGTCACAA 
CCAGGCCAGGCAGTGAGGGACTCACGCCTGTAATCTCAGCACTTTGAGAGGCCGAGATGG 
[A,G] 

AGGGTCACTTATACCTAGGAATTTGAGACCAGCCTGGGCAACATAGGGAGACTCCATCTC 
TATAAAAAATAAAACAAAATAAAAATCAGCTCAGTGTGGTTGTACATGCCTGTGGTCCCA 
GCTACTCAGGAGGCTGAGGTGGGAGGATGGCTTGAGCCCAGGAGGTTGAGGTTGCAATGA 
GCCATGATTGCACCACTGCACTCCAGCCTGGGTGACAAAGTGAGACCCTGTCTCAAACAA 
AACAAAACAAAAAGATTACAACCAAAAACAAAGGGAAATAGAAGGATTGCCTCAAAAGAG 

120430 CCCCAAGGCCCCAGAGCCAGAGCAAAAAGACAGCCAGGAAGAGAGGTTTGCTGCTGCTGC 
TGCTGCTGCTACCCCACTTTTCTCATCACCTGCTTTAGATCTTTCTAGCTCCCCCTCTGA 
TGACCTGACTGTGCCCCTCAAGACAATAAACGGAATGTAGGCCACATCATCTACCCTGCT 
CCTTTTACAAAGGAGGGGACTGAGGTTCAGAAATAAGAGATGATTTACCCCAGCTTACAG 
ATTTTCTTCATGGCAAAGCTGGAATGAGAACCCAAGTGTTCTGACTCCTGTTCTTTCAAA 
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[C,A] 

CCCAGCTTCTACCGGTTATGCCAAAACATGACAGAAGTTGCCGTTGGCAAGGCACAGGCA 
TGCCTCAGCATACCCTCCCCTCCAGGGCTGCTGAGTGGGCAACTCTGCCCACATTTCCTG 
GCAAGGACAATCAAGGCCCATCCTGCTTTTTCCCATGAGATGTTTGGAGGAGGGCACTGG 
CTCTGCAGTATATTCTCGTGATCTGGAATGACAGCCATCCCTCAGGGGACAGATAATGAC 
CAGAACCACAATGGTTATTGCAGCAGTCAGGTCAGAAAATTTGAGAGGAGCCCTGCTGGC 

120830 CAACTCTGCCCACATTTCCTGGCAAGGACAATCAAGGCCCATCCTGCTTTTTCCCATGAG 
ATGTTTGGAGGAGGGCACTGGCTCTGCAGTATATTCTCGTGATCTGGAATGACAGCCATC 
CCTCAGGGGACAGATAATGACCAGAACCACAATGGTTATTGCAGCAGTCAGGTCAGAAAA 
TTTGAGAGGAGCCCTGCTGGCATCCAGTGAAGAGTGGCCACACCGAACTGATTTCACTTC 
TCTCCTTAGACAACAAAATGCAGCCTGTGCATTCTCCTTTCTTTTTTTTTTTAATTATAC 
[A, T] 

TTAAGTTCTGGGGTACATGTGCAGAACATAGAGTTTTGTTACATAGGTATACACGTGCCA 
TGGCGGTTTGCTGCACCCATCAACCCGTCATCTACATTAGGTATTTCTCCTAATGCTATC 
CCTCCCCTATCCCTCACCCCTGACAGGCTCCAGTGTGTGATGTTCCTCTCCCTGTGTCCA 
TGTGTTCTCATTGTTCAACTCCCACTTATGAGTGAGAACATGCAGTGTTTGGTTTTCTGT 
TCTTGTGTTAGTTTGCTGAGAATGATGGTTTGCATCCTCCTTTCTTTCTGCTCCACTGTC 

121926 TTGGTCTCAAAGATTCAGTCACAGCTGTTGTTTTCGTGGCATTTGGCACCTCTGTCCCAG 
GTGAGAGTGAGAGGTGCTTGAATTTGCAAAGAGGATTTTACCTGGTTCAAATGACCCCTG 
GACTCCATCTCATTATCTTCCACACCATCTCAGATCTGAACTTAACAGAGCCTCTGCCCT 
_„ TAAAGTGCACAAAAGTCAATCAAAGAGATGAATAATGACATTAGTAATGACAGCTAATAT 
1 3 TTCTTGAGCACTTTCAATGTGACAGACACCATGTGTGTTCAGCAATTTACACATTTACAT 
Q [T,C] 

$ p TTCCCCCTGTAATGTTTCCCAAAGCCCTATTAAATAGGGTAAGTTATTATCCCCACTTCA 
\ * CAGACAAAGAAACTGAGGCCCACAGAGGTTAAGCTACATGCCCAAGTAAGTGGTCCAATT 
£3 TCTTAACCTCCACATTATGTGAGTAGACCACAAACAGTGAAATTAAAAGAATGTAGATAT 
w TGTTCTCCTTCTATTTACCTCTGGCGATCTCTGAGAGGTTAAAGATTAGCCAGCTCAAAG 
3 !! ATATCAAAGGAGAAATGCCCACATACATTCTTGGCCTCCTCTACTTGGAAGGACACTGTG 

122102 CCCTTAAAGTGC AC AAAAGTC AATC AAAGAGATGAATAATGAC ATTAGT AATGAC AGCT A 
~ ATATTTCTTGAGCACTTTCAATGTGACAGACACCATGTGTGTTCAGCAATTTACACATTT 
ACATTTTCCCCCTGTAATGTTTCCCAAAGCCCTATTAAATAGGGTAAGTTATTATCCCCA 
5 CTTCACAGACT^AAGAAACTGAGGCCCACAGAGGTTAAGCTACATGCCCAAGTAAGTGGTC 
f*i CAATTTCTTAACCTCCACATTATGTGAGTAGACCACAAACAGTGAAATTAAAAGAATGTA 
[G,C] 

I y ATATTGTTCTCCTTCTATTTACCTCTGGCGATCTCTGAGAGGTTAAAGATTAGCCAGCTC 
| £. AAAGAT ATCAAAGGAGAAATGCCCACATACATTCTTGGCCTCCTCTACTTGGAAGGACAC 

jj : a TGTGAGTACAAAGTATCTCCTAGCAGGACAGCCAAAGGAAGTTCCACAGCTTTTATCTTT 
\ ^ TTATAGGATGAATTACATACTCTTTCTTTTTCTTAGGAACACTCAGAGACAAACAGAAAG 
| J GAGCGGACATTCCTTTACTCATTGAACAAATATTTACTGAGCACCTATTATGCCTGTTAC 

? ~ 122950 GGGGCCTCTGAACTCTGAACTTCTGCCAGGGAGCTGGCATCCCAGTTGCCCCAGAAAGAA 

ACAGAGCACATCCTCCTGCAGGGAAGTTAGGCTGAATCTCATCAGACAGGACTTTTCTGG 
CTGGGCCAAGGGAAATCTTTCCTGTACCAAGCAAACATATCCTTCAAGAGAGTAGCTGAA 
TTCACATCAAATTCTAGGAAAACCTCTTTCCAAAACCCCAGCGCAGGCCAGCGGTATTAT 
TTGTCCATTAGTGATGCAAGAGATTTAGCTATCGTGGAAATGCATCAGAAGGTTGGAAAT 
[T,C] 

AGATGGATGATCCCAGGAAGGCCTGTGGATGAGATGCCCTGTGATCTCTGTTCTCCAAGC 
CTTGGGGGACCTGAACTATCAGAGGGGAGGGAGGAAATATGGGGGAAAGCATAGAGGTGG 
GAAGAAATATCAGAGGATCAGAAGCAAAAAACAACAATAACAACAGAAACAAAAACAAAC 
AAACAAACAAAAAAACAAGGCCATAGGCAAGAAAGGGTAAGAGGTTTTCTCTGGGAGATC 
TAAAAAAAATGGCAATAATGAGGTAAGCCAGGCAGATACCTTTGGGCATCTCCAAGTCCT 

123366 GGTGGG AAGAAAT ATC AGAGGATC AGAAGC AAAAAAC AACAAT AAC AAC AGAAAC AAAAA 
CAAACAAACAAACAAAAAAACAAGGCCATAGGCAAGAAAGGGTAAGAGGTTTTCTCTGGG 
AGATCTAAAAAAAATGGCAATAATGAGGTAAGCCAGGCAGATACCTTTGGGCATCTCCAA 
GTCCTTGCAATTGGCCAAGACAACAGCTAACAACATTTGAGGCTTTAAGAAGGTTACCCT 
GTGATCCACTCATCTGATTTAGTGGCTTTGGCTGAAGCTCTTTGGATATAGTTGAAGGTA 
[C,T] 

GGAAAGGGTCCTTACATGAGGACTTTAGGGTCAAGTCTCTTGCTAACATCCTATGTGACC 
TTGGGTAAATTCTTTGACCCTTATTTTTCTTACCTGTAAAATAAAAGAATTGGGCTAGAT 
GTCTCTGACAGTCCTCCCTGTATCTACT^ATCTGTGCCAAGATCTAAAGTCAAACACCCTG 
CAAGGCCCTGTGATACATATATAAACCACAAAGACAGAGCCCCGTCTTCCTTGAGTCCAC 
AGTTCACCCTGCATGTCCCCATCATGGTTCCCCAACATGTCCTCTGTCCCCAAAATCCAG 

124 947 GGCCCTGGCAATTAACTGAAAGGGCAAAGTCTTAATCAATCAAACAATGGAGGAATCACC 
GACTTTACACAGTATTTAATTGAATACAAACAAGCAACAGCAACAAATCCACCTCCACCC 
CATCTCCCCCTCATATCCCTGACCCAAAGCAAAGGTCAGAGCCTTTCGCCTCCTTCTATT 
CCATCTTTTGATTATTCCTTTGCCTCTCATTTCTTTGGAAGCAGGGTTTCTCCTCTCTGC 
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CCAATTCCATATGTCCCTATTATCTCACTCAGCTGACAAGACGTGAAAATGAGTCACATT 
[C,T] 

ATGTGGCTGGGGTGGGGTTCTTTTTTCATTGTAATCATTATTGTGGTTGCTTTCGTTTTG 
CCGTTAGGTTTTGCTTATTATTTTGTTTTGTCTTTTTTTTCTGAAGTGAGTGAAAAAGGT 
GCCACAAAGGAATTCCAGGTCCGAGCCAACAGAGAGAAACATGAATTTTTAGACACATGC 
TCTCCTGCCACCTCTTGGCTCCATCAAGATCCAGTTCCCCATCTCACTGTTTTCTCTGAG 
TTCTTGGGAGGAGTGATGGTGTTGGGGTAGAAATAAGCTCACTCACCCACGCAGGGTACT 



125010 TTTAC ACAGTATTTAATTGAATACAAACAAGCAACAGCAACAAATCCACCTCCACCCCAT 
CTCCCCCTCATATCCCTGACCCAAAGCAAAGGTCAGAGCCTTTCGCCTCCTTCTATTCCA 
TCTTTTGATTATTCCTTTGCCTCTCATTTCTTTGGAAGCAGGGTTTCTCCTCTCTGCCCA 
ATTCCATATGTCCCTATTATCTCACTCAGCTGACAAGACGTGAAAATGAGTCACATTCAT 
GTGGCTGGGGTGGGGTTCTTTTTTCATTGTAATCATTATTGTGGTTGCTTTCGTTTTGCC 
[A,GJ 

TTAGGTTTTGCTTATTATTTTGTTTTGTCTTTTTTTTCTGAAGTGAGTGAAAAAGGTGCC 
ACAAAGGAATTCCAGGTCCGAGCCAACAGAGAGAAACATGAATTTTTAGACACATGCTCT 
CCTGCCACCTCTTGGCTCCATCAAGATCCAGTTCCCCATCTCACTGTTTTCTCTGAGTTC 
TTGGGAGGAGTGATGGTGTTGGGGTAGAAATAAGCTCACTCACCCACGCAGGGTACTAAA 
GATCTTACAGGAGCTTCAACTGGAGCAGGAGGAGCTTTTTATGCTTATGTTGAATCAAGT 



12 6043 AAAGCATTTTTACAAGATAGGAACTGGAATTCCTCATTTCTCCCATGTTCCTGCTTGTTC 
TTAAACTTCATGAAGCTATTTTTCCAGCCTATGGGGTAGTTCTTGCTCCAGTAAGAGGAA 
TCTTAGTTGTCATAATCCCTTGGAGCCTGGGTTTTTGGAGAAAGAGATCTCCGTGCCCTA 
CAGACCTTTTCTCAACGAATGTGGGAAGGACCTGGCTTTAAAACACGCACACAAACACAC 
AAATAAACAGACATAAGATGTCATCACGAAACTGCCCACGGATCTTTAGGCTTTCTGCAT 
[T,C] 

GACATAAATACATTTTCTAAGGGGGGGGGGGAAGAAATTAAAAAACACCTGTTAATTTTA 
AACACATTTTTTAAGAAAAAAATAATTAAAAAAGAAACAGTGCTCATGTCATAAGCTATG 
TTGACAGTTGCCAGTGGAAATGTTGGGTTGGTTCAAAAAAAAAATAAAAGCTATACTATA 
TCTCTCTACATACAGCTTGCTTCTACCTGTGTTTCTTCAGTGAAAGGTCCAGGGGGCCAC 
TGTGGGCTTCTTGTGAGGAGACGTGACTCAGGTGAAGGTGTCACCTCCTCTCACACTCAG 



* ; ~ ; 126064 AACTGGAATTCCTCATTTCTCCCATGTTCCTGCTTGTTCTTAAACTTCATGAAGCTATTT 

TTCCAGCCTATGGGGTAGTTCTTGCTCCAGTAAGAGGAATCTTAGTTGTCATAATCCCTT 
GGAGCCTGGGTTTTTGGAGAAAGAGATCTCCGTGCCCTACAGACCTTTTCTCAACGAATG 
* TGGGAAGGACCTGGCTTTAAAACACGCACACAAACACACAAATAAACAGACATAAGATGT 
tj CATCACGAAACTGCCCACGGATCTTTAGGCTTTCTGCATTGACATAAATACATTTTCTAA 

; ™ GGGGGGGGGGAAGAAATTAAAAAACACCTGTTAATTTTAAACACATTTTTTAAGAAAAAA 

H ATAATTAAAAAAGAAACAGTGCTCATGTCATAAGCTATGTTGACAGTTGCCAGTGGAAAT 

|«j GTTGGGTTGGTTCAAAAAAAAAATAAAAGCTATACTATATCTCTCTACATACAGCTTGCT 

f ^ TCTACCTGTGTTTCTTCAGTGAAAGGTCCAGGGGGCCACTGTGGGCTTCTTGTGAGGAGA 

■* =* CGTGACTCAGGTGAAGGTGTCACCTCCTCTCACACTCAGGTGCCAATGTGTCAGACCCAG 



126283 AAATAAACAGACATAAGATGTCATCACGAAACTGCCCACGGATCTTTAGGCTTTCTGCAT 
TGACATAAATACATTTTCTAAGGGGGGGGGGGAAGAAATTAAAAAACACCTGTTAATTTT 
AAACACATTTTTTAAGAAAAAAATAATTAAAAAAGAAACAGTGCTCATGTCATAAGCTAT 
GTTGACAGTTGCCAGTGGAAATGTTGGGTTGGTTCAAAAAAAAAATAAAAGCTATACTAT 
ATCTCTCTACATACAGCTTGCTTCTACCTGTGTTTCTTCAGTGAAAGGTCCAGGGGGCCA 
[C,GJ 

TGTGGGCTTCTTGTGAGGAGACGTGACTCAGGTGAAGGTGTCACCTCCTCTCACACTCAG 
GTGCCAATGTGTCAGACCCAGTATATTCTAAGCAAAAATACTTCAGGAAAATGCCACTTG 
TCAAAACCTGGACTTTGCGAAGTTGGAAGATGTAAGTAGTAGTAAAAGCTGTGGTAATTA 
TGGAGGAAGGAGGTTTCTGTATCAGAAAGGCATTGGCCGTGACAGACTC 



Chromosome map: 

Chromosome 14 
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